RD Ta ee aes 


SCIENCE 
Scientific 
3i0c \emistry Abstracts: Part 2 


‘Nucleic Acids 


Volume 20 number 12 
If Annual Indexes to Volume 20 December 1990 


- ele 18) IO8E 


i Sy Sate 


Foreword 


Cambridge Scientific Biochemistry Ab- 
stracts, Part 2, Nucleic Acids 

(formerly Nucleic Acids Abstracts) com- 
menced publication in 1971 and is pub- 
lished monthly. Each issue contains appro- 
ximately 800 abstracts, followed by author 
and subject indexes. 


Coverage 
In compiling each month’s issue, CSA's 
editorial staff monitors approximately 5,000 
primary journals and other source refer- 
ences for papers falling within the scope of 
the journal. 


Subject scope and 

arrangement of subject matter 

The table of contents shows the full scope of 
the journal. Every paper citing any physical, 
chemical or biological aspect of nucleic 
acids, nucleoproteins, nucleotides, nuc- 
leosides, and related purines and pyrimi- 
dines is reported. Papers relating to nuc- 
leotides will be included only where they are 
of direct relevance to the nucleic acids 
themselves. Abstracts are allocated to the 
section (subsection) to which they are most 
relevant and cross-referred to other sec- 
tions (subsections) where appropriate. 


Using this journal 

Full details of the bibliographic data cited for 
each abstract and of abbreviations used 
can be found in the first issue of each 
volume. 
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. Wsertion sequence 1S861, nucleotide sequence, inverted repeat, open readi 
(\ \G)frames mapping, Streptococcus agalactiae, homology insertion sequence 1S150, 
Kinsertion sequence IS3, Escherichia coli 5375. 
1 “Megration protein genes, Moloney leukemia virus, human immunodeficiency 
fr irus, gene expression, Escherichia coli 838. 
“®” Ha gene, virF gene regulation, restriction endonuclease mapping, hemolysis, 
Escherichia coli 4725. 
a Wlation, Clavibacter michiganense sepedonicum, hybridization analysis, DNA, 
por Yabelling, culture 10397 
; ee Pesemase genes, gene expression, Streptomyces, Penicillium chrysogenum 
sl $4880. 
ay “eZ gene, induction, carbon sources, B-galactosidase, Saccharomyces 
es is Wcerevisiae 4882. 
@" Grvanase. gene expression, sucrose utilization, Alcaligenes eutrophus 6873. 
1g terminal repeat, homology, Y chromosome, mice, murine leukemia virus, 
rd ‘Hnucleotide sequence 10395. 
‘Higene, nucleotide sequence, dihydrolipoamide dehydrogenase purification, 
‘TEscherichia coli, Pseudomonas fluorescens 7832. 
ah “§'S4 gene, LYS15 gene, mutation, hybridization analysis, restriction 
, Wendonuclease mapping, Saccharomyces cerevisiae 4343 
#® @agnesium transport corA locus, mgtA locus, mgtB locus, gene mapping, 
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Salmonella typhimurium 6245. 
malate dehydrogenase mdh gene, nucleotide sequence, gene expression, 
Escherichia coli 4595. 
mall gene, nucleotide sequence, Escherichia coli 5365. 
Mammalia genes, cDNA expression, cloning vectors, secretion vectors, 
Saccharomyces cerevisiae 8848. 
man calcitonin, genes, oligomers, repeated sequence, gene expression, 
Escherichia coli 1899. 
man DNA, Saccharomyces cerevisiae cloning vectors 4873. 
man lymphotoxin cDNA, gene expression, Escherichia coli 3878. 
man serum albumin genes, fusion, leader sequence, source comparison, gene 
expression, secretion, Saccharomyces cerevisiae 7853. 
mandelate racemase genes, pSCR1 plasmid, mutants characterization, Pseudomonas 
aeruginosa 2769. 
MAS gene, nucleotide sequence, malate synthase, Hansenula polymorpha 10769. 
mel gene, catechol oxidase, expression, genes, Escherichia coli 846. 
membrane proteins antigens genes, nucleotide sequence, Treponema pallidum 5207. 
mercury resistance genes, R factor, gene expression, Escherichia coli, 
dentistry waste water isolates 2857. 
metalloproteinase inhibitor CDNA, transfection, gene expression, gene 
amplification, glutamate-ammonia ligase, CHO cells 8865. 
metalloproteinase mpr gene, nucleotide sequence, gene mapping, Bacillus 
subtilis 6305. 
methodology, genetic engineering, laboratory manuals, books 2998. 
methylmalonyl-CoA mutase genes, nucleotide sequence, Propionibacterium 
shermanii 5608. 
mice interleukin 3, CDNA, transformation, plasmids cloning vectors, gene 
expression, Escherichia coli 1900. 
mice plasminogen activator genes, gene expression instability, transformation, 
plasmids, Synechocystis 4854. 
MIP1 gene; Saccharomyces cerevisiae 6875. 
MIRNA gene, polymerase chain reaction, ribozymes, Escherichia coli 4849. 
Miscanthus saccariflorus, infection, nucleotide sequence, genomes, miscanthus 
streak virus 10491. 
MPB57 protein, amino acid sequence, nucleotide sequence, gene expression, BCG, 
Mycobacterium bovis 1909. 
MRP-L31 gene, Saccharomyces cerevisiae 4883. 
msp gene, use DNA probes, hybridization, Listeria monocytogenes 7857. 
mta gene, glucan 1,4-a-maltotetraohydrolase, amino acid sequence 
predictions, Pseudomonas saccharophila 6395. 
nickel resistance genes, gene expression, plasmid pMOL28, Alcaligenes 
eutrophus, Pseudomonas 5880. 
nifH gene, nucleotide sequence, Desulfovibrio gigas 7829. 
nip gene, nucleotide sequence, Escherichia coli 5298. 
nodO gene, nucleotide sequence, plasmid pRL1JI, Rhizobium leguminosarum 6217. 
NRRL-3 gene, nucleotide sequence, glucose oxidase, Aspergillus niger 4876. 
NSP1 gene, relationship CDC25 gene, Saccharomyces cerevisiae 6849. 
nucleotide sequence, Bacillus subtilis, genes, spollID gene, gene expression, 
sporulation 9535. 
nucleotide sequence, cDNA; mRNA, tat gene, rev gene, trans-activating genes, 
open reading frames, visna virus 1097. 
nucleotide sequence, MOMP gene, outer membranes, membrane proteins, Chlamydia 
psittaci 4863. 
nucleotide sequence, p30 protein, gene 2b, mouse hepatitis virus, gene 
regulation, transcription 10177. 
nucleotide sequence, restriction endonuclease mapping, simian immunodeficiency 
virus, Cercopithecus aethiops isolates 9562. 
nucleotide sequence, suppressor mutant, loci, restriction endonuclease 
mapping, rpsO gene association, Escherichia coli 1321. 
nucleotide sequence, translation, gel electrophoresis, Saccharomyces 
cerevisiae, reovirus 10170. 
OCT gene, nucleotide sequence, ornithine carbamoyltransferase, Pachysolen 
tannophilus 10783. 
OLE1 gene, acyl-CoA desaturase, effects on fatty acid composition, 
Saccharomyces cerevisiae 4879. 
ompH gene, nucleotide sequence, amino acid sequence, outer membranes, membrane 
proteins, Salmonella typhimurium 6881. 
outer membranes lipoprotein | genes, Pseudomonas aeruginosa, nucleotide 
sequence, gene expression, Escherichia coli 5206. 
outer membranes proteins macromolecules complex omc gene, nucleotide sequence, 
Neisseria gonorrhoeae 5395. 
p120 gene, nucleotide sequence, surfaces proteins, Rickettsia rickettsii 8875. 
pac gene, immunodiffusion, nucleotide sequence, cell surface proteins, 
Streptococcus mutans, Streptococcus sobrinus 4868. 
pag gene, immunodiffusion, nucleotide sequence, cell surface proteins, 
treptococcus mutans, Streptococcus sobrinus 4868. 
pcenB gene, Escherichia coli 7830. 
pdxA gene, RNA methyltransferase ksgA gene, gene mapping, overlapping 
nucleotide sequence, Escherichia coli 6266. 
Penicillium chrysogenum 8-(L-a-aminoadipyl)-L-cysteinyl-D-valine 
synthase, isopenicillin N synthase, 6-aminopenicillanic acid acyltransferase 
genes, gene expression, Neurospora crassa, Aspergillus niger 7863. 
Penicillium chrysogenum trpC gene, plasmid pPC-31, transformation, gene 
expression, Aspergillus nidulans 2841. 
Penicillium funiculosum cellulase genes, gene expression 7864. 
pier 2-monooxygenase, catechol 2,3-dioxygenase, plasmid pWWO, Pseudomonas 


phoB gene, phoR gene, mutants, nucleotide sequence, mutation mapping, gene 
expression, Escherichia coli 5345. 

phycociann a subunit genes, nucleotide sequence, assembly mutants, 

ynechocystis 8326. 

phycoerythrin genes, nucleotide sequence, gene expression, gene regulation, 
light, Synechocystis 8325. 

plasmid pBR322, DNA supercoiling, Z structure, Escherichia coli 7312. 

plasmid pRS2, cloning vectors construction, Acetobacter methanolicus 7802. 

pneumolysin genes, toxins purification, gene expression, Escherichia coli, 
Streptococcus pneumoniae 871. 

ee E iad gene mapping, pectin lyase, Erwinia carotovora subsp.carotovora 

ee merozoites antigens, DNA nucleotide sequence, Plasmodium yoelii 

ee 

proC gene, mutation, complementation, pyrroline-5-carboxylate reductase, 
Escherichia coli, Treponema pallidum 10758. 

promoters, Mycobacterium bovis, Escherichia coli 870. 

M protein emm49 gene, nucleotide sequence, association gene families, 
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Streptococcus pyogenes 6232. 

proteins, enzymes genes, 2). plasmid transformation, promoters hybrids, 
gene expression, Saccharomyces cerevisiae 1884. 

proteins genes, gene expression, secretion, recombinants, host systems, 
Aspergillus nidulans 1869. 

protocatechuate 3,4-dioxygenase « subunit, 8 subunit pcaA gene, 
nucleotide sequence, Pseudomonas cepacia 5334. 

protocatechuate 3,4-dioxygenase genes, gene expression, gene regulation, 
Pseudomonas cepacia 5878. 

proU locus, characterization, regulation, glycine betaine transport, 
Escherichia coli, Salmonella typhimurium 7812. ‘ 

psbA gene, herbicides resistance, point mutation, nucleotide sequence, 
Synechocystis 5586. : 

Pseudomonas aeruginosa alkaline phosphatase apr gene, gene expression, 
Escherichia coli 6901. 

Pseudomonas aeruginosa alkaline proteinase genes, gene expression, Escherichia 
coli 5879. 

Pseudomonas aeruginosa flagellin genes, gene expression, Escherichia coli 5876. 

Pseudomonas aeruginosa regA gene, regulatory genes, toxin A production, gene 
expression, Escherichia coli 6897. 

Pseudomonas cytochrome oxidase genes, nucleotide sequence, Pseudomonas 
aeruginosa 2421. 

Pseudomonas saccharophila glucan 1,4-a-maltotetraohydrolase genes, gene 
expression, Escherichia coli 3876. 

radial spoke protein 3 genes, flagella, Chlamydomonas reinhardtii 4885. 

rec-1" gene, Rec plasmid transfer, transformation, Haemophilus influenzae 
5875. 

recA gene, cross-reactivity, Legionella pneumophila, Escherichia coli 7820. 

restriction endonuclease mapping, adenovirus (canine), nucleotide sequence, 
DNA 5474. 

reverse, methodology, DNA nucleotide sequence determination substrates 
production 2221. 

RNA, ATP, wheat germ initiation factors binding, MRNA initiation codon, 
satellite tobacco necrosis virus 4062. 

ma gene, 99999999, distribution, deletion mutant analysis, ribonuclease |, 
Escherichia coli 10756. 

RNA, mutation, nucleotide sequence changes, vaccines strains, Rift Valley 
fever virus 1065. 

RNA-directed RNA polymerase genes, nucleotide sequence, evolution, influenza A 
virus 1474. 

MRNA, development regulation, cDNA, cyclic AMP effects on, Dictyostelium 
discoideum 10150. 

tRNA genes, isolation, characterization, Campylobacter jejuni 7834. 

rRNA 16S genes, nucleotide sequence, Mycoplasma-like organisms, Oenothera 
hookeri pathogens, relationship Mycoplasma capricolum 5342. 

rRNA 23S genes, structure, Pseudomonas cepacia 7062. " 

rRNA 4.5S homologs genes, nucleotide sequence, Escherichia coli 6228. 

rRNA 5S probes, restriction endonuclease mapping, hybridization analysis, 
nucleotide sequence, Crithidia fasciculata 10781. 

tRNA genes, hybridization analysis, CDNA probes, Mycobacterium smegmatis, 
Mycobacterium tuberculosis 10755. 

Saccharomyces cerevisiae AMP deaminase AMD gene, nucleotide sequence, 
Escherichia coli, gene expression 4319. 

salicylate 1-monooxygenase, catechol 2,3-dioxygenase genes, aromatic compounds 
biodegradation, Pseudomonas stutzeri 7867. 

Schwanniomyces occidentalis a-amylase AMY1 gene, gene expression, 


Saccharomyces cerevisiae, Kluyveromyces lactis, Schizosaccharomyces pombe 4852. 


v-sea gene, protein-tyrosine kinase, nucleotide sequence, avian 
erythroblastosis virus 1313. 

selD gene, nucleotide sequence, Escherichia coli 6022. 

L-serine dehydratase sdaA gene, nucleotide sequence, Escherichia coli 5329 

serine proteinase ale gene, nucleotide sequence, Bacillus 5360. 

Serratia marcescens pili genes, gene expression, gene mapping, Escherichia 
coli 6272. 

serum levels, man, antibodies, Escherichia coli, Haemophilus influenzae, 
antigens, gene expression, gel electrophoresis 10774. 

sheep growth hormone cDNA variants, plasmid pUC8, gene expression, Escherichia 
coli 7855. 

sialidase genes, DNA, nucleotide sequence, Clostridium sordellii 7825. 

single-stranded oligodeoxyribonucleotides, methodology, role DNA ligation 6173. 

SNM1 gene, Saccharomyces cerevisiae 4703. 

sodC gene, copper-zinc superoxide dismutase, nucleotide sequence, gene 
mapping, Caulobacter crescentus 10763. 

spiramycin biosynthesis genes, gene expression, Streptomyces ambofaciens 1888 

sporulation genes, Bacillus subtilis 10742. 

srfB gene, nucleotide sequence, Bacillus subtilis 5420. 

SRP54 gene, nucleotide sequence, SRP54 protein, homology signal peptides, 
Saccharomyces cerevisiae, Schizosaccharomyces pombe 6203. 

streptavidin, phage T7 DNA-directed RNA polymerase, promoters, Escherichia 
coli 7878. 

Streptococcus pneumoniae, deoxyribonuclease Dpni, overproduction, gene 
expression, Escherichia coli 778. 

Streptomyces clavuligerus isopenicillin N synthase genes, gene expression, 
Escherichia coli, Streptomyces lividans 1890. 

Streptomyces tendae a-amylase inhibitor genes, gene transfer, gene 
expression, Streptomyces lividans 5881. 

surtace-layer protein genes, nucleotide sequence, Bacillus sphaericus 5318. 

SWA\1 gene, a-amylase, transcription, Schwanniomyces castellii, 
Saccharomyces cerevisiae 6846. 

TAA gene, nucleotide sequence, amino acid sequence, amylase, Aspergillus 
oryzae 6264. 

tetracycline resistance, deletion, Streptomyces lividans 7808. 

toxA gene, toxin A secretion, amino acid sequence, Pseudomonas aeruginosa, 
Escherichia coli 9799. 

toxins, Lkt gene expression, Escherichia coli 4864. 

transformation, gene expression, use genetic analysis, gene regulation, 
Aspergillus nidulans, Neurospora crassa 1737. 

triacylglycerol lipase cDNA, nucleotide sequence, Geotrichum candidum 1319. 

trpB gene, trpA gene, tryptophan synthase, nucleotide sequence, Thermus 
thermophilus 10754. 

trpE gene, trpG gene, trpD gene, trpC gene, nucleotide sequence, Pseudomonas 
putida, Pseudomonas aeruginosa 6605. 

trxM gene, Anacystis nidulans 4454 

a-tubulin genes, nucleotide sequence, Plasmodium falciparum 3593. 

a-tubulin TUB1 gene, B-tubulin TUB2 gene, nucleotide sequence, gene 


Cloning vectors, 


Cloning, (continued) 

mapping, Histoplasma capsulatum 1337. 

U1 gene, structure models, U1 snRNA, Saccharomyces cerevisiae 7852. 

URA2 gene, 5'-uridylic acid, pyrimidines biosynthesis, gene regulation, 
Saccharomyces cerevisiae 10663 

urease, gene expression, Canavalia ensiformis, Proteus vulgaris, nucleotide 
sequence, homology 7882. 

valine-binding protein braC gene, nucleotide sequence, Pseudomonas aeruginosa 
5381. 

Vitreoscilla hemoglobin VHb gene, gene expression, oxygen dependent promoter 
gene regulation, Escherichia coli 5730. 

Xanthobacter autotrophicus haloalkane dehalogenase dhiA gene, nucleotide 
sequence, gene expression, Pseudomonas, Escherichia coli 6242. 

xcp-1 gene, gene mapping, gene expression, Pseudomonas aeruginosa 5367. 


Agrobacterium, Ti plasmid transformation, plants 5809. 

baculovirus, gene expression, coronavirus (murine), glycoprotein E2 4886. 

baculovirus gene expression cytochrome P450, Mammalia 9795. 

baculovirus, recombination efficiency, U.V. radiation, cells, Spodoptera 
frugiperda 827. 

baculovirus, rotavirus (porcine), genes, VP4 protein, neutralization, 
antibodies 4887. 

bovine leukaemia virus, packaging cell lines, retrovirus recombinants, 
transfection, gene transfer, cell lines, rats, dogs, cattle 1811. 

cell culture, rearrangement, homology, promoters, Epstein-Barr virus+SV40 
10745. : 

chloroplasts, construction, chloramphenicol acetyltransferase gene expression, 
Nicotiana tabacum 6830. 

closed circular plasmids, rRNA genes containing, transformation, Tetrahymena 
thermophila 5797. . 

ColE1 like, transposon Tn1000 transposition, effects on copy number control, 
Escherichia coli 5852 

construction, avian erythroblastosis virus, neo gene insertion, substitution, 
v-erbA gene, v-erbB gene, gene expression, embryo fibroblasts, chickens 820 

construction, Bacillus amyloliquefaciens a-amylase genes promoters 
containing man interferon synthetic genes, oligonucleotides synthesis, gene 
expression 3856. 

construction, CAT gene containing plasmid pBCO 4832. 

construction, containing REP 3 locus, replication origin, Saccharomyces 
cerevisiae 6823. 

construction, drug resistance gene expression, eukaryotes 7792. 

construction, Escherichia coli 4825. 

construction, Escherichia coli plasmids, 2): circle industrial 
applications, site specific recombination, transformation, industrial 
applications, Saccharomyces cerevisiae 4827. 

construction, multiple B-lactamase promoters containing plasmids, 

construction, phage M13 derivatives, single-strand DNA production 3855. 

construction, phage \+plasmid pUC19 hybrids, Escherichia coli 5864. 

construction, phage T7 DNA-directed RNA polymerase applications 6821. 

construction, plasmid pOEV1 derivatives, eukaryotes gene expression 2828. 

construction, plasmid pRS2, cloning, Acetobacter methanolicus 7802. 

construction, plasmid pUC19, phage M13 mp8, replacement polylinkers 2815. 

construction, plasmids curing, electroporation, Escherichia coli 4834. 

construction, plasmids, Escherichia coli 5862. 

construction, role phage f1 intergenic region cassettes, Escherichia coli 2809. 

commettorolds response elements role induction gene expression, CHO cells 

cosmid 2X75, cosmid 2XB, Escherichia coli 8833. 

cosmids, eukaryotes genomes analysis 2812. 

Cyamopsis tetragonoloba a-galactosidase, biosynthesis, secretion, 
substrates, Bacillus subtilis 9797. 

DNA rearrangement, nucleotide sequence, Fusarium oxysporum 10744. 

DNA, rRNA, Cryptococcus neoformans 6851. 

abe ye Reomuinen analysis, radiation, ataxia telangiectasia, mammalian 
cells . 

cDNA cloning gene libraries, full-length inserts, phagemids cloning vectors, 
methodology 6803. 

cDNA cloning methodology, vector-primers preparation 2263. 

episomal expression vectors, Epstein-Barr virus, construction, 
oligodeoxyribonucleotides adapters, directional cloning, RNA transcription 282 

Epstein-Barr virus, cloning cDNA, plasmid pcD 7790. 

Epstein-Barr virus, construction 7793. 

Epstein-Barr virus, episomal replication, cDNA expression libraries, man 2801, 

part virus, influenza virus hemagglutinins gene expression, mammalian 
cells ; 

Epstein-Barr virus shuttle vector, plasmid pF1-EBV, construction, 
transcription effects on mutagenesis, DNA repair 4835. 

extrachromosome replication transformation, construction, Ddp2 plasmid, 
Dictyostelium discoideum 8830. 

L factor, L cells, mice 2802. 

flanking sequence cloning methodology, transformation, Dictyostelium 
discoideum 9793. 

fructose-bisphosphatase genes promoters, Schizosaccharomyces pombe 7799. . 

gene expression, Bacteroides ruminicola, Bacteroides fragilis, Bacteroides 
uniformis, conjugation, xylan endo-1,3-8-xylosidase 7715. 

gene expression, Mycobacterium, Escherichia coli 825. 

gene eereenion, ribosomes DNA copy number control, Saccharomyces cerevis 


gene fusion, transcription fusion construction, lacZ gene translation 6818. 

gene mapping, plasmid pBluescript Il 4836. 

gene transfer, retrovirus, RNA genomes containing viruses 3859. 

genes integration, recombinants, gene expression, poxvirus 3857. 

genomes conferences, nucleotide sequence, polymerase chain reaction, comp 
programs 2999. 

glyceraldehyde 3-phosphate dehydrogenase promoters containing, cloning, 
Rhizopus oryzae glucan 1,4-a-glucosidase genes, transformation, gene 
expression, Saccharomyces cerevisiae 2842. 

gt11 phage 4, cDNA subcloning methodology, plasmids 10217. 

helper P-element yield, plasmid pBR322, plasmid pBluescript, Drosophila 5855. } 

hemagglutinins, Spodoptera frugiperda, cell culture, gel electrophoresis, 
influenza virus, baculovirus 8840. 

herpes simplex virus, hypoxanthine phosphoribosyltransferase mRNA expressio 
brain, mice 766. | 

herpes simplex virus 1, defects, Escherichia coli lacZ gene expression, cells, 
man 5859. 

integrative, electroporation methodology, Saccharomyces cerevisiae 9775. 
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interposon, transposons. insertional mutagenesis, cloning vectors. 

| gram-negative bacteria 5824. 

q20mycin antibiotic resistance genes+repU gene promoters. Bacillus subtilis 


i, ficlear polyhedrosis virus, P-glycoprotein gene transfer. Spodoptera 
ii, frugiperda host systems 7710 

bclear polyhedrosis virus, signals requirements genes expression 762. 

i fxygen regulated promoters, gene expression. Escherichia coli 2817. 
ipmbapilloma virus (bovine), epidermal growth factor gene expression, NIH 3T3 

2 cells 5888 

"Pnage 4, construction, gene libraries 5857. 

age \ gt11, cDNA cloning, recombination enhancement, adaptors use 4830. 
}nage \ gti1, cDNA insertion subcloning methodology, plasmids. polymerase 
chain reaction 9813 

age \ gt11. construction. gene expression, Escherichia coli 819. 

lage \. inserts orientation, procyclin genes, Trypanosoma brucei 7143. 

‘age A, mutation models, mice 3858 

age A, screening methodology, Escherichia coli 2814. 

(Frage \ SK3, phage A SKS, role genomes gene libraries construction 

@ 2806. 

age M13, lacl gene. mutation. base pairs transitions, Escherichia coli 7803. 
age M13, non-isotopic DNA labelling methods, role fingerprinting methodology 
§ 2234 

(nage M13, plasmids DNA transduction, bacteria 3802. 

finage A+phage M13 hybrids, role genomes gene libraries construction 2805. 
age \+plasmid SK15, cDNA gene libraries construction methodology 2810. 
{nage A+plasmid SK9, genomes gene libraries construction methodology 2808. 


nage “)105, maxicells, Bacillus subtilis 5787, 

sem agemid VPCS, priming, cloning, sequencing, characterization 2825. 
“= Wnagemids, cloning, cDNA gene libraries, full-length inserts, methodology 6803. 
agemids, deletion mutagenesis methodology, Escherichia coli 2818. 
otinus-luciferin 4-monooxygenase (ATP-hydrolysing) transient expression 
assays, electroporation methodology 2804. 
lasmid CDMB8, gene expression, cell surface proteins 4826. . 
i: plasmid, genes cloning, gene expression, Saccharomyces cerevisiae 8831. 
asmid pAA113M, insertion sequence !S1, methodology determination nucleotide 
sequence 6829. 
jasmid pAK201, transformation, bacteremia, Clostridium perfringens, 
Escherichia coli 784. 
jasmid pAO4-2, transformation, gene transfer, orotidine-5'-phosphate 
)decarboxylase pyrG gene, genetic markers, Aspergillus oryzae 4786. 
| iasmid pCEQ3, phage \ promoters genetic control, Escherichia coli 2811. 
‘Blasmid pCYG4, GDH1 gene, glutamate dehydrogenase, carbon limitations, 
| Saccharomyces cerevisiae 9798. 
asmid pHV60, gene amplification, Lactococcus lactis lactis 817. 
smid pIN-ill-ompA2 construction, cloning, prochymosin B genes, OmpA protein 
genes, signals fusion 2826 
ismid pJDB248, 2. plasmids derivatives, segregation stability, 
chemostats, glucose limiting factors, Saccharomyces cerevisiae 5865. 
ismid pKC, cDNA, human 5-lipoxygenase, Escherichia. coli 4829. 
mid pKM101, restriction resistance, ard gene transformation, Escherichia 
scoli 5863. 
asmid pNH4, gtfD gene, dextransucrase purification, Streptococcus mutans 
6891. 
Jasmid pPH6, tetracycline resistance, ToR gene cloning, Bacteroides 7821. 
lasmid pRK290, plasmid pRK404, Escherichia coli, conjugation, use gene 
Weitranster, Rhodopseudomonas viridis 5854. 

asmid pRO1614, construction, Pseudomonas, Escherichia coli 5853. 
Basmid pSB40, proU gene, Escherichia coli 7805. 
'Basmid pSG5, temperature-sensitive replication, Streptomyces ghanaensis 6826. 
asmid pSLG33 isolation, plasmid pRS410 construction, Streptomyces 
ilavendulae-grasserius 7794. 
asmid pSR1, use gene transfer, transformation, Corynebacterium glutamicum 
1866. 
asmid pTZ18R, plasmid pTZ19R, restriction endonuclease mapping, Escherichia 
coli 828. 
| Basmid pYUM1118, use generation deletion, Escherichia coli 7789. 
Basmid pZA22, cloning, Ruminococcus albus B-glucosidase genes. 
y@transformation, gene transfer, gene expression, Zymomonas mobilis 3877. 
asmid RP4, phage Mu mini-replicons fusion, Vibrio cholerae 5861. 
asmid R388rep(Ts)::TnS, transformation, transposon Tn5 transposition, 
genetic markers gene transfer, Erwinia carotovora, Agrobacterium, Rhizobium 
‘meliloti 5796. 
asmids, construction, transcription termination factors, Bacillus subtilis 
1864. 
asmids, DNA restriction endonuclease mapping 4831. 
asmids, gene transfer, chloramphenicol acetyltransterase genes, Mammalia 
3817. 
asmids, heat-inducible expression, hybrid genes, eukaryotes 3861. 
Siasmids, hepatitis B surface antigen p31 protein gene expression, 
accharomyces cerevisiae 855. 
asmids, novobiocin antibiotic resistance genetic markers, transformation, 
‘Haloferax, Halobacterium volcanii 7787. 
asmids, plasmid pAL5000, Mycobacterium smegmatis, Mycobacterium fortuitum, 
‘Escherichia coli 9792. 
asmids, transformation, mice interleukin 3 cDNA, cloning, gene expression, 
Escherichia coli 1900, 1900. 
lasminogen activator gene expression, selection systems, mammalian cells 2824. 
otein biosynthesis enhancement, plasmid pNI1, plasmid pNI2, hepatitis B 
‘surface antigen, HAT selection, Vero cells, monkeys 2823. 
Hj ateins expression, copper induction, cassettes, CUP1 gene, Saccharomyces 
ecerevisiae 5856. 
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‘effects on L-threonine overproduction, Serratia marcescens 824. 

trovirus, gene transfer, adenosine deaminase gene expression, hematopoiesis 
stem cells, man 6762. 

trovirus, gene transfer, keratinocytes, dogs 8776. 

Mrovirus, gene transfer. stem cells, reviews 2009. 

trovirus, glucosylceramidase production, gene transfer, mice, man 2854. 

J trovirus particles. RNA, cDNA genes, nucleotide sequence 6522. 
iecharomyces cerevisiae, man DNA cloning 4873. 

cretion vectors, cDNA expression, cloning, Mammalia genes, Saccharomyces 
i cerevisiae 8848. 


nage VWB, chromosomes. DNA packaging, use Streptomyces venezuelae 6819. 


31101 plasmid, phosophoenolpyruvate carboxylase gene amplification, ppc gene, 


Cloning vectors, (continued) 
§-fructofuranosidase KEX2 gene, synthetic oligonucleotides, signal peptides 
cleavage sites, Saccharomyces cerevisiae 7801. 
shuttle, Epstein-Barr virus, improvements, replication origin 10750. 
shuttle, gene expression, COS cells 10746. 
shuttle, mutation analysis, 1'-acetoxysatrole, 
N-benzoyloxy-N-methyl-4-aminoazobenzene, ethyl methanesulfonate, cells, man 
10751. 
shuttle. Saccharomyces cerevisiae +Escherichia coli, transformation efficiency 
improvements 9791. 
shuttle, SV40, DNA transfection, stability, replication, use Escherichia coli 
10752. 
shuttle, SV40, Epstein-Barr virus, DNA repair genes expression analysis, 
ataxia telangiectasia, xeroderma pigmentosum, cells, man 8682. 
shuttle, use, hprt gene cDNA, mutagenesis analysis, man 8228. 
shuttle vectors, plasmids, analysis, mutagenesis, mammalian cells, reviews 
5012. 
signals cloning, translation, transcription, construction, Saccharomyces 
cerevisiae 815. 
spermatozoa, transgenic mice 1868. 
$V40, DNA-directed RNA polymerase gene expression 829. 
SV40, recombination analysis, gene conversion, mammalian cells 10749. 
SV40, shuttle, mutagenesis analysis 5860. 
systems, interleukin 5 gene expression, actin genes promoters 830. 
systems, mammalian cells 2803. 
toxins biosynthesis, phage 9, plasmid pUR250, plasmid pBR322, 
Corynebacterium diphtheriae 771. 
transformation, gene transfer, gene expression, recombinants production, 
Mycobacterium smegmatis 6781. 
transformation, use autonomously replicating sequence DNA fragments, 
chromosomes, isolation, nucleotide sequence, Saccharomyces cerevisiae, 
Kluyveromyces lactis 6825. 
translation gene fusion plasmids, methodology 2807. 
tanspostion: hsp82-neo gene, mutagenesis analysis, Drosophila melanogaster 
use 3 reading frames, gene expression Escherichia coli 2816. 
use baculovirus, glutathione transferase cDNA gene expression 10748. 
use, metallothionein metal-responsive elements containing promoters, gene 
expression induction, CHO cells 1787. 
use murine leukemia virus, gene transfer, gene expression, transgenic 
livestock production 821. 
use vaccinia virus, vaccines, reviews 2004. 
vaccinia virus, construction, vaccines preparation, animals, man 7788. 
Clostridium, 
rRNA 16S nucleotide sequence, hot springs isolates 7066. 
Clostridium acetobutylicum, 
adh1 gene, nucleotide sequence 1331. 
a-amylase genes cloning, gene expression 867. 
3-hydroxybutyryl-CoA dehydrogenase hbd gene, cloning, nucleotide sequence 7366. 
transfer transposon Tn1545 transposon Tn916 7745. 
transformation, plasmids, plasmid pIM13, plasmid pT127, Escherichia coli, 
Bacillus subtilis 823. 
Clostridium botulinum, 
neurotoxin A genes, cloning, nucleotide sequence, amino acid sequence 
predictions 5631. 
Clostridium cellulolyticum, 
cellulase genes, celCCA gene, nucleotide sequence 6446. 
cellulase genes, cloning, gene expression, Escherichia coli 850. 
Clostridium difficile, 
chloramphenicol acetyltransferase genes, nucleotide sequence 3466. 
Clostridium josui, 
cellulase genes, cloning, gene expression, Escherichia coli 7865. 
Clostridium pasteurianum, 
nitrogen fixation nifE gene, nucleotide sequence, amino acid sequence 
predictions 303. 
Clostridium perfringens, 
enlosnenpneienk acetyltransferase genes, nucleotide sequence, plasmid pIP401 
DNA, restriction endonuclease mapping, gas gangrene 7346. 
Sab gee A 3'-terminus, CPE gene, cloning, gene expression, Escherichia 
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Streptomyces lividans 5881. 

therapy, retrovirus cloning vectors, glucocerebrosidase deficiency, Gaucher's 
disease, man 7707. 

transfection, retrovirus (murine), protamine sulfate stimulation, 3T3 cells, 
applications, gene therapy, man 1865. 

transfection, retrovirus recombinants, bovine leukaemia virus cloning vectors 
packaging cell lines, cell lines, rats, dogs, cattle 1811. 

transformation, plasmid pAO4-2 cloning vectors, pyrG gene 
orotidine-5'-phosphate decarboxylase, genetic markers, Aspergillus oryzae 4786. 

transposition, transposon 1n4556, Streptomyces fradiae 1832. 

transposition, transposon Ty, genetic engineering, Saccharomyces cerevisiae 

03 


use plasmid pSR1 cloning vectors, transformation, Corynebacterium glutamicum 
1866. 


Genes, 

3a gene, coat protein, requirements disseminated infection, deletion mutants 
recombination, cowpea chlorotic mottle virus 6114. 

3a gene translation, cleavage, ribonuclease H, RNA 3, brome mosaic virus 3060. 

A1 protein, cDNA nucleotide sequence, lymphocytes, mice 323. 

Ay-globin, transcription factors binding regions, characterization, man 
160. 

AAC2 gene, mitochondria ATP ADP carriers, nucleotide sequence, Saccharomyces 
cerevisiae 1485. 

AAci gene, nucleotide sequence, Arabidopsis thaliana 1202. 

aadA gene, promoters, plasmid pRP69, plasmid pNAK28, use selection 
transcription factors genes, Escherichia coli 1164. 

AB10 gene, nucleotide sequence, chlorophyll a/b-binding protein II, Malus 
domestica 7348. 

Abd-B gene, transcription, bithorax complex, regulatory DNA, Drosophila 6694. 

Abdominal gene, RNA, transcription, intra-abdominal regions, characterization, 
bithorax complex, Drosophila 10505. 

abdominal-A gene, Ultrabithorax gene, gene products induction transcription, 
transcription factors, Drosophila 984. 

Abdominal-B gene, promoters, Drosophila melanogaster 5705. 

Abdominal-R gene, cDNA nucleotide sequence, bithorax complex, homeobox, 
embryos, Drosophila melanogaster 1804. 

abequose synthase rfbJ gene, cloning, nucleotide sequence, Salmonella 5404. 

ABF1 gene, chromosome V, nucleotide sequence, ARS-binding factor |, 
Saccharomyces cerevisiae 5482. 

ABF1 gene, nucleotide sequence, ABF1 protein similarity RAP1 protein, 
Saccharomyces cerevisiae 3475. 

abi gene, nucleotide sequence, plasmid Collb, Escherichia coli 5327. 

abi gene, pic gene, promoters, inhibition phage T5 phage T7, plasmid Collb, 
Escherichia coli 5210. 

ABL gene, BCR gene, fusion, heterogeneity, patients, Philadelphia chromosome 
acute lymphatic leukemia 1243. 

abnormal wing discs gene, Drosophila, homology nm23 gene, metastases DNA 
nucleotide sequence, role metastases 2467. 

ABP 1p protein, nucleotide sequence, actin binding, Saccharomyces cerevisiae 
6378. 

abrB gene, gene products, DNA binding activity, Bacillus subtilis 1981. 

abrB gene, gene regulation spoVG gene, tycA gene, sporulation, antibiotics 
biosynthesis 7694. 

ye tag transcription regulation, DNA-binding protein, Bacillus subtilis 

Ac pee oi baat Ac interaction, characterization, Zea mays 3972. 

ACES gene control, chorion gene amplification, Drosophila melanogaster 7672. 

ACE1 gene, CUP2 gene, gene products, copper activated DNA-binding protein, 
transcription factors, Saccharomyces cerevisiae 3995. 

aceB gene nucleotide sequence, malate synthase A, Escherichia coli 5350. 

acetamidase amdS gene, Aspergillus nidulans, genetic markers, plasmid pAN 7-1, 
transformation, Claviceps purpurea 2764. 

a a am la chb gene, nucleotide sequence, Vibrio harveyi 

N-acetyl-8-glucosaminidase, isolation, characterization, Serratia 
marcescens 1329. 

acetyl-CoA acetyltransferase precursors, CDNA nucleotide sequence, 
mitochondria, rats 8606. 

acetyl-CoA acyltransferase, acetoacetyl-CoA reductase, 
poly-B-hydroxybutyric acid-synthase, Alcaligenes eutrophus, cloning, gene 
expression, Pseudomonas 7854. 

acetyl-CoA acyltransferase, acetyl-CoA acetyltransferase, phbA gene, phbB 
gene, nucleotide sequence, Alcaligenes eutrophus 5178. 

acetyl-CoA acyltransferase, gene mapping, rats 9483. 

acety!-CoA carboxylase, tumor necrosis factor regulation gene expression, 
adipsin, adipocytes, 30A-5 cells 1712. 

acetylcholine receptors, 8 chain, promoters, MyoD1 protein, myoblasts, 
skeletal muscle, mice 4731. 

acetylcholine receptors, cDNA nucleotide sequence, muscles, man 3280. 

acetylcholine receptors, cDNA nucleotide sequence, skeletal muscle, rats 2367. 

acetylcholine receptors, cloning gene expression, brain, rats 5574. 

acetylcholine receptors, localization, chromosome 2, mice 9467. 

acetylcholine receptors, muscarinic, cloning, gene expression, heart, brain, 
chickens 8853. 


Genes, (continued) 


acetylcholinesterase, Ace locus, nucleotide sequence, evolution, mutation, 
Drosophila melanogaster 7310. 

acetylcholinesterase, expression, embryos, Drosophila melanogaster 7671. 

N-acetylgalactosamine-4-sulfatase, cDNA nucleotide sequence, hepatoma 4579. 

N-acetylglucosamine-6-phosphate deacetylase, nagB gene, nagC gene, nagD 
nagA gene, nucleotide sequence, Escherichia coli 2523. : 

B-N-acetylhexosaminidase, cDNA nucleotide sequence, substitutions, 

-N-acetylhexosaminidase, mutations introns exons junctions, genomes 
nucleotide sequence, mutationse 17 Jews, Tay-Sachs disease, man 7533. 

6-N-acetylhexosaminidase, restriction fragment length polymorphism, man 
2639. 

N-acetyllactosamine synthase cDNA, expression, COS-7 cells, cattle 2837. 

N-acetyllactosaminide a-1,3-galactosyltransferase cDNA nucleotide 
sequence, homology, cattle 3542. 

N-acetyIneuraminate lyase npl gene, plasmid pMK6, transformation, gene 
expression, mutants, Escherichia coli 4891. 

achaete scute complex, scy region, asense gene, genomes nucleotide 
sequence, expression development optic lobe, Drosophila melanogaster 6288. 

achaete-scute complex, similarity daughterless gene, daughterless gene genomes 
nucleotide sequence, Drosophila 355. 

Achromobacter proteinase |, Achromobacter lyticus, cloning, nucleotide 
sequence, gene expression, Escherichia coli 3442. 

acid phosphatase, cDNA nucleotide sequence, liver lysosomes, rats 7453. 

acid phosphatase, cDNA nucleotide sequence, lysosomes, man 7513. 

acid phosphatase, cDNA nucleotide sequence, prostate, man 7526. 

acid phosphatase, gene mapping, restriction fragment length polymorphism, 
chromosome 3, man 6492. 

acid phosphatase PHO11 gene, PHO12 gene, repeated sequence localization, 
telomeres, chromosome 1, chromosome 8, cloning, Saccharomyces cerevisiae 434 

acid phosphatase, PHO2 gene, PHO4 gene, regulation expression, Saccharomyce 
cerevisiae 1790. 

acid phosphatase, PHO4 gene, PHO81 gene, PHO2 gene, regulation expression, _ 
Saccharomyces cerevisiae 2364. 

aconitate hydratase, cDNA nucleotide sequence, amino acid sequence 
predictions, heart, pigs 8358. 

acrosin cDNA nucleotide sequence, serine proteinase, testes, pigs 3646. 

act gene, actinorhodine biosynthesis, requirements afsB gene, Streptomyces 
coelicolor, Streptomyces lividans 2747. 

ACT1 gene, fusion MATa1 gene, PGK1 gene fusion MATa1 gene, 
transcripts, decay, MRNA turnover, Saccharomyces cerevisiae 9239. 

Act gene, genomes nucleotide sequence, actin, Candida albicans 5508. 

act5C gene, definition, sequence, transcription, Drosophila 363. 

actl gene probes, dnr gene cloning, doxorubicin, daunorubicin biosynthesis, 
Streptomyces peucetius 10786. 

B-actin+ fibronectin+ cytokeratin A, mRNA localization, preimplantation, 
blastocysts, mice 5694. 

actlll gene probes, dnr gene cloning, doxorubicin, daunorubicin biosynthesis, 
Streptomyces peucetius 10786. 

y-actin, B-actin, gene expression, gene mapping, nucleotide sequence, 
cytoskeleton, man 5447. 

a-actin, 3'-termini regions nucleotide sequence, smooth muscle, man 7220. 

actin, Act gene, genomes nucleotide sequence, Candida albicans 5508. 

Bor ena: nucleotide sequence, transcription promoters regions, man 
4 4 

a-actin, CDNA nucleotide sequence, amino acid sequence predictions, smooth 
muscle, man 7378. 

actin, CDNA nucleotide sequence, evolution, mutation, Daucus carota 8570. 

actin, CDNA nucleotide sequence, Oryza sativa 9476. 

Te cDNA nucleotide sequence, smooth muscle, vascular system, rats 

225. 

actin chloramphenicol acetyltransferase fusion genes expression, regulatory 
factors, Strongylocentrotus purpuratus 4802. 

actin, cloning, nucleotide sequence, Phytophthora megasperma 8393. 

f-actin, gene expression, proliferation, skin carcinoma, mice 2834. 

actin, heart, promoters, tissues specificity expression, Xenopus laevis 1782. 

actin, histone H4, SV40, transcripts accumulation, interferon effects on 96. 

B-actin, nucleotide sequence, Ctenopharyngodcn idella 3427. 

actin, nucleotide sequence, evolution, Hydra attenuata 6574. 

actin, nucleotide sequence, gene expression, Caenorhabditis elegans 552. 

B-actin, promoters activity, nucleotide sequence, man 192. 

actin, promoters, interleukin 5 gene expression, cloning vectors systems 830. 

actin, proximal promoters, Drosophila melanogaster 7640. 

actin pseudogenes, cDNA nucleotide sequence, mice 5571. 

actin, restriction fragment length polymorphism, chromosome 10, 
deoxyribonuclease Taql, aorta, man 7288. 

actin, transfection BC3H1 cells, myogenesis, mice, chickens 6894. 

actinidin, cDNA nucleotide sequence, proteinase, Actinidia deliciosa 4612. 

actinidin, cysteine proteinase, cDNA nucleotide sequence, amino acid sequence, 
Actinidia chinensis 8279. 

a-actinin, CDNA nucleotide sequence, amino acid sequence predictions, 
placenta, man 3253. 

a-actinin, introns, point mutation, inhibition RNA 5'-terminus splicing, 
effects on translocation cytoplasm, translation, Dictyostelium discoideum 4148. 

activating transcription factor, CDNA nucleotide sequence, transcription 
factors 8561. 

activity, cytosine methylation, DNA, inhibition, gene transfer, protoplasts, 
Petunia hybrida 7740. 

acyl-[acyl-carrier-protein] desaturase cDNA nucleotide sequence, 
expression, adipocytes, mice 9474. 

acyl-peptide hydrolase cDNA nucleotide sequence, rats 3284. 

acyl-protein synthase, luxE gene, nucleotide sequence, bioluminescence, Vibrio 

arveyi 5262. 
Ryereine cytidylyltransferase, nucleotide sequence, Escherichia coli 


| 


ada gene cloning, DNA repair, O-methyiguanine-DNA methyltransferase, 
Escherichia coli, mice 7619. 

ada gene, cloning, nucleotide sequence, alkylation effects on, mutation, 
Escherichia coli 7873. 

ada gene, dhfr gene, DNA repair, fibroblasts, xeroderma pigmentosum, man 7612 

ada gene, mutants, ogt gene expression, methylated-DNA-proteln-cystaine 
methyltrangferase, scherichia coli 5940. 

ada gene, O°-alkylguanine-DNA alkyltransferase mutants, isolation, 
N-methyl-N-nitro-N-nitrosoguanidine effects on, Bacillus subtilis 10637. 

ada Fone Sleghecied mutagenesis, Ada protein function sites, Escherichia 
coli i 
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#enes, (continued) 
} «-adaptin, cDNA nucleotide sequence, mice 3612. 
| adenine glycosylase mutY gene, base pairs matching DNA repair, dysfunction, 
Escherichia coli 5681. 
adenine nucleotides translocator, coding, characterization, expression, 
if mitochondria, Zea mays 7440. 
Viadenine nucleotides translocator, nucleotide sequence, localization, 
expression, chromosome 4, man 8598. 
i", adenine phosphoribosyltransferase aprt gene, sequence specificity, mutation, 
induction, adenine phosphoribosyltransferase antitumor agents, cisplatin, CHO 
i cells 2789. 
| adenine phosphoribosyltransferase, mutation target, analysis, nucleotide 
sequence, hamsters 9440. 
i adenine phosphoribosyltransferase, UV radiation, mutagenesis, analysis, 
— retrovirus vectors, CHO cells 8826. 
| adenosine deaminase, expression, gene transfer, retrovirus cloning vectors, 
§ stem cells, hemopoiesis, mice, man 2852. 
j adenosine deaminase, expression, transduction, gene transfer, retrovirus 
6 vectors, bone marrow cells, man 8768. 
Padenosine deaminase, regulation, intronic enhancer, transgenic mice, man 7891. 
eee ceapiinase, restriction fragment length polymorphism, chromosome 20, 
} ~=man 156. 
| adenosine phosphoribosyltransferase, aprt gene, breakpoints, hamsters 4257. 
t/ adenosinetriphosphatase cDNA nucleotide sequence, homology, liver, rats 4323. 
 adenosinetriphosphatase, cDNA nucleotide sequence, pigs 1588. 
| adenosylmethionine decarboxylase speD gene, speED operon, promoters, 
(termination regions mapping, Escherichia coli 5378. 
99999999, adenovirus (human) 5, binding sites, nucleoproteins, HeLa cells 6949. 
| adenovirus (human) 5, early region 1a, insertional mutagenesis, synthetic lac 
3) operator use, methodology 2821. 
f adenylate cyclase, cDNA nucleotide sequence, amino acid sequence predictions, 
brain, cattle 3435. 
i), adenylate cyclase, comparison, Saccharomyces cerevisiae, Schizosaccharomyces 
79) pombe 1540. 
r ‘adenylate cyclase cya gene, mutation, cya-854 gene, cyaR1 gene, nucleotide 
sequence, Escherichia coli 5317. 
i) adenylate cyclase, expression, expression lethal proteins, plasmid pRE, 
16) cloning vectors, Escherichia coli 6824. 
‘Vf adenylate cyclase, mutants, cloning, Escherichia coli 788. 
) adenylate cyclase stimulants, cDNA nucleotide sequence, amino acid sequence 
predictions, pigs, man 4546. 
‘adenylate isopentenyltransferase, ipt gene, nucleotide sequence, Agrobacterium 
tumefaciens, plasmid pTiBo542 2518. 
/ adenylate isopentenyltransferase, ipt gene, nucleotide sequence, Agrobacterium 
mi tumefaciens 2521. 
| adenylate kinase 1, restriction fragment length polymorphism, chromosome 9, 
man 137. 
» ADH2 gene, ADR1 protein activation, ADR1 protein mutants effects on, 
transcription factors, Saccharomyces cerevisiae 4975. 
adh gene, constitutive gene expression, glucose dehydrogenase, Bacillus 
subtilis 749. 
/ADH2 gene, deoxyribonuclease Pvull, restriction fragment length polymorphism, 
i) chromosome 4, man 6534. 
Adh gene, DNA parallel, duplexes generation, Drosophila 4207. 
Adh gene, enhancers, promoters, alcohol dehydrogenase, development, Drosophila 
melanogaster 5704. 
j adh1 gene, nucleotide sequence, Clostridium acetobutylicum 1331. 
ADH2 gene, protein kinase phosphorylation ADR1 protein, inactivation, 
®& Saccharomyces cerevisiae 2994. 
Adh1 gene, Sh1 gene, transcripts, transposon Mu1 effects on mRNA processing, 
® Zea mays 8164. 
Adh-1 gene. proteins+ DNA interactions, characterization, mice 3952. 
ADH1-C™ gene, nucleotide sequence, restriction fragment length 
, lymorphism, Zea mays 3351, 3351. 
) adipocytes lipids binding proteins, cloni 
i phosphorylation, insulin receptors, Escherichia coli, mice 7777. 
% adipokinetic hormone, cDNA nucleotide sequence, amino acid sequence 
# predictions, Manduca sexta 246. 
0 (oe Balled hormone |, adipokinetic hormone II, cDNA nucleotide sequence, 
Ir chistocerca nitans 7263. 
‘adi sin, expression, transcription factors+ DNA binding, adipocytes 
) differentiation, transfection 10720. 
«) adipsin, promoters, gene expression, obesity, mice 7690. 
* ADP-ribosylation factors, guanine nucleotides dependent activators, Vibrio 
1 cholerae toxins, cDNA nucleotide sequence, expression, man 8618. 
§) adr gene mutants, nucleotide sequence, hepatitis B virus 5495. 
} B-adrenergic receptor kinase, cDNA nucleotide sequence, cattle 6309. 
) a1-adrenergic receptors, cDNA nucleotide sequence, hamsters 612. 
' B-adrenergic receptors, flanking region, homology, man, rabbits, mice, 
& hamsters 1190. 
#6 adrenodoxin, nucleotide sequence, structure, cattle 8353. 
‘8 adrenodoxin, promoters, activity, man 3788. 
© AE3 gene, nucleotide sequence, expression brain heart, mice 4486. 
‘aecB gene, nucleotide sequence, aspartate kinase |, sdh operon, Bacillus 
i subtilis 7322. 
aequorin, cloning, mammalian cells cloning vectors, Escherichia coli gene 
* expression, Aequorea victoria 8851. 
4 afrA gene, thymidylate synthase genes, nucleotide sequence, dihydrofolate 
) reductase, transposon Tn4003, Staphylococcus aureus 3567. 
African cassava mosaic virus components, cDNA nucleotide sequence 7071. 
§ afsB gene, afsR gene complementation, pigments deficiency, Streptomyces 
¥ lividans 1338. 
@ afsB gene, requirements actinorhodine biosynthesis, act gene, Streptomyces 
coelicolor, Streptomyces lividans 2747. 
'afsR gene, complementation afsB gene, pigments deficiency, Streptomyces 
¥ lividans 1338. : 
5 antigen, cDNA, nucleotide sequence, vaccinia virus 370. 
- AGatgene, nucleotide sequence, a-agglutinin, Saccharomyces cerevisiae 
5264. 
a-agglutinin, AGatgene, nucleotide sequence, Saccharomyces cerevisiae 
5264. 
} Reg nin. cloning, gel electrophoresis, Saccharomyces cerevisiae 6870. 
» AGP2 gene, cDNA nucleotide sequence, man 1208. 
| Agrobacterium rhizogenes T-DNA, complementation, roots, induction, growth, 
§ Daucus carota 1818. 
+ ags gene, gene expression, gene regulation, nucleotide sequence, promoters, 


, Purification, ligands, 
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Genes, (continued) 

T-DNA, Agrobacterium 7668. 

Ai1H2 gene, promoters, gene expression, Dictyostelium discoideum 3760. 

ahp gene, cloning, gene mapping, alky! hydroperoxide reductase, Salmonella 
typhimurium, Escherichia coli 1370. 

ahpC gene, promoters, binding oxyR protein, Salmonella typhimurium 6722. 

ail gene, nucleotide sequence, Yersinia enterocolitica 6301. 

alanine dehydrogenase, nucleotide sequence, Bacillus sphaericus, Bacillus 
stearothermophilus 6363. 

albumin cDNA nucleotide sequence, serum, sheep 7518. 

albumin, deletion analysis, deoxyribonuclease | hypersensitivity, homology 
animals, Xenopus laevis 590. 

penta enhancers, promoters, liver-specific factors, binding properties, man 
10671. 

albumin, HNF1 protein activation, transcription factors, HNF1 protein 
isolation characterization, liver, mice 998. 

albumin Kashmir, gene amplification, polymerase chain reaction, hybridization 
analysis, man 9584. 

albumin, point mutation, characterization, man 10464. 

albumin, promoters, CCAAT/enhancer-binding protein activation, HepG2 cells 
8000. 

albumin, promoters, gene expression, mice 696. 

albumin, promoters, gene expression, rats 1720. 

albumin promoters, nucleotide sequence, elements, rats 5165. 

albumin 2S, isolation, processing sites, characterization, Arabidopsis 
thaliana 222. 

alcohol dehydrogenase, Adh gene, enhancers, promoters, development, Drosophila 
melanogaster 5704. 

alcohol dehydrogenase Adh gene, gene expression, larvae, Drosophila 
melanogaster 9716. 

alcohol dehydrogenase Adh-1 gene, cDNA nucleotide sequence, Pennisetum 
americanum 9475. 

alcohol dehydrogenase Adh-1 gene, nucleotide sequence, Drosophila navojoa 4237. 

alcohol dehydrogenase, ADHB1 gene+ADHB2 gene, difference, nucleotides, 
man 7452. 

alcohol dehydrogenase ADH2 gene, transcription, nucleotide sequence, liver, 
man 6101. 

alcohol dehydrogenase alcA gene, gene expression systems, Aspergillus nidulans 
747. 

alcohol dehydrogenase, cDNA, function, purification, bacteria, production, 
enzymes, Drosophila affinisdisjuncta 6287. 

alcohol dehydrogenase cDNA nucleotide sequence, comparison, evolution, liver, 
Cercopithecidae 1288. 

alcohol dehydrogenase, cDNA nucleotide sequence, liver, man 6594. 

alcohol dehydrogenase, cDNA nucleotide sequence, man 7571. 

alcohol dehydrogenase, cDNA structure, rats 5546. 

alcohol dehydrogenase, DNA domains, nucleosomes reconstitution, Saccharomyces 
cerevisiae 5458. 

alcohol dehydrogenase || adhB gene, gene fusion, lacZ gene, gene expression, 
overproduction, Zymomonas mobilis recombinants 5882. 

alcohol dehydrogenase, methanol utilization, characterization, Bacillus 
stearothermophilus 833. 

alcohol dehydrogenase, nucleotide sequence, Alcaligenes eutrophus 209. 

alcohol dehydrogenase, nucleotide sequence, man 2411. 

alcohol dehydrogenase, nucleotide sequence, mice 4275. 

alcohol dehydrogenase, pseudogenes, nucleotide sequence, man 10427. 

alcohol dehydrogenase, transcription enhancement, gene expression, gene 
regulation, rats 5739. 

alcohol dehydrogenase 1, cDNA nucleotide sequence, Hordeum vulgare 526. 

poses oxidase, AOX1 gene, AOX2 gene, nucleotide sequence, Pichia pastoris 
1280. 

alcohol sulfotransferase, cDNA nucleotide sequence, amino acid sequence 
predictions, liver, rats 5535. 

aldA gene, nucleotide sequence, aldehyde dehydrogenase, Aspergillus niger 6364. 

aldehyde dehydrogenase, aldA gene, nucleotide sequence, Aspergillus niger 6364. 

aldehyde dehydrogenase, cDNA, nucleotide sequence, man 2470. 

aldehyde dehydrogenase cDNA nucleotide sequence, mRNA regulation, rats 3633. 

aldehyde dehydrogenase, restriction fragment length polymorphism, man 2516. 

aldehyde reductase cDNA nucleotide sequence, liver 4536. 

aldehyde reductase, cloning, cDNA nucleotide sequence, placenta, man 7583. 

ALDH gene, nucleotide sequence, aldehyde dehydrogenase, membrane proteins, 
Acetobacter polyoxogenes 7357. 

ALG1 gene, cDNA genomes nucleotide transcripts, Saccharomyces cerevisiae 9545. 

alg gene, transcription, gene regulation, Pseudomonas aeruginosa 7659. 

ae one regulation, algR2 gene nucleotide sequence, Pseudomonas aeruginosa 


algR1 gene, gene regulation, promoters, alginic acid biosynthesis, Pseudomonas 
aeruginosa 7676. 

algR3 gene, nucleotide sequence, alginic acid biosynthesis, Pseudomonas 
aeruginosa 10368. 

Grad ed nucleotide sequence, regulation algD gene, Pseudomonas aeruginosa 

alk protein, cDNA nucleotide sequence, Candida maltosa 7236, 

alkA gene, ada gene, alkylation, Escherichia coli 7873. 

alkaline phosphatase apr gene, Pseudomonas aeruginosa, cloning, gene 
expression, Escherichia coli 6901. 

alkaline phosphatase, cDNA nucleotide sequence, homology, kidney cattle, man 


alkaline phosphatase, cDNA nucleotide sequence, intestine, rats 7410. 

alkaline phosphatase, cDNA nucleotide sequence, liver, rats 8497. 

bo rpg Phosphatase, cDNA nucleotide sequence, polymerase chain reaction, man 

alkaline phosphatase, identification, oligodeoxyribonucleotides probes 
hybridization, Bacillus subtilis 6625. 

alkaline phosphatase, localization, chromosome 1, mice 9462. 

alkaline proteinase, Pseudomonas aeruginosa, cloning, gene expression, 
Escherichia coli 5879. 

alkalis myosin light chains, identification, function, promoters regions, 
skeletal muscle, man 8274. 

alkane 1-monooxygenase loci, dimorphic sites, chromosome 9, man 8280. 

alkR gene, alk operon gene regulation, genes, Pseudomonas oleovorans 1747. 

alkyl hydroperoxide reductase, ahp gene, cloning, gene mapping, Salmonella 
typhimurium, Escherichia coli 1370. 

allantoin metabolism, enhancers, nitrogen catabolite repression, Saccharomyces 
cerevisiae 6691. 

alleles, adriamycin resistance, leukemia cells, mutants alleles, mice 9732. 
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Subject Index 


Genes, (continued) ‘ 

alpha myosin heavy chains, cDNA nucleotide sequence, heart, rats 3500. 

alt gene, nucleotide sequence, phage T4 3546. , i 

altered mRNA stability ams gene, cloning, gene mapping, transcription, 
Escherichia coli 5326. ; ‘ 

Alu element, polymerase chain reaction, Thermus aquaticus DNA-directed DNA 
polymerase, DNA isolation+ amplification, nucleotide sequence, man 7485. 

Alu elements, tRNA Val, tRNA Lys, nucleotide sequence, man 3051. 

ama-1 gene, cDNA, nucleotide sequence, mapping, DNA-directed RNA polymerase 
ll, Caenorhabditis elegans 5589. ‘ x 

amdA gene, amdS gene mutation, regulation gene expression, Aspergillus 
nidujans 8732. ] 

amdS” gene, Aspergillus nidulans, selection, transformation, Glomerella 
cingulata 774. } ’ 

amdS gene, mutation, amdA gene, regulation gene expression, Aspergillus 
nidulans 8732. s 

ami gene, mal gene, cloning Escherichia coli, Streptococcus pneumoniae 6859. 

amiA gene, DNA recombination, DNA repair, Streptococcus pneumoniae 3703. 

amiE gene, gene regulation, transcription anti-termination, Pseudomonas 
aeruginosa 719. 

amine oxidase (copper-containing), genomes nucleotide sequence, Hansenula 
polymorpha 1382. , 

amine oxidase (flavin-containing) A, amine oxidase (flavin-containing) B, 


restriction fragment length polymorphism, localization, X chromosome, mice 8572. 


amine oxidase (flavin-containing) A, localization, hybridization, Norrie’s 
disease, X chromosome, man 7478. 

amino acid sequence, genetic analysis, Herpesvirus saimiri, nucleotide 
sequence, thymidine kinase 5477. 

D-amino-acid oxidase, cDNA nucleotide sequence, kidney, man 3261. 

D-amino-acid oxidase, cDNA nucleotide sequence, liver pigs 4292. 

3-amino-2-methylpropionate aminotransferase, gatA gene, nucleotide sequence, 
Aspergillus nidulans 1439. 

8-(L-a-aminoadipyl)-L-cysteinyl-D-valine synthase, isopenicillin N 
synthase, 6-aminopenicillanic acid acyltransferase, Penicillium chrysogenum, 
cloning, gene expression, Neurospora crassa, Aspergillus niger 7863. 

y-aminobutyric acid receptors, 8 chain, cDNA nucleotide sequence, 
cattle, rats 1310. 

‘y-aminobutyric acid receptors subunits, CDNA nucleotide sequence, amino 
acid sequence predictions, cattle 4349, 

1-aminocyclopropane-1-carboxylate synthase cDNA nucleotide sequence, gene 
expression, Cucurbita pepo 3293. 

aminoglycoside phosphotransferase, DNA damage processing defects, 
transfection, plasmids recombination, fibroblasts, man 8771. 

aminoglycoside-6-adenylyltransferase, nucleotide sequence, Bacillus subtilis 
582. 

5-aminoimidazole ribonucleotide carboxylase, 
5-aminoimidazole-4-N-succinocarboxamide ribonucleotide synthase, CDNA 
nucleotide sequence, liver, chickens 9495. 

5-aminolevulinate synthase, hemA gene, nucleotide sequence, Escherichia coli 
2517. 

5-aminolevulinate synthase, nucleotide sequence, deoxyribonuclease | 
hypersensitivity sites, mice 3613. 

aminopeptidase P, nucleotide sequence, Escherichia coli 7314. 

amiR gene, amidase, nucleotide sequence, Pseudomonas aeruginosa 389. 

amm gene, plasmid ARS1 stabilization, mutants isolation, Saccharomyces 
cerevisiae 758. 


ammodytoxin C cDNA nucleotide sequence, venom, Vipera ammodytes ammodytes 3354. 


amn gene, nucleotide sequence, AMP nucleosidase, amino acid sequence, 
Escherichia coli 7341. 

AMP deaminase AMD gene, Saccharomyces cerevisiae, cloning, nucleotide 
sequence, gene expression, Escherichia coli 4319. 

AMP deaminase, nucleotide sequence, comparison, rats, man 10459. 

ane gone, deletion endpoints, palindromes, plasmid pBR322, Escherichia coli 

0. 

ampC gene role, cephalosporinase biosynthesis, Escherichia coli, Enterobacter 
cloacae 7637. 

ampD gene role, cephalosporinase biosynthesis, Escherichia coli, Enterobacter 
cloacae 7637. 

ampE gene role, cephalosporinase biosynthesis, Escherichia coli, Enterobacter 
cloacae 7637. 

ampR gene role, cephalosporinase biosynthesis, Escherichia coli, Enterobacter 
cloacae 7637. 

AMS1 gene, nucleotide sequence, amino acid sequence predictions, 

amy3 gene, amy2 gene, amy1 gene, nucleotide sequence, a-amylase, 
Aspergillus oryzae 3505. 

amy1 gene, amy2 gene, amy3 gene, nucleotide sequence, a-amylase, 
Aspergillus oryzae 3505. 

amy2 gene, amy3 gene, amy1 gene, nucleotide sequence, a-amylase, 
Aspergillus oryzae 3505. 

amy gene, cloning, gene expression, a-amylase, Xanthomonas campestris, 
Bacillus subtilis 7823. 

AMY gene, pancreas amylase, cDNA nucleotide sequence, man 1608. 

amy gene, promoters, a-amylase, Bacillus amyloliquefaciens 5727. 

amy gene, promoters genetic analysis, Bacillus subtilis 7638. 

Amy-2.2, binding nuclear factors, identification, amylase enhancers, pancreas, 
mice 10693. 

a-amylase+a-Amy2 gene promoters, gibberellin regulation, aleurone 
protoplasts, Avena sativa 8742. 

a-amylase amy gene, Bacillus stearothermophilus, cloning, plasmid. pBR322, 
transformation, gene expression, secretion, Escherichia coli 2844. 

a-amylase, amy gene, promoters, Bacillus amyloliquefaciens 5727. 

amylase, Amyl gene, Amyll gene, nucleotide sequence homology, Aspergillus 
oryzae 458. 

amylase, amyP gene, gene expression, catabolite repression, Pseudomonas 
stutzeri 8715. 

a-amylase, amy1 gene, amy2 gene, amy3 gene, nucleotide sequence, 
Aspergillus oryzae 3505. 

a-amylase AMY1 gene, Schwanniomyces occidentalis, cloning, gene 


expression, Saccharomyces cerevisiae, Kluyveromyces lactis, Schizosaccharomyces 


pombe 4852. 
a-amylase, Bacillus stearothermophilus, cloning, transformation, gene 
expression, Lactobacillus plantarum, silage starter cultures 7860. 
amylase cDNA, gene expression, liver, mice 10707. 
a-amylase, CDNA genomes nucleotide sequence, Aspergillus oryzae 7251. 
a-amylase cloning, gene expression, Clostridium acetobutylicum 867. 
a-amylase, cloning, gene expression, plasmid pUC18, plasmid pCT2, 
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Genes, (continued) 
Escherichia coli, Clostridium thermosulfurigenes 7815. ’ 
a-amylase, cloning, immunoblotting, Clostridium thermohydrosulfuricum, 
Escherichia coli 7814. 
a-amylase, genomes nucleotide sequence, Hordeum vulgare 3610. 
a-amylase inhibitor, CDNA nucleotide sequence, amino acid sequence 
predictions, seeds, Hordeum vulgare 5545. 
a-amylase inhibitor, Streptomyces tendae, cloning, gene transfer, gene 
expression, Streptomyces lividans 5881. ‘g 
a-amylase, localization, minisatellite, insertion sequence, Triticum 7773. _ 
a-amylase, mice, fusion, SUC2 promoter, gene expression, gene regulation, 
glucose levels, Saccharomyces cerevisiae 7670. 
amylase, nucleotide sequence, Bacillus megaterium 276. 
a-amylase, nucleotide sequence, Bacillus subtilis 1341. 
a-amylase, pancreas, saliva, comparison, nucleotide sequence, man 4278. 
a-amylase, restriction endonuclease mapping, plasmids, Bacillus 
stearothermophilus 5369. : 
a-amylase, trypsin, elastase, expression, role PTF1 protein, development, 
pancreas, mice 6735. : a 
a-amylase 2, elastase 2, trypsin, DNA binding activity, transcription 
factors, footprinting, pancreas, rats, mice 8965. ‘ ie 
amyloid A protein, cDNA nucleotide sequence, amino acid sequence predictions, 
inflammation, hamsters 4640. 
amyloid A protein, cDNA nucleotide sequence, plasma, man 2534. __ 
amyloid A protein GSAA1 gene, cDNA nuclectide sequence, amino acid sequence 
predictions, man 7222. i 
amyloid A4 protein precursors, cDNA nucleotide sequence, Alzheimer's disease, 
brain, man 1289. 
amyloid A4 protein proteinase inhibitors domains, cDNA nucleotide sequence, 
mice 3315. 
amyloid, cDNA nucleotide sequence, man 3404. 
amyloid P protein, cDNA nucleotide sequence, amino acid sequence predictions, 
hamsters 5603. 
amyloid P protein, cloning, gene expression, mice 2849. 
amyloid P protein components, gene mapping, chromosome 1, mice 4253. 
amyloid P protein, nucleotide sequence, homology, serum, mice 8582. 
amyloid protein, cDNA nucleotide sequence, Glycine max trypsin inhibitor 
homology, Alzheimer's disease, man 5562. 
R-amyloid protein, precursors, promoters, genomes nucleotide sequence, man 
3605. 
B-amyloid protein precursors, transcripts, alternative splicing, mice 3162. 
B-amyloid protein, restriction fragment length polymorphism, man 1594. 
amyloid, restriction fragment length polymorphism, insulinoma, chromosome 12, 
man 2636. 
1,4-a-amylopectin branching enzyme, rugosus gene, nucleotide sequence, 
mutation, transposons insertion, Pisum sativum 6573. 
amyP gene, gene expression, catabolite repression, amylase, Pseudomonas 
stutzeri 8715. 
androgens receptors, cDNA nucleotide sequence, comparison, man, rats 492. 
androgens receptors, nucleotide sequence, polymerase chain reaction, sex 
differentiation 4514. 
ankyrin, CDNA nucleotide sequence, amino acid sequence predictions, 
erythrocytes, man 8419. 
ankyrin, CDNA nucleotide sequence, man 7192. 
ant gene, c4 gene, rep! gene, kilA gene, nucleotide sequence, phage P1, 
Escherichia coli 346. 
ant-reb gene, c4 gene, imml gene, nucleotide sequence, phage P1 4491. 
AnTat 1.3A antigen, variant surface glycoproteins, nucleotide sequence, 
Trypanosoma brucei 1468. 
Antennapedia complex, homeobox, evolution, man, mice 9783. 
Antennapedia gene, bithorax gene, expression, Polycomb gene gene products 
regulation, homeobox, Drosophila melanogaster 982. 
Antennapedia gene, fushi tarazu gene, gene products induction Ultrabithorax 
gene, transcription factors, Drosophila 985. 
Antennapedia gene, gene expression, homeobox, Tripneustes gratilla 1792. 
Antennapedia gene, gene products, homeobox structure, N.M.R., Drosophila 
melanogaster 6986. 
Antennapedia gene, P1 promoter, binding gene products Ultrabithorax gene, 
Drosophila 980. 
Antennapedia gene, transcription, Ultrabithorax gene gene products effects on, 
transcription factors, Drosophila melanogaster 981. 
Antennapedia gene, Ultrabithorax gene, regulation expression, development, 
Drosophila 732. 
anthers, cDNA nucleotide sequence, amino acid sequence predictions, 
Lycopersicon esculentum 1454. 
anthocyanin biosynthesis, A1 gene+Bz1 gene, gene regulation, gene transfer, 
microprojectiles, Zea mays 8704. 
anthranilate synthase phnA gene, cloning, nucleotide sequence, Pseudomonas 
aeruginosa 6614. 
anthranilate synthase phnB gene, cloning, nucleotide sequence, Pseudomonas 
aeruginosa 6614. i 
anthranilate synthase trpE gene, cloning, nucleotide sequence, Pseudomonas 
aeruginosa 6614. 
anthranilate synthase, trpE gene, nucleotide sequence, Clostridium 
thermocellum 7257. 
anthranilate synthase, trpE gene, nucleotide sequence, Acinetobacter 
calcoaceticus 8441, 
anthranilate synthase trpG gene, cloning, nucleotide sequence, Pseudomonas 
aeruginosa 6614. 
antibiotic resistance ermC gene transcripts, conformational analysis, 
Staphylococcus aureus 7076. 
ae resistance, nucleotide sequence, plasmid RSF1010, Escherichia coli 
antibiotics, instability, gene expression, gene amplification, Streptomyces 
lividans 1107. 
antibodies, nucleotide sequence, hybridoma 5627. 
antibodies variable region, DNA specticiy, autoimmunity, man 5560. 
ai-antichymotrypsin, cloning, Escherichia coli gene expression, gene 
products purification, man 6889. 
pak prr gene, anticodons ribonuclease assays, phage 14, Escherichia 
coli 5 
antifreeze proteins, repeated sequence nucleotide sequence, gene 
amplification, Limanda ferruginea 342. 
antifreeze proteins, transcription, gene regulation, temperature, 
Pseudopleuronectes americanus 10692. 
A antigen, cloning, characterization, Streptococcus mutans 6834. 


ayenes, (continued) 
ayy antigen K88. cloning. restriction endonuclease mapping. Escherichia coli 4846. 
| antigen (leukemia-associated), cDNA nucleotide sequence, acute lymphatic 
leukemia, man 3416. 
| antigen T. enhancers, DNA rearrangement. mutants. effects on host range, JC 
} virus 1260. 
} antigen T, fusion «wA-crystallin genes, translation, induction eye lens 
i) tumors, transgenic mice. SV40 8872. 
) antigen T. gene expression, promoters, enhancers, repeated sequence, BK virus, 
I rats cell lines 82. 
9) antigen (tumor-associated), cDNA nucleotide sequence, breast carcinoma. man 
4405. 6481. 
| A antigen wapA gene nucleotide sequence, Streptococcus mutans 374. 
)) antigens, CDNA nucleotide sequence, similarity ME491 antigen. Schistosoma 
mansoni 9552. 
‘antigens. cloning, nucleotide sequence, merozoites, Plasmodium yoelii 6845. 
| antigens. cloning, nucleotide sequence, stress proteins, Candida albicans 4874. 
5) antigens, nucleotide sequence, gene mapping, telomeres, Trypanosoma cruzi 8416. 
| antigens, nucleotide sequence. repeated sequence, restriction endonuclease 
y mapping, Trypanosoma cruzi 3569. 
| antigens. Schistosoma mansoni, cloning, nucleotide sequence 6631. 
antigens, sporozoites, merozoites, cloning, characterization, recombinants, 
] Eimeria acervulina 3803. 
/antioncogenes, retinoblastoma susceptibility gene nucleotide sequence, 
mapping. man 1425. 
antisense naringenin-chalcone synthase, gene expression, variability, MRNA, 
' Petunia hybrida 9730. 
% antisense RNA, gene expression, Drosophila melanogaster, 6753. 
a) antithrombin II, restriction fragment length polymorphism, polymerase chain 
» reaction, man 2643. 
) antithrombin Ill Milano 2, nucleotide sequence, polymerase chain reaction, 
bases substitution, man 7197. 
“} «1-antitrypsin cDNA nucleotide sequence, liver, sheep 3533. 
f Fagecaitopsin cDNA nucleotide sequence, localization, chromosome 12, mice 
fl 582. 
«1-antitrypsin. CDNA nucleotide sequence, rats 8338. 
j ee een. coagulation factor IX, transfection, transgenic sheep, man 
a 53. 
) «1-antitrypsin deficiency, prenatal diagnosis, use, sequence analysis, 
) polymerase chain reaction, man 7433. 
«1-antitrypsin, gene amplification, polymerase chain reaction, use 
prenatal diagnosis, man 3591. 
B «1-antitrypsin, nonexpressing, association, frame shift, mutation, coding 
| exons, man 2782. 
/«1-antitrypsin, nucleotide sequence, man 5622. 
) «1-antitrypsin PI’QObolton, deletion mutation frameshift mutant, 
) nucleotide sequence, man 2611. 
} «1-antitrypsin, promoters, negative regulatory elements, identification, 
18 deletion, mutation, man 6441. 
16 «1-antitrypsin, restriction fragment length polymorphism, 
18 ©deoxyribonuclease Mspl, difference, chromosome 14, man 7186. 
| AOX2 gene, AOX1 gene, nucleotide sequence, alcohol oxidase, Pichia pastoris 
RB 61280. 
x! oo Abi AOX2 gene, nucleotide sequence, alcoho! oxidase, Pichia pastoris 
1280. 
3} aP2 gene, promoters, AP-1 protein binding sites role differentiation, 
adipocytes 4753. 
3) aP2 gene, SCD1 gene, promoters, CCAAT/enhancer-binding protein activation, 
|| 3T3-L1 cells, mice 7997. 
AP-2 protein, retinoic acid induction expression, transcription factors, NT2 
A cells, man 3729. : ; : 
} APA gene igolation, DNA nucleotide sequence, amino acid sequence, diadenosine 
| _5',5'"-P’,P"-tetraphosphate phosphorylase, Saccharomyces cerevisiae 6253. 
@) ape gene, C11P11 locus, 7227 locus, linkage analysis, polyposis coli, 
i) chromosome 5, man 7575. 
4 ‘apical membrane antigen 1, cDNA nucleotide sequence, Plasmodium falciparum 
i 2506. 
4) apoB gene, promoters, enhancers, lipoprotein B precursors, man 10654. 
© APOC gene, chromosome 19, promoters regions, Hpal restriction sites, 
localization, dysbetalipoproteinemia 115. 
¥ apocytochrome b, cytochrome b, genomes nucleotide sequence, mitochondria, 
Podospora anserina 9549. 
% apolipoprotein A-|, methylation, tissues specificity, expression, man 4453. 
| apolipoprotein A-ll, deficiency, nucleotide sequence, splice-junction 
» mutation, man 10450. 
» apolipoprotein A-ll, interaction, DNA-binding protein, man 8966. 
‘ apolipoprotein A-Il, nucleotide sequence, senescence, mice 6583. 
) apolipoprotein A-IV, 3'-terminus, restriction fragment length polymorphism, 
» man 7490. 
/ apolipoprotein B, apoB gene, cDNA nucleotide sequence, 
¥ hypobetalipoproteinemia, man 8493. 
i} apolipoprotein B, cDNA nucleotide sequence, chickens 4286. 
) apolipoprotein B, deoxyribonuclease | sensitivity, gene mapping, chromosomes, 
/ man 4402. 
1 apolipoprotein B. exons identification, changes, amino acids, man 9437. 
) apolipoprotein B, insertion+ deletion polymorphism, man 8396. 
} apolipoprotein B, methylation, DNA sequence, man 8222. 
'® apolipoprotein B mRNA, transcription editing reaction, minigenes 10199. 
' apolipoprotein B, nucleotide sequence, alleles, arteriosclerosis, pigs 229. 
wl i) apolipoprotein B, restriction fragment length polymorphism, man, Japan 8637. 
© apolipoprotein B100 in vitro gene expression, hepatoma cell lines 10753. 
% apolipoprotein C-| cDNA nucleotide sequence, liver, rats 3562. 
§) apolipoprotein C-Il, CDNA nucleotide sequence, amino acid sequence 
predictions, monkeys 4645. 
i) apolipoprotein C-IIl, nucleotides substitution, hypertriglycemia, man 7549. 
) apolipoprotein E, cDNA nucleotide sequence, guinea-pigs 7388. 
apolipoprotein E, duplication, mutation analysis, polymerase chain reaction. 
g lipoproteinemia. man 6483. 
| apolipoprotein E. enhancers elements, nucleotide sequence, characterization, 
} =man 10673. 
) apolipoprotein E. gene expression, macrophages cell lines, man 7105. 
4) apolipoprotein E, nucleotide sequence, expression, mice 8614. 
« apolipoproteins, man, expression, oocytes, Xenopus laevis 1911. 
* apopolysialoglycoproteins, nucleotide sequence, Salmo gairdneri 10420. 
} aprt gene, y radiation, mutation, DNA nucleotide sequence, hamsters 8486. 
} aprt gene, benzo(a)pyrene-7,8-diol-9, 10-epoxide binding sites, CHO cells 148. 
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aprt gene, breakpoints, adenosine phosphoribosyltransferase, hamsters 4257. 

aprt gene, gene expression gene regulation, promoters. CHO cells 5747. 

aqualysin |, nucleotide sequence, Thermus aquaticus 9541. 

Ar globin, point mutation effects on gene expression, promoters, man 3728. 

arachidonate 12-lipoxygenase, cDNA nucleotide sequence, amino acid sequence 
predictions, leukocytes, pigs 8362. 

aral gene, binding AraC protein, Escherichia coli 4990. 

arcA gene, nucleotide sequence, arginine deiminase, Pseudomonas aeruginosa 
2590. 

arcC gene. nucleotide sequence, carbamate kinase, Pseudomonas aeruginosa 2590 

archaerhodopsin, nucleotide sequence, cloning, amino acid sequence 
predictions, Halobacterium 6879. 

ard gene transformation, plasmid pKM101 cloning vectors, restriction 
resistance, Escherichia coli 5863. 

arf gene, kil gene, ral gene, PL gene, nucleotide sequence, phage P22, 
Salmonella typhimurium 416. 

ARG7 gene, nucleotide sequence, argininosuccinate lyase, Chlamydomonas 
reinhardtii 3474. 

argB gene, nucleotide sequence, Escherichia coli 167. 

argC gene, nucleotide sequence, Escherichia coli 167. 

argC gene, promoters, nucleotide sequence, homology Escherichia coli Bacillus 
subtilis 3774. 

arg! gene, mutation, effects on leucine misreading substitution phenylalanine, 
ornithine carbamoyltransferase, Escherichia coli 6075. 

arginine degradation arc gene, chromosomes, gene transfer, conjugation, Ti 
plasmid control, Agrobacterium tumefaciens 5794. 

arginine deiminase, Streptococcus sanguis, cloning, Escherichia coli gene 
expression 6863. 

arginine regulation, Bacillus subtilis, nucleotide sequence, Escherichia coli 
repressors homology 519. 

arginine-tRNA ligase argS gene, nucleotide sequence, Escherichia coli 1365. 

argininosuccinate lyase, ARG7 gene, nucleotide sequence, Chlamydomonas 
reinhardtii 3474. 

argininosuccinate synthase cDNA nucleotide sequence, mutation, cattle 3601. 

argininosuccinate synthase, cDNA, regulation, control sequence, man 8757. 

argininosuccinate synthase, linkage analysis, chromosome 9, man 4413. 

argininosuccinate synthase, regulation, induction, nuclei mechanisms, 
canavanine resistance cells, man 8756. 

ARO3 gene, expression, requirements GCN4 protein, 
phospho-2-dehydro-3-deoxyheptonate aldolase, Saccharomyces cerevisiae 1990. 

aroA gene, serC gene, nucleotide sequence, phosphoserine aminotransferase, 
3-phosphoshikimate 1-carboxyvinyltransferase, Yersinia enterocolitica 6408. 

aroA gene, transposon Tn10 insertion, Escherichia coli 4797. 

aroB gene, transposon Tn10 insertion, Escherichia coli 4797. 

aroC gene, nucleotide sequence, chorismate synthase. Salmonella typhi, 
Escherichia coli 8464. 

aroC gene, transposon Tn10 insertion, Escherichia coli 4797. 

aroD gene, transposon Tn10 insertion, Escherichia coli 4797. 

aroF gene, nucleotide sequence, gene transfer, gene expression, Salmonella 
typhimurium, Escherichia coli 9740. 

aromatic-L-amino-acid decarboxylase, cDNA nucleotide sequence, amino acid 
sequence predictions, rats 4336. 

aromatic-L-amino-acid decarboxylase, cDNA nucleotide sequence, 
pheochromocytoma cells, man 4354. 

aromatic-L-amino-acid decarboxylase, Ddc gene enhancers, neurons, Drosophila 
virilis, Drosophila melanogaster 731. 

aroP gene, nucleotide sequence, Escherichia coli 7318. 

arp gene role, replicons, phage M13 DNA homology, Escherichia coli 671. 

ARPP-16 protein, cyclic AMP regulation, cDNA nucleotide sequence, cattle 10513. 

area; cDNA nucleotide sequence, homology, man, Drosophila melanogaster 
9406. 

arrestin, nucleotide sequence, Drosophila melanogaster 9405. 

ARS gene insertion, deletion, plasmid TRP1ARS1, nucleosomes, Saccharomyces 
cerevisiae 7669. 

ARS-binding factor |, ABF1 gene, chromosome V, nucleotide sequence, 
Saccharomyces cerevisiae 5482. 

arsB gene, nucleotide sequence, arsenic resistance, Escherichia coli 2588. 

arsR gene, nucleotide sequence, R773 plasmid, Escherichia coli 7302. 

arylamine acetyltransferase, cDNA nucleotide sequence, liver, chickens 527. 

arylamine acetyltransferase, cDNA nucleotide sequence, amino acid sequence 
predictions, liver, rabbits 5611. 

arylamine acetyltransferase, cDNA nucleotide sequence, amino acid sequence 
predictions, liver, man 7294. 

arylamine acetyltransferase cDNA nucleotide sequence, pineal body, chickens 
4330. 

arylamine acetyltransferase, nucleotide sequence, liver, man 232. 

arylphorin, CDNA nucleotide sequence, amino acid sequence predictions, Manduca 
sexta 4628. 

epeainees) cDNA nucleotide sequence, amino acid sequence predictions, man 
7227. 

arylsulfatase, gene expression, structure, Chlamydomonas reinhardtii 8318. 

arylsulfatase, nucleotide sequence, Hemicentrotus pulcherrimus 8345. 

asd gene, aspartate-semialdehyde dehydrogenase, cloning, gene expression, 
Thiobacillus versutus, Escherichia coli 873. 

asense gene, genomes nucleotide sequence, expression development optic lobe, 
scy region, achaete scute complex, Drosophila melanogaster 6288. 

asgB gene, cloning Escherichia coli, Myxococcus xanthus 6867. 

ask gene, localization, nucleotide sequence, aspartate kinase, Bacillus 
subtilis 7520. 

asparaginase anS gene, nucleotide sequence, Escherichia coli 473. 

asparaginase, nucleotide sequence, Erwinia chrysanthemi 5353. 

asparagine-tRNA ligase, nucleotide sequence, Escherichia coli 7254. 

aspartate aminotransferase, cDNA nucleotide sequence, rats 8298. 

aspartate aminotransferase, cloning, mitochondria, chickens 9818. 

aspartate aminotransferase, nucleotide sequence, Sulfolobus solfataricus 7249. 

aspartate aminotransferase, promoters, nucleotide sequence, transcription 
initiation sites, rats 8712. 

aspartate carbamoyltransferase, URA2 gene, nucleotide sequence, Saccharomyces 
cerevisiae 1463. 

ac ev anainaeolag ligase cDNA nucleotide sequence, homology. ovary, hamsters 

aspartate-tRNA ligase, cDNA nucleotide sequence, amino acid sequence 
predictions, man 3392. 

aspartic proteinase, cDNA nucleotide sequence, amino acid sequence 
predictions, Irpex lacteus 5480. 
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Genes, (continued) A ; 
Aspergillus alkaline proteinase, cDNA nucleotide sequence, Aspergillus oryzae 
5267. 
ATP citrate (pro-3S)-lyase, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 7483. : ‘ : 
atp gene, adenosinetriphosphatase subunits, cloning, nucleotide sequence, 
Methanosarcina barker! 6874. ‘ ' F 
atp6 gene, disruption, generation, reading frame, mitochondria genomes. 
cytoplasm, males sterility, Raphanus sativus 8822. , 
atp9 gene, H’ -transporting ATP synthase, nucleotide sequence, Triticum 
aestivum 8571. 
atp9 gene, H ’ -transporting ATPase, nucleotide sequence, Beta 4670. 
atp9 gene, nucleotide sequence, H ° -transporting ATP synthase, homology, 
Triticum aestivum 8602. ~ 
atp6 gene nucleotide sequence, H '-transporting ATP synthase, DNA 
rearrangements, mitochondria, Triticum aestivum 1546. 
atp9 gene. rpl14 gene, cytb gene, ndh5 gene, ndh4 gene, ndh3 gene, ndh1 gene, 
nucleotide sequence, cytochrome b, ribosomal protein L14, NADH dehydrogenase, 
mitochondria, Paramecium 8309. 
ATP-binding protein, cDNA nucleotide sequence, amino acid sequence 
predictions, liver, rats 8386. ; 
atpA gene, atp9 gene, mitochondria DNA, nucleotide sequence, Triticum aestivum 
4225. 
atpA gene, comparison, nucleotide sequence, transcription, fertility, 
cytoplasm sterility, males, Helianthus annuus 1180. P 
atpA gene, H” -transporting ATP synthase, nucleotide sequence, Triticum 
aestivum 8558. . 
atpA gene, H *-transporting ATP synthase, nucleotide sequence, Oryza sativa 
9460. 
ATP1AL1 gene, Na*/K*-transporting ATPase a subunit, 
deoxyribonuclease MspI, deoxyribonuclease Pvull, restriction fragment length 
polymorphism, chromosome 13, man 9608. 
atpB gene, atpE gene, atpG gene, transcripts, affinity ribosomes, initiation 
translation, Escherichia coli 5050. 
ATP1BL1 gene, restriction fragment length polymorphism, 
Na‘ /K*-transporting ATPase. chromosome 4 4572. 
atpC gene, nucleotide sequence, H *-transporting ATP synthase y chain, 
Synechocystis 7234. 
atpE gene, atpB gene, atpG gene, transcripts, affinity ribosomes. initiation 
translation, Escherichia coli 5050. 
atpG gene, atpE gene, atpB gene, transcripts, affinity ribosomes, initiation 
translation, Escherichia coli 5050. 
atrial natriuretic hormone, expression, ventricle, rats 4901. 
atrial natriuretic hormone receptors, cDNA nucleotide sequence, amino acid 
sequence, oocytes, Xenopus 489. 
atrial natriuretic hormone receptors, cDNA nucleotide sequence, man, Arbacia 
punctulata guanylate cyclase probes 1235. 
attacin precursors, cDNA nucleotide sequence, processing, fat body, Hyalophora 
cecropia 8563 
attB gene, nucleotide sequence, DNA, y-corynephage, Corynebacterium 
glutamicum, Corynebacterium ulcerans, Corynebacterium diphtheriae 9529. 
attB gene. nucleotide sequence, role integration plasmid pSAM2, Streptomyces 
lividans, Streptomyces ambofaciens 5421. 
attenuation, amino acid sequence, vaccines, influenza A virus, nucleotide 
sequence 5473. 
attP gene, y-corynephage, nucleotide sequence, DNA, Corynebacterium 
glutamicum, Corynebacterium ulcerans, Corynebacterium diphtheriae 9529. 
attP gene, gene amplification, phage S2, Haemophilus influenzae 396. 
attTn7 gene, genetic analysis, glms gene, transposon Tn7, Escherichia coli 
1837 
autonomously replicating sequence, gene expression, analysis, Saccharomyces 
cerevisiae 8841. 
Aux 22 gene, expression regulation mRNA, cDNA clones, hybridization analysis, 
hypocotyls, Glycine max 89. 
auxin-binding protein cDNA nucleotide sequence, Zea mays 3387. 
auxin-regulated gene, cDNA nucleotide sequence, cell cycle, dedifferentiation, 
Nicotiana tabacum 8586. 
auxins iaa gene, Agrobacterium tumefaciens Ti plasmid, roots, plants 5818. 
auxins receptors, CDNA nucleotide sequence, Zea mays 3377. 
auxins repression, mRNA, cDNA nucleotide sequence, development regulation, 
Fragaria 9501. 
avr gene, avermectin biosynthesis, cloning, gene expression, Streptomyces 
avermitilis 1889. 
avrAspi1 gene, cDNA, gene mapping, Pseudomonas syringae pisi 5339. 
aves gene, nucleotide sequence, plasmids, Xanthomonas campestris vesicatoria 
586, 
A\B chorion, nucleotide sequence, evolution, regulation, Bombyx mori 6283. 
B1 esterase, gene Se oral ob Ree Culex pipiens 4290. 
B2 gene, regulation DNA-directed RNA polymerase II! transcription, F9 cells 
stem cells differentiation, mice 8888. 
B1 gene, vaccinia virus, protein kinase, homology 4488. 
B23 protein, cDNA nucleotide sequence, man 4584. 
1B protein, 1C protein, N protein, RNA nucleotide sequence, respiratory 
syncytial virus 2142. 
bacillopeptidase F, bpf gene, nucleotide sequence, Bacillus subtilis 9543. 
Bacillus stearothermophilus a-amylase, Clostridium thermocellum cellulase, 
cloning, transformation, gene expression, Lactobacillus plantarum, silage 
starter cultures 7860. 
Bacillus subtilis, 8-glucanase, overproduction, cloning vectors, plasmids 
7844. 
Bacillus subtilis, aminoglycoside-6-adenylyltransferase, gene expression, 
cloning vectors, Escherichia coli 7845. 
BAF1 gene, nucleotide sequence, amino acid sequence predictions, Saccharomyces 
cerevisiae 7372. 
Band 3 protein, cDNA nucleotide sequence, erythrocytes, man 1630. 
Band 3 protein cDNA nucleotide sequence, gene mapping, chromosome 17, 
erythrocytes 2610. 
bar gene, anti-sense control, MRNA levels+synthesis, chimeras, regulation. 
Nicotiana tabacum 4144. 
BARF1 gene. Epstein-Barr virus, transformation properties, fibroblasts, cell 
lines, mice 3693 
basouent membranes collagen gene mapping, chromosomes, Caenorhabditis elegans 
batroxobin, Bothrops atrox, introns exons organization, comparison, trypsin, 
prothrombin, kallikrein, enzymes 613. 
4-1BB gene, L2G25B gene, cDNA nucleotide sequence, lymphocytes T, mice 316. 
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bz(bz-s) gene, bz-s:2114(Ac) gene, nucleotide sequence, Zea mays 598. 

Bcg gene, Mycobacterium bovis disease resistance, linkage groups 
identification, restriction fragment length polymorphism, mice 4588. 

BCR gene, ABL gene, fusion, heterogeneity, patients, Philadelphia chromosome 
acute lymphatic leukemia 1243 

2BE2121 gene, cDNA nucleotide sequence, gene amplification, dihydrofolate 
reductase, CHO cells, hamsters 1661 ' 

benzaldehyde dehydrogenase xylC gene, cloning. gene mapping, TOL plasmid pWWC 
Pseudomonas putida 5374. 

benzodiazepines receptors, cDNA nucleotide sequence, amino acid sequence 
predictions, adrenal gland, rats 4398. ’ 

benzyl alcohol dehydrogenase xyIB gene, cloning, gene mapping. TOL plasmid 
pWWO, Pseudomonas putida 5374. 

betaine-aldehyde dehydrogenase cDNA nucleotide sequence, Spinacea oleracea 1 
9425. 

bfr gene cloning, nucleotide sequence, mapping, Escherichia coli 7838. : 

bg! gene, BgIF protein phosphorylation regulation expression, Escherichia coli 
5986. 


BGL2 gene cloning, 8-1,3-exoglucanase, cell walls, Saccharomyces 
cerevisiae 6839. 

bgIB gene, nucleotide sequence, f-glucosidase, Clostridium thermocellum 
1469. 

Bicaudal-D gene, nucleotide sequence, gene expression development, Drosophila 
5601. 

BicaudalD gene, nucleotide sequence, effects on nanos gene activity, 
Drosophila melanogaster 5237. 

bicoid gene, gene products, activation hunchback gene, transcription factors, 
Drosophila 979. 

bicoid gene, gene products, DNA binding, transcription factors, Drosophila 978. 

bicoid gene, gene products, RNA recognition motifs, Drosophila 4933. ; 

bicoid gene, hunchback gene, gene products role development, Drosophila 733. 

bicoid gene, mutants, gene products fusion proteins compensation, . 
transcription factors, Drosophila 5981. 

bimG gene, genomes nucleotide sequence, phosphoprotein phosphatase, 
Aspergillus nidulans 533. 

binding, factors, identification, cell division, mitochondria proteins, 
Saccharomyces cerevisiae 2777. 

bio gene, regulation gene expression, biotin, Escherichia coli, reviews 5003. 

99999999 biodegradation, nucleotide sequence, Pseudomonas cepacia 5309. 

bioH gene, nucleotide sequence, pimelic acid metabolism, Escherichia coli 4397. 

biotin, bio gene, regulation gene expression, Escherichia coli, reviews 5003. 

biotin synthase, Bacillus sphaericus, cloning, Escherichia coli gene 
expression 861 

BiP protein, genomes nucleotide sequence, Saccharomyces cerevisiae 6503. 

BiP protein, nucleotide sequence, identity KAR2 gene, Saccharomyces cerevisiae 
2447. 

bithorax complex, Abdominal-R gene, cDNA nucleotide sequence, homeobox, 
embryos, Drosophila melanogaster 1804. 

bithorax complex, infra-abdominal regions, RNA, transcription, 
characterization, Drosophila 10505. 

bithorax gene, Antennapedia gene, expression, Polycomb gene gene products 
regulation, homeobox, Drosophila melanogaster 982. 

blaZ gene, nucleotide sequence, f-lactamase, transposon Tn 4002, 
Staphylococcus aureus 5197 

bleo gene, bleomycin drug resistance, fusion, Aspergillus nidulans promoters, 
genetic markers, transformation, Claviceps purpurea 2765. 

bluetongue virus, NS1 protein, cDNA nucleotide sequence 7589. 

Bm86 antigen, cDNA nucleotide sequence, Boophilus microplus 4619. 

BMP-2a gene, Vgr-1-gene, expression, role regulation development, mice 3767. 

bolA gene, nucleotide sequence, promoters, Escherichia coli 5187. 

bombyxin, nucleotide sequence, brain, Bombyx mori 306. 

3' border lysozyme, nucleotide sequence, chickens 171. 

Bordetella pertussis toxins, S-1 subunit, C180 peptide, cloning, gene 
expression, Escherichia coli 5893. 

bovine leukemia virus proteins, cloning, Saccharomyces cerevisiae gene 
expression 455. 

Bonen er type trypsin inhibitor CDNA nucleotide sequence, Vigna unguiculata 

BP74 gene, gene expression, organization, development, regulation cyclic AMP, 
Dictyostelium discoideum 5445. 

BP-1 antigen, 6C3 antigen, cDNA nucleotide sequence, mice 6506. 

bpf gone: nucleotide sequence, bacillopeptidase F, Bacillus subtilis 9543. 

bphABC gene complex, bph operon, restriction endonuclease mapping, 
chromosomes, 99999999, PCB catabolism, soil isolates, bacteria 5413. 

bphC gene, 2,3-dihydroxybipheny! dioxygenase, Pseudomonas putida, nucleotide 
sequence, Pseudomonas putida 7806. 

bphD geile, nucleotide sequence, biodegradation, PCB, 99999999, Pseudomonas 
putida 7806, 

byae gene: nucleotide sequence, LIV-II carrier protein, Pseudomonas aeruginosa | 

Brachyury gene, T gene, genomes nucleotide sequence, mice 9419. 

brain creatine kinase ckb gene, nucleotide sequence, rats 1246. 

brain natriuretic hormone, cDNA nucleotide sequence, brain, man, dogs 6460. 
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E1A gene, gene products, binding adeno-associated virus PS promoter, 
adenovirus 1728. 

E1A gene, gene products, binding sites, promoters, adenovirus 1970. 

E1A gene, gene products, repression histocompatibility locus H-2 promoters, 
adenovirus (human) 12 10667. 

E1A gene, glucocorticoids receptors, fusion, transactivator, adenovirus 
(human) 2, man 3955. 

E1A gene, mRNA alternative splicing, adenovirus (human) 2 87. 

E1A gene, mRNA precursors, hairpins structure, nucleotide sequence, splicing, 
adenovirus (human) 3096. 

E1A gene, mutations, effects on transcription activation activity, adenovirus 
(human) 1971. 

E1a gene products inhibition insulin genes enhancers, adenovirus (human) 5 
5656. 

E2A gene, translocation, fusion homeobox, Pri protein genes cDNA nucleotide 
sequence, transcription factors, lymphocytes B acute lymphatic leukemia, man 
10451. 

early+late histone H4, +transcription factors binding, initiation complex, 
Strongylocentrotus purpuratus 940. 

early gene, SV40 plasmid pBR322 recombinants, nuclear matrix association, 
transformation, fibroblasts, rats 10600. 

early genes, promoters, HeLa cells transcription factors binding, man, BK 
virus 6984. 

early promoters, nucleotide sequence characterization, vaccinia virus 6519. 

early region, enhancers, repeated sequence, gene regulation, BK virus, role 
transformation, BHK cells, CV1 cells, kidney cell lines, neonates, rats 1726. 

early region 3, genomes nucleotide sequence, adenovirus (murine) 1 8376. 

E1B gene, role transformation, H-ras gene, rats 6848. 

EBER gene, promoters, DNA-directed RNA polymerase III, DNA-directed RNA 
polymerase II, Epstein-Barr virus 1765. 

oa gee repressors, enzymes, analysis, DNA sequence, Escherichia coli 8390. 

EBNA-6 gene, Epstein-Barr virus, latency, Epstein-Barr nuclear antigen, 

transfection expression vectors, immunofluorescence, primate cells 938. 

ecdysteroid glucosyltransferase, egt gene, nucleotide sequence, gene 

expression, nuclear polyhedrosis virus 7308. 

eclosion hormone, cDNA nucleotide sequence, amino acid sequence predictions, 
Manduca sexta 5240. 

ecotropic retrovirus receptors, cDNA nucleotide sequence, role susceptibility 
C-type particles, mice 1080. 

edg-1 gene, cDNA nucleotide sequence, transcripts induction, gene products, 
amino acid sequence predictions, cells, man 10407. 

effects on, polyadenylation “owed insertion, transposons, mice 2359. 
ig shells proteins, cDNA hybridization analysis, Fasciola hepatica 6551. 

EGR2 gene, early Ficus response, cDNA nucleotide sequence, man 480. 

egt gene, nucleotide sequence, gene expression, ecdysteroid 

glucosyltransferase, nuclear polyhedrosis virus 7308. 

El gene, DNA cloning, pts locus, phosphotransferase, Bacillus subtilis 4857. 
elastase |, enhancers, requirements, transfection, transgenic mice 1793. 
elastase, nucleotide sequence, leukocytes (neutrophilic), man 8520. 
neers: trypsin, expression, role PTF1 protein, development, pancreas, mice 
1735. 
elastin, MRNA splicing, diseases, man 9243. 
bea frometes: regulatory elements, nucleotide sequence, deletion, man 
76. 
electron microscopy, Corynebacterium renale, Escherichia coli, gene 
expression, cloning, gel electrophoresis, pili 10771. 
be prr nucleotide sequence, polymorphism structure, Musca domestica 3358, 
59. 
ernaetion factor EF-G, HBS gene, nucleotide sequence, Thermus thermophilus 
5191. 
elongation factor EF-G, nucleotide sequence, Halobacterium salinarium 7264. 
elongation factor EF-G, ribosomal protein S7, ribosomal protein S12, 

elongation factor EF-Tu, nucleotide sequence, Anacystis nidulans 1409. 

elongation factor EF-la, homology, cDNA isolation, fibroblasts, mun 6487. 
elongation factor EF-Tu, aaa factor EF-G, ribosomal protein S7, 

ribosomal protein S12, nucleotide sequence, Anacystis nidulans 1409. 

elongation factor EF-Tu, ribosomal protein S7, tRNA, nucleotide sequence, 

homology, Astasia longa 7379. 

elongation factor EF-1a, cDNA nucleotide sequence, expression, 
Lycopersicon esculentum 3594. 

elongation factor EF-1a, cDNA nucleotide sequence, Euglena gracilis 8313. 

elongation factor EF-1a, dosage, effects on translation, Saccharomyces 

cerevisiae 5049. 

elongation factor EF-1a, gene families, nucleotide sequence, comparison, 
Arabidopsis thaliana 8526. 

elongation factor EF-1a, nucleotide sequence, Arabidopsis thaliana 9442. 

elongation factor EF-1a, retinol regulation, , hybridization analysis, 

tracheobronchial epithelium cells, man 5428. 

elongation factor EF-2 cDNA nucleotide sequence, Drosophila melanogaster 4239. 
elongation factor EF-2, codons, histidine residues, site-directed mutagenesis, 

mice 9625. 

elongation factor EF-2, nucleotide sequence, amplification cDNA, ovary 
granulosa cells, man 8344. 

embryo «-globin, adults B-globin, location, transcription enhancers, 
detection, ducks, chickens 4719. 


Genes, (continued) 

embryonic gonad gene, knirps-related gene, nucleotide sequence, similarity 
knirps gene, transcription factors, Drosophila melanogaster 3575. 

emm12 gene, M12 protein, gene expression, gene regulation, virR locus, 
Streptococcus pyogenes 7660. 

empty spiracles gene, genomes nucleotide sequence, expression development, 
homeobox, Drosophila 5561. 

end1 gene, nucleotide sequence, cellulase, Butyrivibrio fibrisolvens 5198. 

END1 gene, nucleotide sequence, no requirements uptake a-factor, 
Saccharomyces cerevisiae 1605. 

endoglin, cDNA nucleotide sequence, cells, man 10410. 

endoglucanase 3 cel-3 gene, cloning, nucleotide sequence, gene expression, 
Escherichia coli, Fibrobacter succinogenes 5313. 

endothelial leukocyte adhesion molecule 1, cDNA nucleotide sequence, man 7185. 

endothelin, cDNA nucleotide sequence, amino acid sequence predictions, mice 
1443. 

endothelin, cDNA nucleotide sequence, dogs 7432. 

endothelin 2 cDNA nucleotide sequence, kidney, dogs 3310. 

endothelin 3, cDNA nucleotide sequence, amino acid sequence predictions, gene 
mapping, man 2601. 

endothelin 3 cDNA nucleotide sequence, placenta, man 9564. 

endothelium, cDNA hybridization analysis, tumor necrosis factor-a genetic 
control, nucleotide sequence, man 7306. 

8-endotoxin, Bacillus thuringiensis, cloning, copy number control 743. 

8-endotoxin, Bacillus thuringiensis galleriae, cloning, plasmid pAT 153, 
transformation, gene expression, Escherichia coli 5899. 

8-endotoxin, Bacillus thuringiensis kurstaki, cloning, promoters 
insertion, cloning vectors construction, gene expression, Bacillus subtilis 
7856. 

8-endotoxin, Bacillus thuringiensis kurstaki, promoters insertion, 
corral cloning vectors, gene transfer, gene expression, Bacillus subtilis 
10768. 

8-endotoxin, nucleotide sequence, plasmids, Bacillus thuringiensis 10351. 

8-endotoxin, spore crystals proteins, Bacillus thuringiensis israelensis, 
cloning, transformation, gene expression, Agmenellum quadruplicatum 8844. 

8-endotoxin, transformation, gene expression, Bacillus thuringiensis 795. 

engrailed gene, nucleotide sequence, comparison Drosophila melanogaster, 
evolution, Drosophila vinlis 5285. 

pot ani gene, nucleotide sequence, expression neurogenesis, Orthoptera 7266. 

enhancer of split gene, nucleotide sequence, gene products similarity guanine 
nucleotide-binding protein, Di hila 1306. 

enkephalins, precursors, cDNA nucleotide sequence, germ cells, testes, rats 


enkephalins precursors, gene expression, testes, rats 2836. 

ENO1 gene, DNA-binding protein, purification, characterization, Saccharomyces 
cerevisiae 6968. 

ENOD12 gene, cDNA nucleotide sequence, role Rhizobium symbiosis, Pisum sativu' 
7339. 

ENOD2 gene, nodulin, nucleotide sequence, Glycine max 7439. 

enolase cDNA nucleotide sequence, cloning, expression, man 3385. 

enolase, MRNA, nucleotide sequence, muscles 4533. 

enoyl-CoA hydratase cDNA nucleotide sequence, peroxisomal B-oxidation 
i ili homology, rats 4326. 

entB gene, recombination, entC3 gene, entC1 gene formation, nucleotide 
sequence, Staphylococcus aureus 5265. 

entC2 pene, enterotoxin C1, enterotoxin C2, nucleotide sequence, 
Staphylococcus aureus 6398. 

entC3 ate nucleotide sequence, staphylococcal enterotoxin C3, enterotoxins, 
Staphylococcus aureus 6369. 

entD gene, Escherichia coli, enterobactin, biosynthesis, nucleotide sequence, 
gene products 6425. 

eased nucleotide sequence, RNA hybridization analysis, enterobactin, 
Escherichia coli 7362. 

entE gene nucleotide sequence, Escherichia coli 1335. 

enterotoxin A 3'-terminus, CPE gene, Clostridium perfringens, cloning, gene 
expression, Escherichia coli 6866. 

enterotoxin B, seb gene, promoters, Staphylococcus aureus 8725. 

enterotoxin C3 entC3 gene, nucleotide sequence, homology entC1 gene, 
recombination, entB gene+entC3 gene, : 

enterotoxin D entD gene, nucleotide sequence, transcription initiation sites 
mapping, Staphylococcus aureus 5576. 

enterotoxins, Clostridium perfringens, cloning, Escherichia coli 1829. 

enterotoxins, similarity toxB gene eltB gene, hybridization analysis, 
Campylobacter jejuni 6260. 

enterovirus (bovine), cDNA nucleotide sequence 9426. 

env gene, cDNA nucleotide sequence, equine infectious anemia virus 7077. 

env gene, human immunodeficiency virus 1, amino acid sequence, AIDS-related 
complex, cloning, cell culture 6078. 

env gene, MRNA, Rev protein, cytoplasm, transcription, plasmids, human 
immunodeficiency virus 5064. 

env gene, nucleotide sequence, human immunodeficiency virus 1, Japan 5472. 

env gene, nucleotide sequence, human immunodeficiency virus 2, genomes 
divergence, Ghana 6518. 

env gene, nucleotide sequence, nucleotides changes, effects on gene products, 
antigenic determinants variability, human immunodeficiency virus 44. 

env gene, nucleotide sequence, Rous sarcoma virus transformation, fibroblasts, 
ducks 3622. 

env gene, recombinants proteins, distinguishing human immunodeficiency virus 
1, human immunodeficiency virus 2 8863. 

env gene regions, rev-responsive element, human immunodeficiency virus 2, 
expression, gene regulation, responsiveness, human Thee virus 
protein, T cell leukemia virus |, T cell leukemia virus || Rex protein 9744. 

envelope protein, dengue virus 2, nucleotide sequence, dengue hemorrhagic 
fever, Malaysia, man 4098. 

onvere protein, dengue virus 2, nucleotide sequence, dengue, Malaysia, man 


envelope protein, dengue virus 2, nucleotide sequence, dengue shock syndrome, 
Malaysia, man 4101. 

envelope protein, nucleotide sequence, clinical isolates, dengue virus 2 2144. 

envelope protein, nucleotide sequence, pre-S region, antigenic determinants, 
hepatitis B virus, hepadnavirus, reviews 2431. 

envM gene, alleles, cloning, nucleotide sequence, diazaborine drug resistance, 
Salmonella typhimurium, Escherichia coli 6265. 

epidermal growth factor, Hindcll restriction fragment length polymorphism, 
chromosome 4, man 1419. 

episialin, cDNA nucleotide sequence, carcinoma mucin, man 9567. 
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ae xide hydrolase, cDNA nucleotide sequence, man 5605. 
/erabutoxin b cDNA nucleotide sequence, venom, Laticauda semifasciata 7297. 
i} ERCC-1 gene, man, effects on DNA vey CHO cells 1172. 
 ERCC-1 gene, nucleotide sequence, DNA repair, Saccharomyces cerevisiae 4464. 
f jem gore, leader sequence, ribosomes stalling, erythromycin induction, 
( blocking ermA gene transcripts cleavage, Staphylococcus aureus 6045. 
/ermC gene, MRNA stability, erythromycin induction ribosomes stalling, Bacillus 
4 subtilis 5126. 
q Be gene: clindamycin antibiotic resistance, gene transfer, transposon 
fag , conjugation, Bacteroides 8788. 
\ Eryf 1 protein cDNA nucleotide sequence, transcription factors, erythroid 
‘ig cells 4586. 
) 8) eryG gene, nucleotide sequence, erythromycin A biosynthesis, Saccharopolyspora 
v) _ erythraea 6248. 
Erysiphe graminis disease resistance, cDNA nucleotide sequence, Triticum 
= aestivum 8612. 
f) erythroid-specific transcription factor TFEryf1, cDNA nucleotide sequence, 
# ~~ distribution, chickens 4616. 
erythropoietin, cloning, Saccharomyces cerevisiae gene expression, man 1873. 
‘| ee ropoletin, enhancers, transcription initiation, regulatory elements, man 
it 1 0. 
W ESAG gene, nucleotide sequence, Trypanosoma brucei 198. 
m™® Escherichia coli gpt gene, nucleotide sequence, mutagenesis, U.V. radiation, 
i _ CHO cells 3344. 
) Escherichia coli lacZ gene expression, herpes simplex virus 1 cloning vectors, 
| _ defects, cells, man 5859. 
Escherichia coli lacZ gene, fusion, Bacillus subtilis, construction, plasmids 
vectors 773. 
i} Escherichia coli, verotoxin, detection, polymerase chain reaction 7136. 
i VAR Fog gene products, role telomeres formation, Saccharomyces cerevisiae 


| est gene, nucleotide sequence, expression Escherichia coli, Acinetobacter 

calcoaceticus 5213. 
estriol glucuronosyltransferase, cDNA nucleotide sequence, expression, COS-1 
cells, liver, man 10412. 
19)) estrogens receptors, cDNA nucleotide sequence, man 8510. 
i) estrogens receptors, variants, nucleotide sequence, identification, man 10988. 
estrone sulfotransferase, cDNA nucleotide sequence, placenta, cattle 331. 
» ethidium bromide resistance, nucleotide sequence, plasmids, Staphylococcus 
aureus 6314. 
' eukaryotes, thermal stability maps, DNA Escherichia coli 10520. 
% even-skipped gene, expression patterns, regulation, Drosophila 704. 
™ even-skipped gene, gene products, repression Ultrabithorax gene promoters, 
' homeobox, Drosophila 3994. 
' even-skipped gene, promoters, autoregulation, Drosophila 730. 
even-skipped gene, promoters, binding gene products hunchback gene Krueppel 
: ne, transcription factors, Drosophila 4978. 

a) exbB gene, nucleotide sequence, homology tolO gene, Escherichia coli 5409. 
exbD gene, nucleotide sequence, homology tolO gene, Escherichia coli 5409. 
exon-intron structure determination, polymerase chain reaction use, 

plasminogen activator inhibitor genes, rats 2474. 
exons, substitution, patients, deficiency, omithine carbamoyltransferase, man 
oe 8513. 
® exotoxins speA gene, hybridization analysis, Streptococcus pyogenes Clinical 
isolates 6306. 
extracellular esterase, cloning, gene regulation, role zinc, Streptomyces 
scabies 1738. ¢ f : 
ezrin, CDNA nucleotide sequence, amino acid sequence predictions, intestine, 
) man 6457. 
) 3F gene, cDNA nucleotide sequence, Dictyostelium discoideum 5272. _ 
F9 Epene. chromosomes jumping, mapping, pulsed-field gel electrophoresis, X 
] romosome, man 7502. 
) fabE gene, chromosomes, Escherichia coli, phage A cloning vectors, 
| defective mutant complementation 4771. 
» fabE gene, nucleotide sequence, Escherichia coli 5394. 
facB gene, genomes nucleotide sequence, Aspergillus nidulans 6233. 
factor H, complement, cDNA nucleotide sequence, amino acid sequence 

9 predictions, mice 5619. 

)| families, patatin, nucleotide sequence, Solanum tuberosum 4279. _ 
families, phylogeny relationship, chlorophyll a/b-binding protein, Glycine max 

8523. 


families, saliva cystatin, CDNA nucleotide sequence, man 4269. 
fanA gen, fanB gene, fanC gene, promoters, Escherichia coli 3786. 
)) farnesyl-pyrophosphate synthase, cDNA, expression, regulation, liver, man 2491. 
® fasciclin, nucleotide sequence, role cells adhesion, Drosophila melanogaster 
©, 5224. 
ul ey acid-binding protein cDNA nucleotide sequence, heart, mice 3285. 
| focF gene, focB gene, fbocC gene, nucleotide sequence, cytochrome b, cytochrome 
) ci, Rhodopseudomonas viridis 5229. : 2 te 
' fbcF gene, focH gene, nucleotide sequence, requirements symbiosis, cytochrome 
bce1, Bradyrhizobium japonicum 1455. ; oe: 
fbcH gene, fbcF gene, nucleotide sequence, requirements symbiosis, cytochrome 
be1, Bradyrhizobium japonicum 1455. 
Fe receptors, cDNA nucleotide sequence, monocytes, man 314. _ 
Fe receptors, genomes nucleotide sequence, immunoglobulins, mice 8474. 
FCY2 gene, nucleotide sequence, purine-cytosine permease amino acid sequence, 
Saccharomyces cerevisiae 10380. nyare ‘ 
fda gene, cloning, nucleotide sequence, hybridization analysis, 
fructose-bisphosphate aldolase, Cory cterium glutamicum 7822. 
fdhF gene, promoters, formate dehydrogenase, Escherichia coli 3775. Le 
fdxN gene, genomes nucleotide sequence, nitrogen fixation, Rhizobium meliloti 
1414. 
fecB gene, fecC gene, fecD gene, fecE gene, nucleotide sequence, Escherichia 
coli 2569. 
fecC gene, fecB gene, fecD gene, fecE gene, nucleotide sequence, Escherichia 
coli 2569. 
fecD gene, fecC gene, fecB gene, fecE gene, nucleotide sequence, Escherichia 
coli 2569. 
fecE gene, fecD gene, fecC gene, fecB gene, nucleotide sequence, Escherichia 
coli 2569. 
femA gene, nucleotide sequence, requirements methicillin antibiotic 
resistance, Staphylococcus aureus 5403. 


females specificity mRNA, cDNA nucleotide sequence, Schistosoma mansoni 2627. 


fer gene, nucleotide sequence, transcripts, alternative splicing, 
protein-tyrosine kinase, testes, mice 6275. 


Genes, (continued) 
ferredoxin | fdxN gene, cloning, nucleotide sequence, Rhodobacter capsulatus 
5389. 


ferredoxin | gene, cloning, oligodeoxyribonucleotides probes, restriction 
endonuclease Mapping, hybridization analysis, Azotobacter vinelandii 826. 

ferredoxin-NADP * reductase, CDNA nucleotide sequence, man 1173. 

ferredoxin-NADP* réductase, cDNA nucleotide sequence, identification, NADP 
binding sites, cattle 8522. 

ferrienterobactin transport protein fepB gene, nucleotide sequence, 
Escherichia coli 5308. 

ferritin, CDNA nucleotide sequence, macrophages, mice 1660. 

ferritin, CDNA nucleotide sequence, rabbits 1645. 

ferritin H chain, nucleotide sequence, mice 3579. 

ferritin, transferrin receptors, regulation, transcription, models, eukaryotes 
4709. 

a-fetoprotein, deoxyribonuclease | sensitivity, fetuses, rats 618. 

a1-fetoprotein, gene expression regulation, mice 7674. 

a-fetoprotein, methylation, gene Pemagren hepatoma, rats 5763. 

a-fetoprotein, promoters, dependent, HNF-1, tissues specificity, 
transcription, mice 7695. 

a-fetoprotein, promoters, DNA-biding protein binding sites localization, 
mice 7688. 

a-fetoprotein, repression independent enhancers, mice 698. 

fetuin, cDNA nucleotide sequence, homology, cattle 7403. 

fhaB gene, nucleotide sequence, filamentous hemagglutinin, Bordetella 
pertussis 7255. 

4F2HC gene, 4F2 heavy chains, mapping, enhancers identification, +nuclear 
proteins binding, man 5163. 

fhuB gene proteins localization, iron hydroxamate transport, cytoplasmic 
membranes, Escherichia coli 756. 

fibers, genomes nucleotide sequence, adenovirus (human) 7 1483. 

fibrillarin, CDNA nucleotide sequence, ribonucleoproteins, Xenopus laevis 6562. 

fibrinogen cDNA nucleotide sequence, evolution, homology, rats 3393. 

fibrinogen cDNA nucleotide sequence, liver, cattle 3625. 

fibrinogen, cDNA nucleotide sequence, Parastichopus parvimensis 8453. 

fibrinogen, nucleotide sequence, rats 2383. 

B-fibrinogen, promoters, deletion analysis, inflammation, man 9577. 

y-fibrinogen transcription, CAAT binding 5748. 

fibroblast growth factor (acidic), cDNA nucleotide sequence, retina, cattle 
1612. 

fibroblast growth factor (acidic), cDNA nucleotide sequence, man 4380. 

fibroblast growth factor (acidic), heparin-binding growth factor 1, genomes 
nucleotide sequence, man 4250. 

fibroblast growth factor (basic) cDNA nucleotide sequence, evolution, Xenopus 
laevis 3609. 

fibroblast growth factor, CDNA nucleotide sequence, rats 1186. 

fibroin enhancers, identification DNA-binding protein, transcription factors, 
Bombyx mori 6964. 

fibroin light chains, CDNA nucleotide sequence, silk gland, Bombyx mori 6511. 

fibroin, transcription, analysis, linear covalently closed circular forms, 
Bombyx mori 583. 

fibronectin IIICS, transcription, splicing, expression, man 10200. 

fibronectin, promoters, forskolin induction, man 1715. 

fibronectin receptor, VLA-5 protein, cDNA nucleotide sequence, fibronectin 
receptor, expression inflammation, mice 1215. 

fibronectin, restriction fragment length polymorphism, chromosome 2, man 1564. 

fibronectin, restriction fragment length polymorphism, deoxyribonuclease Taq, 
chromosome 2, man 7183. 

fibronectin, role, exons sequence, splicing, man 2787. 

fibronectin, transcripts, alternative splicing, rats, man 3144. 

fibronectin, transcripts, alternative splicing, WI-38 cells, man 4143. 

fic gene, nucleotide sequence, role cyclic AMP induction cells filamentation, 

‘scherichia coli 5336. 

fic-1 gene, nucleotide sequence, role cyclic AMP induction cells 
filamentation, Escherichia coli 5336. 

filaggrin, CDNA nucleotide sequence, amino acid sequence predictions, man 419. 

filaggrin, cDNA nucleotide sequence, mice 7580. 

filamentous hemagglutinin fhaB gene, lacZ gene fusion, gene expression, gene 
regulation, Bordetella pertussis transcription factors activators, bvgA gene 
coding 5712. 

filamentous hemagglutinin fhaB gene, lacZ gene fusion, gene expression, 
Bordetella pertussis bvg locus gene regulation, Escherichia coli 5716. 

filamentous hemagglutinin, fhaB gene, nucleotide sequence, Bordetella 
pertussis 7255. 

fim gene, gene regulation, type 1 pili, Escherichia coli 7656. 

fim3 gene, nucleotide sequence, fim2 gene, fimX gene, nucleotide sequence, 
Bordetella pertussis 9528. 

fimbrin fimA gene, cloning, gene mapping, hybridizationanalysis, gene 
expression, transposons mutagenesis, Salmonella enteritidis 5377. 

fimD gene, nucleotide sequence, pili, Escherichia coli 6367. 

finger proteins Kruppel type, cDNA nucleotide sequence, identification, 
Placenta, man 8609. 

finP gene, mutation, nucleotide sequence, plasmid JCFLO 2589. 

finQ gene, nucleotide sequence, F plasmid 3209. 

fit! gene, SUV3-1 gene, mRNA processing, Saccharomyces cerevisiae 4736. 

fix gene, nif gene, promoters, Bradyrhizobium japonicum 2734. 

fix gene, nif gene, syrM gene, transposon Tn5 gusA gene, Rhizobium meliloti 
8738. 

fixABC gene, DNA homology, Azospirillum brasilense 286. 

fixABCX gene, Rhizobium meliloti, hybridization analysis, ferredoxin | gene, 
Azotobacter vinelandii 826. 

fixB gene, promoters, fixX gene gene mapping, Bradyrhizobium japonicum 3514. 

fixK gene, regulation nifA gene fixN gene expression, Rhizobium meliloti 1780. 

fixN gene, nifA gene, fixK gene regulation expression, Rhizobium meliloti 1780. 

fixW gene, nucleotide sequence, promoters, plasmid PRE sym, Rhizobium 
leguminosarum 6396. 

fixX gene, gene mapping, fixB gene promoters, Bradyrhizobium ja 

flaAll gene, fliN gene, motD gene, nucleotide sequence, flagella, 
coli 2528. 

flagella, chemotaxis, transcription control, o factor, Escherichia coli 

742. 

flagella, operons, gene expression, transcription analysis, Salmonella 
typhimurium 6111. 

flagella proteins, nucleotide sequence, Treponema pallidum 6215. 

flagella subunits, cloning, nucleotide sequence, Treponema pallidum 6876. 

flagellin hag gene, cloning, nucleotide sequence, Serratia marcescens 433. 
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Genes, (continued) : 2 

flagellin, H1-| gene, H1-d gene, nucleotide sequence, polymerase chain 
reaction, Salmonella typhi 3468. ; 

flagellin, nucleotide sequence, Borrelia burgdorferi 5363. ve / 

flagellin, Pseudomonas aeruginosa, cloning, gene expression, Escherichia coli 
5876. 

flanking region, heat shock proteins, nucleotide sequence, Glycine max 633. 

flavodoxin, genomes nucleotide sequence, Anabaena variabilis 5520. 

flbD gene, nucleotide sequence, transcription factors, Caulobacter crescentus 


8468. 

flg gene, flagella basal bodies proteins, nucleotide sequence, Salmonella 
typhimurium 6635. aaa 

fig gene linkage analysis, virulence genes, Salmonella typhimurium 6338. 

fliC gene, flagellin, antigens coding regions, nucleotide sequence stability, 
Salmonella typhimurium 7171. 

fliF gene, flagella basal bodies proteins, nucleotide sequence, Salmonella 
typhimurium 6635. Pe 

fliN gene, flaAll gene, motD gene, nucleotide sequence, flagella, Escherichia 
coli 2528. 

FLO1 gene, flocculation, cloning, gene expression, Saccharomyces cerevisiae 
4851. 

FMS gene mutation, myelodysplasia, leukemia, man 6473. 

fnr gene+lacZ gene, gene fusion, mRNA translation, Escherichia coli 22. 

fokiM gene, fokIR gene, nucleotide sequence, deoxyribonuclease Fokl, DNA 
methyltransferase Fokl, Flavobacterium okeanokoites 6299. 

fokIR gene, fokIM gene, nucleotide sequence, deoxyribonuclease Fokl, DNA 
methyltransferase Fokl, Flavobacterium okeanokoites 6299. 

folate-binding protein, cDNA, nucleotide sequence, amino acid sequence, 
membranes, placenta, man 2471. 

folate-binding protein, cDNA nucleotide sequence, amino acid sequence 
predictions, man 406. 

folate-binding protein, cDNA nucleotide sequence, amino acid sequence 
predictions, placenta, man 5572. 

folate-binding protein cDNA nucleotide sequence, location, cell lines, man 
4327 


follicle-stimulating hormone precursors, cDNA nucleotide sequence, pituitary, 
sheep 3564. f ; 
folyipolygiutamate synthase, nucleotide sequence, Lactobacillus casei 8446. 
fork head gene, nucleotide sequence, expression embryos, Drosophila 1308. 
forked gene, vermilion gene, centromeres X chromosome, Drosophila ananassae 
2462. 
formaldehyde transketolase DAS gene, Hansenula polymorpha, cloning, gene 
expression, Saccharomyces cerevisiae 4859. 
formate acetyltransferase pfl gene, DNA-directed RNA polymerase dependent 
transcription initiation, promoters, Escherichia coli, in vitro, heterologous 
expression, Pseudomonas putida 5102. 
formate acetyltransferase pfl gene, transcription, gene expression, gene | 
regulation, anaerobic conditions, catabolite repression, pyruvic acid, operons 
fusion, Salmonella typhimurium 5731. 
formate dehydrogenase, fdhF gene, promoters, Escherichia coli 3775. 
formate-tetrahydrofolate ligase, picephorbosvighinamnide formyltransferase, 
phosphoribosylaminoimidazole carboxylase, 
phosphoribosylaminoimidazolesuccinocarboxamide synthase, cDNA nucleotide 
sequence, complementation Saccharomyces cerevisiae, man 10437. 
fosB gene, nucleotide sequence, fosfomycin resistance, Staphylococcus 
epidermidis 10363. 
fpg.gene products, FPG protein, DNA glycosylase activity, purification, 
Scherichia coli 7936. 
frequency gene, genomes nucleotide sequence, momo Drosophila melanogaster 
period gene, circadian rhythms, Neurospora crassa K 
frr gene, ribosome-releasing factor, restriction endonuclease mapping, 
scherichia coli 7210. 
uae. fruF gene, nucleotide sequence, FPr protein, Salmonella typhimurium 
503. 
fruB gene mutants, gene fusion lacZ gene, effects on adenylate cyclase, lac 
operon, Escherichia coli 724. 
8-fructofuranosidase, cloning, gene expression, Neurospora crassa, 
Saccharomyces cerevisiae 5897. 
6-fructofuranosidase, cloning, nucleotide sequence, Schwanniomyces 
occidentalis 4308. 
B-fructofuranosidase, complementation, natty ag transposon Tn5 
insertion, Rhizobium leguminosarum trifolii 6815. 
B-fructofuranosidase, families, analysis, deletion, insertion, comparison, 
nucleotide sequence, Saccharomyces cerevisiae 8414. 
B-fructofuranosidase, families, distribution, bases substitution, 
comparison, nucleotide sequence, Saccharomyces cerevisiae 8408. 
B-fructofuranosidase KEX2 gene, synthetic oligonucleotides, signal 
peptides cleavage sites, site-directed mutagenesis, cloning vectors, secretion 
vectors construction, Saccharomyces cerevisiae 7801. 
f-fructofuranosidase, SUC2 gene mutation, SUC2° gene nucleotide 
sequence, Saccharomyces cerevisiae 1392. 
tructose-bisphosphatase, nucleotide sequence, Saccharomyces cerevisiae 3248, 
Tease Diephoephaiasy, promoters, cloning vectors, Schizosaccharomyces pombe 
7799. 
fructose-bisphosphate aldolase, cDNA nucleotide sequence, man 1217. 
fructose-bisphosphate aldolase, expression, transcription factors role, 
development, liver, rats 5046. 
fructose-bisphosphate aldolase, promoters, DNA-binding protein, transcription 
regulation, transfection, cells, man 8781. 
fructose-2,6-bisphosphatase, cDNA nucleotide sequence, liver, man 7537. 
fruF gene: fru gene, nucleotide sequence, FPr protein, Salmonella typhimurium 
2503. 
fruit-specific, CDNA genomes nucleotide sequence, Lycopersicon esculentum 8543. 
frxC gene, cDNA nucleotide sequence, amino acid sequence predictions, 
chloroplasts, Marchantia polymorpha 4631. 
frz acre gene expression, gene regulation, development, Myxococcus xanthus 
5736. 
fsoC gene, mutants, formation pili, Escherichia coli 6811. 
ftr gene, cloning, nucleotide sequence, 
.formylmethanofuran:tetrahydromethanopterin formyltransferase, Methanobacterium 
thermoautotrophicum 4850. 
fts-36 gene, mutation, gene mapping, temperature-sensitive growth, cell 
division, Escherichia coli 5312. 
ftsA gene, B-galactosidase biosynthesis, cell cycle, Escherichia coli 7646. 
ftsA pene, ftsQ gene, DnaA protein regulation expression, oriC, Escherichia 
coli 2906. 
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ftsQ gene, B-galactosidase biosynthesis, cell cycle, Escherichia coli 7646. 

ftsQ gene, ftsA gene, DnaA protein regulation expression, oriC, Escherichia 
coli 2906. 

ftsW gene cloning, nucleotide sequence, Escherichia coli 5386. 

ftsW gene, mutation, gene mapping, temperature-sensitive growth, cell 
division, Escherichia coli 5312. 

ftsZ gene, Escherichia coli, homology cell division initiation genes, 
nucleotide sequence, cloning, Bacillus subtilis 6310. 

ftsZ gene, gene expression, role cell division, Escherichia coli 8716. 

fucA gene, fuck gene, fucl gene, fucP gene, nucleotide sequence, fucose 
assimilation, Escherichia coli 3465. 

fucl gene, fucP gene, fucK gene, fucA gene, nucleotide sequence, fucose 
assimilation, Escherichia coli 3465. 

fuck gene, fucA gene, fucP gene, fucl gene, nucleotide sequence, fucose 
assimilation, Escherichia coli 3465. 

a-L-fucosidase, cDNA nucleotide sequence, amino acid sequence, liver, rats 
8426. 

a-(1,3)fucosyltransferase, transtection, CHO cells gene expression, man 
6765. 

fucP gene, fucl gene, fuck gene, fucA gene, nucleotide sequence, fucose 
assimilation, Escherichia coli 3465. 

fumarate hydratase, cDNA nucleotide sequence, mitochondria, cytosol, liver, 
rats 1639. 

fumarate hydratase citG gene transcription, citGp1 promoter, citGp2 promoter 
activation, sigma factor H, relationship spoOH gene transcription, Bacillus 
subtilis 5094. 

fumarate hydratase citG gene transcription, citGp2 promoter activation, sigma 
factor H, Bacillus subtilis 5093. 

FUN80 gene, identity MCM1 gene, identity PRTF protein genes GRM protein genes: 
nucleotide sequence, binding promoters, transcription factors, Saccharomyces 
cerevisiae 6372. 

FUN80 gene, nucleotide sequence, Saccharomyces cerevisiae 223. 

FUN81 gene, nucleotide sequence, Saccharomyces cerevisiae 223. 

fur gene, nucleotide sequence, man 3217. 

fur gene, nucleotide sequence, similarity Saccharomyces cerevisiae KEX2 gene, 
furin, man 7180. 

furin, fur gene, nucleotide sequence, similarity Saccharomyces cerevisiae KEX2 

ine, man 7180. 

FUS3 gene, nucleotide sequence, requirements conjugation, Saccharomyces 
cerevisiae 8470. 

fus gene, rpsG gene, rpsL gene, str gene, tuf gene, nucleotide sequence, 
elongation factor EF-Tu, elongation factor EF-G, ribosomal protein $12, 
ribosomal protein S7, Spirulina platensis 1571. 

fushi tarazu gene, Antennapedia gene, gene products induction Ultrabithorax 
gene, transcription factors, Drosophila 985. 

fushi tarazu gene, binding FTZ-F1 protein, induction gene expression, 
transcription factors, Drosophila melanogaster 9989. 

fushi tarazu gene, caudal gene gene products activation, embryogenesis, 
Drosophila 4993. 

fushi tarazu gene, promoters, autoregulation, transcription factors, homeobox, 
Drosophila melanogaster, reviews 3007. 

fushi tarazu gene, Ultrabithorax gene, promoters binding NTF-1 protein, 
transcription factors, Drosophila 3999. 

fusion protein, cDNA nucleotide sequence, antigenic determinants, antisera, 
respiratory syncytial virus 10164. 

fusion protein, CDNA nucleotide sequence, parainfluenza virus (human) 1 401. 

Fv-4 env gene, nucleotide sequence, clones, plasmids, proteins, Moloney 
leukemia virus 10496. 

G2 protein, NSm protein, G1 protein, RNA nucleotide sequence, M segment 
genomes, snowshoe hare virus 1095. 

GA733-2 antigen, cloning, cDNA nucleotide sequence, tumor-associated antigens, 4 
man 10404. 

90bC pore: cloning, characterization, transport proteins, Escherichia coli 

gab gene, cloning, characterization, transport proteins, Escherichia coli - 

one ere cloning, characterization, transport proteins, Escherichia coli 


gabT gene, cloning, characterization, transport proteins, Escherichia coli 
10760. 


gabT gene, 4-aminobutyrate aminotransferase, aminotransferase, 
hosphinothricin specificity, cloning, gene expression, overproduction, 
scherichia coli 10779. 
gag gene, amino acid sequence, T cell leukemia virus |, vaccinia virus, 
proteinase, transfection 5502. 
gag woe fragments, RNA DNA hybrids, analysis, ribonuclease H activity, 
directed DNA polymerase, human immunodeficiency virus 1 4917. 
gag gene, human immunodeficiency virus, epitope mapping, gene expression, 
scherichia coli 8449. 
gag gene, human immunodeficiency virus 1, cloning, baculovirus, gene 
expression, infected Spodoptera frugiperda cell lines 8862. 
gag gene, initiation codons, RNA sequence, association gag gene initiation 
codons, role RNA packaging, virions, human immunodeficiency virus 1 9211. 
gag gene, nucleotide sequence, human immunodeficiency virus 1, Japan 5472. 
gag gene, nucleotide soponce negative regulation, Rous sarcoma virus, RNA 
transcripts splicing, stability 1050. 
gag-pol gene, mutation effects on, Moloney leukemia virus 3524. 
gal gene, DNA ethylation operators, effects on repressors binding, Escherichia 
coli 2296. 
GAL gene, enhancers, binding GRF2 protein, transcription factors, 
patil: cerevisiae 8995. 
gal gene, galactose repressor DNA-directed RNA polymerase binding, DNA 
bending, Escherichia coli 1993. eer te 
GAL10 gene, GAL1 gene, promoters, enhancers, GAL4 protein, Saccharomyces 
cerevisiae 5755. 
GAL1 gene, GAL10 gene, promoters, enhancers, GAL4 protein, Saccharomyces 
cerevisiae 5755. 
GAL80 gene, GAL4 protein activation, phosphorylation dephosphorylation 
transcription factors, Saccharomyces cerevisiae 1989. 
GAL gene, HIS3 gene, promoters, DNA, nucleotide sequence, Saccharomyces 
cerevisiae 8741. 
GAL11 gene, identity STP13 gene, STP13 gene nucleotide sequence, Saccharomy' 
cerevisiae 6351. n 
GAL gene, induction, galactose effects on gene expression, promoters, 
Saccharomyces cerevisiae 4733. 
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“laa gene, mutation, gene products activity domains, Saccharomyces cerevisiae 
If, 5. 
& GAL2 gene, nucleotide sequence, galactose transporter proteins, Saccharomyces 
cerevisiae 6244. 
GAL1 gene promoters, transposon Ty transcription termination sites, 
% Saccharomyces cerevisiae 8736. 
FS gene, transcription, repression, role DNA looping, Escherichia coli 8726. 
),) GAL gene UAS region, nucleosomes binding, Saccharomyces cerevisiae 1950. 
»galactokinase, albumin, expression Escherichia coli, trp promoter enhancement, 
} trpK gene, man 9759. 
} galactoprotein b3 cDNA nucleotide sequence, fibroblasts, hamsters 9481. 
5} galactose dehydrogenase, nucleotide sequence, Pseudomonas fluorescens 2457. 
i). galactose metabolism enzymes, cloning, gene expression, genetic engineering, 
§ Saccharomyces cerevisiae 8845. 
alt a sicase cDNA nucleotide sequence, alternative splicing mRNA, 
@ lysosomes, fibroblasts 2502. 
a-galactosidase, cDNA nucleotide sequence, amino acid sequence 
predictions, Cyamopsis tetragonoloba 4630. 


aif a-galactosidase, cDNA nucleotide sequence, amino acid sequence 


predictions, placenta, man 5588. 
at B-galactosidase, cDNA nucleotide sequence, amino acid sequence 
predictions, testes, man 8378. 
§ B-galactosidase, cDNA nucleotide sequence, cloning, man 128. 
4 a-galactosidase, cDNA nucleotide sequence, man 7421. 
4p B-galactosidase, chloramphenicol acetyltransferase, 3’-untranslated region 
introns inhibition translation, Escherichia coli 6053. 
i B-galactosidase, Escherichia coli, cloning, mammalian cells gene 
expression 4866. 
ie lactosidase, gene expression, prokaryotes, regulation, use, ribozymes, 
Sscherichia coli 7877. 
WF a-galactosidase, nucleotide sequence, man 4293. 
sf B-galactosidase, nucleotide sequence, Sulfolobus solfataricus 4414. 
af, B-galactosidase, Photinus-luciferin 4-monooxygenase (ATP-hydrolysing), 
t/ chloramphenicol acetyltransferase, transfection skeletal muscle, mice 9804. 
i, a-galactosidase rafA gene, nucleotide sequence, Escherichia coli 6241. 
 oSseee rearrangement, nucleotide sequence, Fabry's disease, man 
» 10425. 
aif B-galactosidase+sialidase complex, cDNA nucleotide sequence, amino acid 
3% sequence predictions, man 8380. 
4 soared ale protein nucleotide sequence, cDNA structure, lung, 
%) rats 544. 
4 B-galactosides binding lectins, cDNA nucleotide sequence, amino acid 
» sequence predictions, man 7387. 
'galactosyltransferase cDNA nucleotide sequence, mutation, man 9593. 
B-1,4-galactosyltransferase, genomes, structure, mice 7473. 
yi galk gene transcription, galactokinase, promoters cloning, Mycobacterium 
bovis, Escherichia coli 870. 
')GAM1 gene, STA1 gene, effects on glucan 1,4-a-glucosidase biosynthesis, 
% Saccharomyces 4734. 
| gap gene, glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, 


2597. 

gap junctions, proteins, connexin-32, structure, rats 3267. 

50 gene, glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, 
cillus stearothermophilus, Bacillus coagulans 4400. 

pean promoters, regulatory domains, nucleotide sequence, pancreas, man 
10669 


gastrin releasing ptide, biosynthesis, nucleotide sequence, amino acid 

# sequence, chickens 8346. . : poe 

®gastrotropin, cDNA nucleotide sequence, amino acid sequence predictions, rats 
5568. 


igatA gene, nucleotide sequence, 3-amino-2-methylpropionate aminotransferase, 
Aspergillus nidulans 1439. 
jaucher's disease, glucosylcerimidase, cDNA nucleotide sequence, man 10453. 
IB-1 gene, expression pee pBK-1, 143B cells, man 1878. 
iCD2 gene, identity GCD12 gene, Saccharomyces cerevisiae 2429. 
iCD12 gene, identity GCD2 gene, Saccharomyces cerevisiae 2429. 
i GCD2 gene, similarity GCN3 gene, GCN3 gene nucleotide sequence, Saccharomyces 
(cerevisiae 2428. 

IN4 gene, MRNA, SUI2 gene, SUI3 gene effects on, initiation factors, 
f| Saccharomyces cerevisiae 6046. 
i GCN2 gene, nucleotide sequence, general amino acid control, Saccharomyces 
cerevisiae 2549. 
ano cene, nucleotide sequence, similarity GCD2 gene, Saccharomyces cerevisiae 
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ms IGCN4 gene, transcripts, regulation translation, Saccharomyces cerevisiae 1132. 
+ GCN4 protein, transcripts, activation translation, Saccharomyces cerevisiae 99. 
ai @ gdh gene, gene expression, role DNA-directed RNA polymerase o chain, 
el apes enydropenase: Bacillus subtilis 7910. 
gf © GDH1 gene, glutamate dehydrogenase, cloning vectors, plasmid pCYG4, carbon 


| 
Pe 


limitations, ieacoharontyess cerevisiae 9798. 

igdhA gene, cloning, gene expression, homologous, heterologous, glucose 
= dehydrogenase, Escherichia coli, Bacillus megaterium 872. 

igdhA gene, DNA cloning, nucleotide sequence, glucose dehydrogenase, 

4 Acinetobacter calcoaceticus 3862. 


I AgdhA gene, nucleotide sequence, glutamate dehydrogenase (NADP*), 


* Aspergillus nidulans 2448. 
\gdhB gene, DNA cloning, nucleotide sequence, glucose dehydrogenase, 
) Acinetobacter calcoaceticus 3862. 
‘igdmA gene, gallidermin, peptide antibiotics, nucleotide sequence, 
Staphylococcus gallinarum 422. 
/)GdX “eed nucleotide sequence, X chromosome man 575. 

aye ot cDNA nucleotide sequence, similarity severin fragmin, plasma, pigs 
81 gene, B-tubulin, nucleotide sequence, Arabidopsis thaliana 550. 
‘gene Pmplification, phosphorylation ayP binding sites, cDNA, 

la /K‘-transporting ATPase, Ca“*-transporting ATPase, polymerase 

chain reaction, Drosophila melanogaster 9796. 
gene amplification, recombination fusion, transfection, expression stimulation 
\_ 8782. 
®T gene, Brachyury gene, genomes nucleotide sequence, mice 9419. 
L gene, cDNA nucleotide sequence, Tacaribe virus 1072. 
T gene cloning, chromoso, chromosome 17, mice, reviews 4011. 


"gene conversion, SV40 cloning vectors, recombination analysis, mammalian cells 


10749. 


Methanothermus fervidus, Methanobacterium formicicum, Methanobacterium bryantii 
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ine DC8, cDNA nucleotide sequence, Daucus carota 3568, 3568. 
gene, DNA transformation, plasmid pSR1, Saccharomyces cerevisiae 7725. 

gene expression, chymotrypsin inhibitor, amino acid sequence, endosperm 
Hordeum vulgare 474. 

gene expression, engineering repression, use, bacteria repressors, mice 7874. 

gene expression, streptozotocin, diabetes mellitus, uterus, induction 
estrogens, insulin-like growth factor |, rats 6893. 

gone families, isolation, polymerase chain reaction, man 9518. 
gene families, Lc gene cDNA nucleotide sequence, anthocyanin production, 
homology myc gene, Zea mays 1397. - 

C gene, gene products, activation nom promoter, phage Mu, Escherichia coli 989. 

Q gene, gene products, requirements antitermination, qut82 gene promoters, 
phage 82, Escherichia coli 5982. 

b gene, genomes nucleotide sequence, Ustilago maydis 7238. 

X gene, hepatitis B virus, activation gene expression, enhancers, long 
terminal repeat, human immunodeficiency virus 1 710. 

X gene, hepatitis B virus, nucleotide sequence, characterization 1250. 

gene Hox-3.3, homeobox containing, gene mapping, cDNA nucleotide sequence, 
localization, chromosome 15, mice 3. 

gene Il RNA-operator+99999999 binding, analogs, characterization, phage f1 
3959. 

gene III, DNA-binding protein, centrifugation, gel electrophoresis, 
autoradiography, cauliflower mosaic virus 10954. 

ene II/9A, CDNA nucleotide sequence, puffing, Sciara coprophila 5544. 

gene, lys gene, mom promoter, pone mapping, phoge Mu, Escherichia coli 742. 

6-16 gene, mutagenesis, hypoxanthine phosphoribosyltransferase selection 
markers, a-interferon induction gene expression 2728. 

N gene, nucleocapsids proteins, nucleotide sequence, Junin virus 3448. 

X gene, nucleotide sequence, antibiotics resistance plasmids 299. 

5 gene, nucleotide sequence, gene products comparison gene products e gene, 
sepzyoe) pheae T4 4255. 

Q pene: products, antitermination activity, phage A, phage 82, termination 


gene P450IIE1, chromosomes mapping, correlation, development expression, 
cytosine demethylation, rats 599. 

G gene, rabies virus, transcription, nucleotide sequence 4104. 

L gene, RNA nucleotide sequence, vesicular stomatitis virus 8124. 

S gene, transcripts, secondary structure regulation translation 3102. 

gene V, gene products, DNA-binding protein, B-loop structure, X-ray 
diffraction, phage M13 7974. 

gene VI, nucleotide sequence, Japanese strain, cauliflower mosaic virus 3094. 

gene VII, transcripts, translation, mRNA, Escherichia coli, phage f1 2174. 

gene 1 proteins, phage ©29, purification, characterization, 
overproduction, Bacillus subtilis 5655. 

gene 10, phage T3, nucleotide sequence, complementation, Escherichia coli 5489. 

14.1 gene, 16.1 gene, cDNA nucleotide sequence, gene products similarity 
immunoglobulins light-chains w protein, expression lymphocytes B 
precursors, man 1413. 

gene 11, phage T4, transposon Tn65 insertion, Escherichia coli 5822. 

gene 17, early region genes, nucleotide sequence, phage 15, Bacillus 

subtilis 6430. 

gene 19, gene 3, cytolysis, phage P22, nucleotide sequence 4478. 

gene 2b, transcription, gene regulation, cloning, nucleotide sequence, p30 
protein 10177. 

gene 20, nucleotide sequence, phage T4 3559. 

gene 22, nucleotide sequence, phage T4 4476. 

gene 32, gene products, DNA-binding sya +DNA-+polynucleotides complex, 
orientation, linear dichroism, phage 14 3956. 

va oe procuas aN complex, dynamics, quasielastic light scattering, phage 

gene 32 products, phage T4, role double-stranded DNA nucleotide sequence 
determination methodology 2231. 

gene 32, products role artifacts, DNA nucleotide sequence determination 
methodology 10488. 

gene 32, site-directed mutagenesis, proteins +DNA interaction, tyrosine role, 
phage T4 3854. 

gene 32, transcripts, processing, mRNA, phage T4, Escherichia coli 5128. 

gene 33, cDNA, nucleotide sequence, mRNA, promoters activity, rats 3551. 

gene 33, cDNA nucleotide sequence, rats 197. 

apie gene products, binding A3 promoter, transcription factors, phage ® 


gene 4, gene products, translocation, DNA benzo(a)pyrene adducts inhibition, 
DNA biosynthesis, phage T7 1988. 

gene 4 proteins, phage T4, enzymatic activity, replication forks, DNA 
biosynthesis, Escherichia coli 663. 

gene 41+gene 32 gene products, effects on DNA synthesis, replicative forks, 
phage 14 7605. 

gene 43, DNA-directed DNA polymerase, primary structure, phage 14, comparison 
Escherichia coli 913. 

gene 44 mRNA, binding, regA gone proteins, 


phage T4 6069. 
gore) gene products, +poly(rA) binding, con’ 


lormation changes, C.D., phage fd 


gene 5 products, DNA-binding protein+ DNA complex, structure, electron 
microscopy, phage fd, phage IKe 953. 

gene 5 proteins+DNA binding, specificity, phage fd 10987. 

gene 2.5, through gene 9, genomes nucleotide sequence 6365. 

gene 9, nucleotide sequence, transposon Tn1, tails proteins, phage 22 3510. 

gene 9, through gene 2.5, genomes nucleotide sequence 6365. 

‘y2 genes, promoters, regulation expression, herpes simplex virus 1 745. 

genetic rescue, myelin basic protein formation, cDNA expression, 
microinjection, shiverer mice 5835. 

genomes deoxyribonu, pBHPS3, deoxyribonuclease BamHI, restriction fragment 
length polymorphism, chromosome 17 4499. 

Laie? gene libraries, construction, screening, mapping, chromosome 16, mice 

genomes segment A, nucleotide sequence, infectious bursitis virus 3450. 

gentamicin 3'-acetyltransferase |, gene expression, antibiotic resistance, 
sequence analysis, evolution, transposon Tn21, plasmids 7479. 

geranyltranstransferase, cDNA nucleotide sequence, amino acid sequence 
predictions, man 7279. 

geranyltranstransferase, cDNA nucleotide sequence, gene mapping, man 4424. 

geranyltranstransferase, cloning, nucleotide sequence, gene expression, 
Saccharomyces cerevisiae 6853. 

ce gene, promoters, assembly spore coats, Bacillus subtilis 1749. 
Fi protein, cDNA nucleotide sequence, transcription factors, erythroid cells, 
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mice 1299. ; 
giant gene, expression embryogenesis, Kruppel gene, hunchback gene, kni gene, 
Drosophila melanogaster 735. : 4 
giardin, cDNA nucleotide sequence, Giardia lamblia 1445. 
a-giardin, nucleotide sequence, Giardia lamblia 6209. k 
g30k gene, association ribosomal protein L32 rpmF gene, operons formation, 
Escherichia coli 5423. 
glass gene, nucleotide sequence, requirements development, photoreceptors, 
Drosophila melanogaster 553. R 
gid gene, Ipr gene alleles complemetation, autoimmunity, mice 6621. 
IgB gene, Synechococcus, cloning, Escherichia coli gene expression 882. 
ii gene, gene products, DNA-binding protein, binding analysis, transcription 
factors, polymerase chain reaction, man 10994. a ; 
ims gene, attTn7 gene genetic analysis, transposon Tn7, Escherichia coli 1837. 
&LNS gene, effects on transcription, allantoin, Saccharomyces cerevisiae 7663. 


GLN1 gene, promoters, glutamate-ammonia ligase, Saccharomyces cerevisiae 2723. 


glnA gene, nucleotide sequence, glutamate-ammonia ligase, Methylococcus 
capsulatus 8466. 

ginA gene, transcription activation, nitrogen regulator | phosphate bindin : 
ginA gene, lac gene, Klebsiella pneumoniae nifH gene effects on, Escherichia 
coli 7661. 

glnB gene cloning, characterization, ORF Ill, Pll protein, Rhizobium 
leguminosarum viciae 865. 

ginB gene, nucleotide sequence, gene expression, promoters, NtrC protein 
regulation, Bradyrhizobium japonicum 5706. 

glnB gene proteins, nitrogen regulation, nif gene genetic control, Klebsiella 
pneumoniae 1752. 

ginD gene, promoters, regulation expression, Escherichia coli 1751. 

ginG gene, mutation, enhancement nitrogen regulator | activation ginAp2 
promoter, transcription, Escherichia coli 5963. 

ginS gene, promoters, mutation, glutamine-tRNA ligase, Escherichia coli 3716. 

globin, 5'-flanking regions, nucleotide sequence, evolution relationships, 
Xenopus 191. 

a-globin, B-globin, binding transcription factors, erythroid 
cell-specific, purification, characterization, mice 10964. 

8-globin, 5'-terminus deletion, thalassemia, man 3409. 

B-globin, activation, fetuses development, man 3738. 

pel anomaly, arrangement, populations, man, Blacks, ltaly, Turkey, Spain 

05. 

y-globin, +CCAAT displacement protein interaction, footprinting, cells 

2981 


6-globin, cDNA nucleotide sequence, mRNA splicing, translation analysis 
4562. 


B-globin, cDNA nucleotide sequence, rats 4625. 
globin, clusters, arrangement, DNA polymorphism, man, populations, Korea, Rep. 
8809. 


y-globin, deletion, hemoglobin F persistence, man 3269. 

B-globin, DNA-binding protein, identification, silencers 4971. 

a-globin domains, transcription, chickens erythroblasts 4839. 

a-globin, domains, transcription, RNA, chickens 9512. 

a-globin, dysfunction, hemoglobin H diseases, family studies, Blacks 
populations USA 549. 

globin, evolution, base composition, codon use, genomes organization, Xenopus 
laevis, man 2775. 

a-globin, evolution, Primates, reviews 8010. 

B-globin, gene amplification, polymerase chain reaction, man 8391. 

y-globin, gene conversion, Hylobates lar, evolutionary genetics 6563. 

globin gene D, nucleotide sequence, Chironomus thummi thummi 362. 

B-globin gene expression, deoxyribonuclease hypersensitivity sites, 
Polymerase chain reaction, man 3736. 

B-globin gene, gene expression, differentiation, BFU-E cells, mice 
erythroleukemia cells, man 10790. 

B-globin gene, MRNA precursors splicing, introns, man 9256. 

e-globin gene silencer, identification, transcription regulation, 
nucleotide sequence, cells, man 546. 

B-globin loci, deoxyribonuclease | hypersensitive sites, erythroid 
specific, man 5156. 

globin, methylation, transcription activation, butyrate induction, 
erythrocytes, animal models, chickens 3718. 

B-globin, MRNA splicing, mutation, thalassemia, man 8173. 

a-globin, mutation, gene conversion, amino acid sequence, hemoglobin 

jenetic variance, man 4340. 
oe in, nuclei DNA, estimation, branching dates, clocks, evolution, Primates 
rays 

B-globin, nucleotide sequence, DNA methylation, cells, mice 7510. 

B-globin, nucleotide sequence, ducks 8581. 

B-globin, nucleotide sequence, rats 1204, 3586. 

globin, nucleotide sequence, transcription pseudogenes, rabbits 509. 

B-globin, nucleotide sequence, variation, comparison, rats 3383. 

B-globin, point mutation, snRNA base pairs assays, mRNA splicing, man 2161. 

y-globin, promoters, B-globin enhancers, role, regulatory nucleotide 
sequence, gene expression, man 10674. 

8-globin promoters CACCC box, identification DNA-binding protein, man 1967. 

een promoters, cations effects on non-B form DNA structure, chickens 


globin, promoters, deletion, association, gene expression, man 2416. 

y-globin, promoters mutation, gene amplification, man 7889. 

61-globin promoters, nucleotide sequence, nuclear factors binding, man 
3375. 


t-globin, promoters, transcription regulation, proteins DNA interaction 
4991. 


B-globin, pseudogenes, nucleotide sequence, evolution, goats 3413. 

B-globin, repressors, gene expression, man 4724. 

e-globin, restriction endonuclease mapping, promoters activity, erythroid 
cells development, man 10670. 

a-globin, restriction fragment length polymorphism, deoxyribonuclease 

lil, sickle cell disease, USA 4581. 

8-globin, splicing sites, man 216. 

6-globin, thalassemia, TATA box mutation, detection, prenatal diagnosis, 
man 8509. 

ea is transcription, deoxyribonuclease resistant, chromatin, chickens 


B-globin, +transcription factors binding, DNA-binding protein, 
characterization, cells, mice 10960. 
8-globin, transcription, monkeys, evolutionary genetics 8156. 
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e-globin, transcription regulation, Alu repeated sequence elements role, 
qnan 10675. ; 

a’*-globin, transcription systems, factors requirements, ducks 8158. 

B-globin, transcripts, hexamethylene bisacetamide, dimethyl sulfoxide 
induction, Friend erythroleukemia cells, man 8154. 

«2u-globulin, CDNA nucleotide sequence, liver, rats 5604. 

a2u-globulin promoters, identification DNA-binding protein, rats 7979. 

gip-1 gene, nucleotide sequence, expression development, Caenorhabditis 
elegans 3321. 

gip-1 gene, nucleotide sequence, similarity lin-12 gene, Caenorhabditis 
elegans 3332. 3 

glpF gene, nucleotide sequence, bent DNA, Escherichia coli 5215. 
is gene, glutaminase, cDNA, mapping, localization, chromosomes, man, rats, 
mice 7525. 

gitC gene, transcription, gene regulation, GitC protein, Bacillus subtilis 
6685, 


gitP gene, cloning, nucleotide sequence, glutamic acid, aspartic acid 
transport proteins, Escherichia coli 10765. 
gltX gene cloning, nucleotide sequence, Rhizobium meliloti 7813. 
glucan 1,4-a-glucosidase, cloning, transformation, gene amplification, 
overproduction, industrial strains, Aspergillus niger 1883. 
glucan 1,4-a-glucosidase, Rhizopus oryzae, cloning, glyceraldehyde 
3-phosphate dehydrogenase promoters containing cloning vectors, transformati 
gene expression, Saccharomyces cerevisiae 2842. 
glucan 1,4-a-maltotetraohydrolase, Pseudomonas saccharophila, cloning, 
gene expression, Escherichia coli 3876. 
glucocorticoids receptors, gene mapping, chromosome 5, man 2496. 
glucocorticoids receptors, GR gene expression, mice 7871. 
haa responsiveness, induction, transcription, hepatocytes, rats 
1727. 
glucokinase gene expression, islets of Langerhans, liver, rats 5783. 
glucokinase, promoters, activity, pancreas cells, man 8299. 
glucokinase, transcription, thyroid hormones effects on, liver, rats 5118. 
glucosamine-6-sulfatase, cDNA nucleotide sequence, ho! , man 1576. 
glucose dehydrogenase, gdh gene gene expression, role DNA-directed RNA 
polymerase o chain, Bacillus subtilis 7910. 
glucose dehydrogenase (NAD~) gdhB gene, nucleotide sequence, Acinetobacter 
calcoaceticus 1332. 
glucose dehydrogenase, nucleotide sequence, Drosophila melanogaster 361. 
glucose oxidase, cDNA nucleotide sequence, amino acid sequence predictions, 
Aspergillus niger 8418. 
glucose transport proteins, cDNA nucleotide sequence, blood-brain barrier, 
pigs 5590. 
glucose transport proteins, cDNA nucleotide sequence, liver, mice 6567. 
glucose transport proteins, isolation, characterization, mice 6549. 
glucose transporter cDNA nucleotide sequence, liver, mice 3519. 
glucose transporter, cloning, cDNA nucleotide sequence, microinjection Xenopus 
laevis oocytes, islets of Langerhans, pancreas 2536. 
ohueose Pou protein, nucleotide sequence, hamsters, conservation, rats 
glucose-regulated protein-coding gene, GRP78 enhancer+promoters interaction, 
characterization, transfection, fibroblasts, hamsters 1813. 
glucose-1-phosphatase agp gene, nucleotide sequence, transcription, gene 
expression, promoters identification, Escherichia coli 6623. 
glucose-1-phosphate adenylyltransferase, cDNA nucleotide sequence, amino acid 
sequence predictions, seeds, O: sativa 450. 
glucose-1-phosphate adenylyltransferase, isolation, cDNA nucleotide sequence, 
leaves, endosperm, Triticum aestivum 5526. 
glucose-6-phosphate dehydrogenase, cDNA nucleotide sequence, homology, man,’ 
Drosophila melanogaster 348. 
glucose-6-phosphate dehydrogenase, cDNA nucleotide sequence, rats 1662. 
sory guanine dehydrogenase, cloning, Escherichia coli gene expression, 
man S 
glucose-6-phosphate dehydrogenase gene, glucose-6-phosphate dehydrogenase 
deficiency, point mutation variants, amino acid sequence substitution, man 578. 
glucose-6-phosphate dehydrogenase Mahidol, nucleotide sequence, mutation 
identification, man 3365. 
glucose-6-phosphate isomerase, cloning, nucleotide sequence, Trypanosoma 
brucei 3558. 
glucose-6-phosphate isomerase, nucleotide sequence, Escherichia coli 1575. 
Sco eee cDNA nucleotide sequence, amino acid sequence predictions, 
man H 
B-glucosidase, cDNA nucleotide sequence, amino acid sequence predictions, 
man, rats 4422. 
Pglusceres. cloning, gene expression, hybridization analysis, 
treptomyces 2843. 
B-glueceiene Li genes, cDNA restriction fragment length polymorphism, 
rifolium repens 9463. 
a-glucosidase, MAL2 gene, mutants, nucleotide sequence, Saccharomyces 
cerevisiae 2442. 
B-glucosidase, mutation detection, ribonuclease A, cleavage, gel 
electrophoresis, man 3172. 
B-glucosidase, Ruminococcus albus, cloning, cloning vectors, plasmid \ 
pZA22, transformation, @er transfer, gene expression, Zymomonas mobilis 3877 | 
rs iat oa cDNA, gene transfer, retrovirus cloning vectors, mice, man 
olucey eee: chromosomes mapping, nucleotide sequence, man, comparison} 
mice ; 
glucosylceramidase, promoters, gene expression lymphocytes B, Gaucher's | 
disease, man 695. 
B-glucuronidase, antisense RNA, gene expression, embryos, mice, 
B-glucuronidase, complex, haplotypes, nucleotide sequence, comparison, 
mice 3502. 
B-glucuronidase, Escherichia coli, transformation, Glycine max, 
inheritence 5819. 
Peg uauenrees. expression, cauliflower mosaic virus promoters, 
chizosaccharomyces pombe 6885. 
B-glucuronidase gus gene, stability, gene expression, geminivirus cloning 
vectors 1814. 
B-glucuronidase, introns splicing, Agrobacterium tumefaciens 
transformation Arabidopsis thaliana 6871. 
B-glucuronidase, nucleotide sequence, spermatozoa mice 500. 
8-glucuronidase, patatin, gene expression, regulation, sucrose, Nicotiana 
tabacum 4765. 
B-glucuronidase, T-DNA expression, Agrobacterium tumefaciens 


nes, (continued) 
= transformation 7689. 
E ee eronese, transfection man fibroblasts, mucopolysaccharidosis type 
ll, rats 9816. 
| glucuronosyltransterase, cDNA nucleotide sequence, amino acid sequence 
3 predictions, rats 4642. 
is Beep cmeeyiensiexeso, transfection Saccharomyces cerevisiae, mice 7831 
J GLUT4 gene, insulin-responsive glucose transporter, restriction fragment 
ie length polymorphism, chromosome 17, man 146. 
6} glutamate dehydrogenase cDNA nucleotide sequence, Chlorella sorokiniana 7170. 
6}, glutamate dehydrogenase, cDNA nucleotide sequence, liver, man 616. 
61 glutamate dehydrogenase (NADP*), gdhA gene, nucleotide sequence, 
e! Aspergillus nidulans 2448. 
‘ps plt) glutamate-ammonia ligase, cDNA nucleotide sequence, amino acid sequence 
is predictions, Oryza sativa 4635. 
3}, glutamate-ammonia ligase, cDNA nucleotide sequence, amino acid sequence 
predictions, Hordeum vulgare 8411. 
| glutamate-ammonia ligase cDNA nucleotide sequence, chickens 8545. 
}\ glutamate-ammonia ligase, cDNA nucleotide sequence, roots nodules, Lupinus 
Wk angustifolius 8607. 
5) glutamate-ammonia ligase, cloning, expression, nucleotide sequence, mice 1609. 
if} glutamate-ammonia ligase, cloning, gene products overproduction, Medicago 
i sativa 1905. 
i, glutamate-ammonia ligase giInA gene, gene expression, activation, nitrogen 
. regulator | phosphate complex interaction RNA-directed RNA polymerase, 
Escherichia coli 5717. 
#) glutamate-ammonia ligase, ginA gene, nucleotide sequence, Methylococcus 
» capsulatus 8466. 
6) glutamate-ammonia ligase ginA gene, nucleotide sequence, Bacillus cereus 392. 
| glutamate-ammonia ligase gin!l gene, gene expression, gene regulation, ntrA 
gene, Rhizobium meliloti 5718. 
_ glutamate-ammonia ligase, GLN1 gene, promoters, Saccharomyces cerevisiae 2723. 
| glutamate-ammonia ligase gItA gene, gItB gene, transcription, gene regulation, 
GItC protein, Bacillus subtilis 6685. 
| glutamate-ammonia ligase, proteins, gene expression, cDNA nucleotide sequence, 
/ Phaseolus vulgaris 8487. 
L-glutamate-cysteine ligase, cDNA nucleotide sequence, amino acid sequence 
predictions, kidney, rats 7435. 
glutamic acid receptors subunits, cDNA nucleotide sequence, amine acid 
§ _ sequence prediction, chicken 6240. 
i, D-glutamic-acid-adding enzyme murD gene, gene mapping, association murE gene 
murG gene regions, Escherichia coli 5376. 
y-glutamyltransferase cDNA nucleotide sequence, mRNA expression, kidney, 
a tats 8165. 
| y-glutamyltransferase, gene, expression, brain capillaries, pigs 6841. 
ii y-glutamyltransferase ggt gene, nucleotide sequence, Escherichia coli 5331. 
glutathione peroxidase, cDNA nucleotide sequence, liver, man 4545, 7508. 
glutathione peroxidase, cDNA nucleotide sequence, selenocysteine, mice, 
d cattle, man 3366. 
18 glutathione reductase (NAD(P)H), cDNA nucleotide sequence, man, mice 10431. 
; glutathione transferase, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 6201. 
glutathione transferase, cDNA nucleotide sequence, amino acid sequence 
~ predictions, Drosophila melanogaster, Zea mays 6592. 
‘© glutathione transferase, enhancers, nucleotide sequence, gene expression 
regulation, cells, man 10678. 
glutathione transferase, gene fusion, expression, regulatory promoters 
» identification, induction, transfection, liver, mice 8783. 
'§) glutathione transferase isoenzymes, cDNA nucleotide sequence, testes, brain, 
= ~=man 10458. ; 
6) glutathione transferase, mice, cDNA nucleotide sequence, homology, Yb1 gene, 
@ Yb2 gene, rats 8364. 
'§ glutathione transferase P, structure, function analysis, phorbol 12-myristate 
l| 13-acetate diester sequence, GPEI enhancers, rats 7457. 
glutathione transferase, synthetic, nucleotide sequence, expression, use 
Escherichia coli, Zea mays 1452. 
») glutathione transferase Yb1 subunit, nucleotide sequence, liver, rats 9479. 
= glutelin, cDNA nucleotide sequence, amino acid sequence predictions, Oryza 
18 sativa 5581. 
#| glutelin, cDNA nucleotide sequence, Oryza sativa 5221, 8588. 
\ glutelin, nucleotide sequence, Oryza sativa 2382. 
‘l§) glutelin, structure, gene expression, Oryza sativa 8500. 
} glutenin, cDNA nucleotide sequence, Triticum 226. 
= glutenin, cloning, Escherichia coli gene expression, Triticum aestivum 5900. 
®| gluthathione transferase, cloning, gene expression, genetic control, man 7693. 
* glyA gene, transcripts, MRNA decay, role secondary structure, pnp gene rnb 
gene mutation, Escherichia coli 6127. 
'® glyceraldehyde-3-phosphate dehydrogenase, cDNA nucleotide sequence, 
4 Ewcroplots, Spinacea oleracea, Pisum sativum 2397. 
8) glyceraldehyde-3-phosphate dehydrogenase gap gene, gap operon, gene 
' expression, Zymomonas mobilis 6095. 
glyceraldehyde-3-phosphate dehydrogenase gene families, mapping, cDNA, 
nucleotide sequence, X chromosome, man 8269. 
glyceraldehyde-3-phosphate dehydrogenase, insulin effects on expression, MRNA 
transcription, cis-acting regulatory sequence, 3T3-F442A adipocyte cells, H35 
| hepatoma cells, man 1123. 
q) pfeil 3-phosphate dehydrogenase, nucleotide sequence, Aspergillus 
) nidulans ; 
9) glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, Thermus 
». aquaticus 6315. 
®) glyceraldehyde-3-phosphate dehydrogenase, RNA splicing, detection, leader 
/ sequence, Caenorhabditis elegans 4146. 
® glycerate dehydrogenase cDNA nucleotide sequence, Cucumis sativus 3402. 
'® glycerol-3-phosphate acyltransferase, cDNA nucleotide sequence, Cucurbita 
' moschata 3274. 
glycerol-3-phosphate (NAD*), structure, Drosophila melanogaster 367. 
) glycinin, Gy1 gene nucleotide sequence, Glycine max 3288. 
glycinin, Gy2 gene nucleotide sequence, Glycine max 3287. 
' glycinin, Gy3 gene nucleotide sequence, Glycine max 3286. 
glycophorin A, glycophorin B, restriction endonuclease mapping, expression, 
Miltenberger class V erythrocytes, man 8624. 
= glycophorin C, promoters, enhancers, structure, erythrocytes 2738. 
4 glycophorin C, rearrangement, erythrocytes membranes, man 7465. 
§ glycophorin, cDNA nucleotide sequence, membrane proteins, mice 5564. 
glycophorin, Sta variant, nucleotide sequence, crossing-over identification, 
man 10443. 
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glycoprotein B-galactosyltransferase cDNA nucleotide sequence, liver, 
cattle 3550. 

glycoprotein 8-galactosyitransferase, isoprenaline induced transcription, 
inhibition, cycloheximide, actinomycin D, rats 702. 

glycoprotein A, nucleotide sequence, similarity Marek’s disease virus, 
herpesvirus (turkey) 7250. 

glycoprotein B, nucleotide sequence, cytomegalovirus (human) 2436. 

B1-glycoprotein, carcinoembryonic antigen, gene families, homology, amino 
acid sequence, pregnancy specific, 81-glycoprotein, 604. 

P-glycoprotein, cDNA nucleotide sequence, drug resistance, man 4412. : 

P-glycoprotein cDNA nucleotide sequence, multidrug resistance, adrenal gland, 
man 4328. 

gepoten E2, mouse hepatitis virus 4, nucleotide sequence, polymorphism 

P-glycoprotein gene transfer, nuclear polyhedrosis virus cloning vectors, 

podoptera frugiperda host systems 7710. 

glycoprotein gll, nucleotide sequence, pseudorabies virus 453. 

glycoprotein H, cloning, nucleotide sequence, gene expression, glycoprotein 
p86 coding, cytomegalovirus (human) 1254. 

glycoprotein hormones a subunit luteinizing hormone, promoters, cyclic AMP 
response elements role gene eee eNO, placenta 2727. 

glycoprotein horrnones a-subunit, CCAAT binding factors, identification, 
man 9974. 

glycoprotein hormones a-subunit, transfection, regulation, 
dexamethasone+thyroid hormones effects on, man 3807. 

82-glycoprotein | CDNA nucleotide sequence, rats 3574. 

glycoprotein la, VLA-2, collagen receptors cDNA nucleotide sequence, 
comparison integrin, platelets, man 3639. 

glycoprotein IIb, cDNA nucleotide sequence, amino acid sequence predictions, 
platelets, man 8412. 

glycoprotein Illa, Leva nucleotide sequence, platelets, man 10448. 

glycoprotein IX cDNA nucleotide sequence, platelets, man 3326. 

ig Sy ceil MDR1 gene, MDR2 gene, nucleotide sequence, drug resistance, 
man 6556. 

P-glycoprotein, pgp1 gene, genomes nucleotide sequence, hamsters 1637. 

glycoproteins, bovine leukemia virus envelopes, cloning, Saccharomyces 
cerevisiae gene expression 866. 

glycoproteins, cDNA nucleotide sequence, amino acid sequence predictions, 
Strongylocentrotus purpuratus 7303. 

glycoproteins, mast cells, cDNA nucleotide sequence, amino acid sequence 
predictions, mice 5633. 

glycoproteins, mice, cDNA nucleotide sequence, homology, cell surface 
antigens, proteoglycans link protein, man 9520. 

glycoproteins, mutation, Bernard-Soulier syndrome, man 7215. 

glycoproteins, self-incompatibility, cDNA nucleotide sequence, Brassica 
oleracea 7398. 

glycoproteins, structure, Glanzmann thrombasthenia patients, man, Israel 3830. 

glycoproteins type Ill, CDNA nucleotide sequence, adrenal medulla, cattle 9482. 

ays gene mutation, effects on glycine-tRNA ligase activity 5025. 
M2 protein, activators proteins, CDNA nucleotide sequence, man 2405. 

GM4(NeuAc) gene, gene expression, regulation, eothron ee) mice 9807. 

gnd gene, nucleotide sequence, phosphogluconate dehydrogenase, Salmonella 
typhimurium 1446. 

gonadotropin-releasing hormone, nucleotide sequence, man 7498. 

gonadotropins cDNA nucleotide sequence, Oncorhynchus keta 6370. 

gonads, cDNA nucleotide sequence, chickens 635. 

oe antigen, cDNA nucleotide sequence, Heymann nephritis, autoimmunity, rats 

7. 


gp24A gene, gp24B gene, genomes nucleotide sequence, Dictyostelium discoideum 
6379. 

gp24B gene, gp24A gene, genomes nucleotide sequence, Dictyostelium discoideum 
6379. 


Gpci gene, glyceraldehyde-3-phosphate dehydrogenase, nucleotide sequence, 
evolution, regulation, anaerobic conditions, Zea mays 3355. 

gpd gene, gene mapping, Methylobacillus flagellatum 10362. 
PH1 gene, phosphorylase, RNA analysis, Saccharomyces cerevisiae 4123. 

get gene, gene mapping, pepD gene nucleotide sequence 2578. 
R gene, expression, glucocorticoids receptors, mice 7871. 

granulocyte colony-stimulating factor, deoxyribonuclease Stul, restriction 
fragment length polymorphism, chromosome 17, man 6526. 

granulocyte colony-stimulating factor, gene expression, carcinoma, man 9757. 

cranilocseriay oenede colony-stimulating factor, CDNA nucleotide sequence 

granulocyte-macrophage colony-stimulating factor, cloning, gene expression, 
lymphocytes, cattle 1896. 

granulocyte-macrophage colony-stimulating factor, interleukin 2 receptors, 
expression, T-cell leukemia virus | (human) tax gene transfection stimulation, 
transgenic mice 3766. 

granulocyte-macrophage colony-stimulating factor, mapping, gel 
electrophoresis, cloning, mice 9456. 

granulocyte-macrophage colony-stimulating factor, promoters, binding NF-«B 
protein, gene i arly lymphocytes T, man 10650. 

GRM protein, PRTF protein, nucleotide sequence, identity FUN80 gene MCM1 gene, 
binding promoters, transcription factors, Saccharomyces cerevisiae 6372. 

gro gene, interleukin 1 induction, secretion melanoma growth stimulatory 
activity factor, endothelium cells, man 751. 

GRO gene, restriction fragment length polymorphism, deoxyribonuclease Scal, 
chromosome 4 4507. 

groE gene, promoters, interaction DNA-directed RNA polymerase, Escherichia 
coli 5914, 5918. 

growth factors, cDNA nucleotide sequence, amino acid sequence predictions, 
hepatocytes, man 3388. 

growth factors, cDNA nucleotide sequence, homology, cells, mice 4624. 

growth factors, hepatocytes, cDNA nucleotide sequence, rats 8463. 

growth pomnons: cDNA nucleotide sequence, amino acid sequence predictions, 
pigs y 

growth hormone, cDNA nucleotide sequence, amino acid sequence predictions, 
pituitary, Nag el keta 7246. 

growth hormone, cDNA nucleotide sequence, cattle 8584. 

growth hormone, cDNA nucleotide sequence, chickens 8559. 

growth hormone, cDNA nucleotide sequence, Paralichthys olivaceus 261. 

growth hormone, cDNA nucleotide sequence, pituitary, Creohnrabhs kisutch 329. 

growth hormone, cDNA nucleotide sequence, pituitary, Xenopus laevis 7402. 

growth hormone, cloning, Escherichia coli gene expression, nucleotide 
sequence, cattle 5290. 
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Genes, (continued) f 
growth hormone, cloning, Escherichia coli gene expression, placenta, man 7870. 
growth hormone, expression, fibroblasts, mice, man 4840. at 
growth hormone, man, gene expression, gene regulation, metallothionein 
promoters, host systems, CHO cells 849. 
growth hormone, nucleotide sequence clones, homology repeated sequence 
prolactin placental lactogen, evolution, Salmo gairdneri 344. 
growth hormone precursors, cDNA nucleotide sequence, Pagrus major 9428. 
growth hormone, prolactin, promoters, binding Pit-1 protein, rats 1978. 
growth hormone, promoters activity, DNA methylation, rats 8224. 
growth hormone, promoters, factors binding, man 7992. 
growth hormone promoters, thyroid hormones regulation gene expression, DNA 
footprinting, rats 5752. 
growth hormone receptors, deletion, dwarfism, man 7463. 
growth hormone receptors, transcripts, alternative splicing growth 
hormone-binding protein serum, cDNA nucleotide sequence, rats 3142. 
growth hormone, repressors nucleotide sequence, DNA-binding protein, rats 9738. 
growth hormone, thyroid, response elements, rats 8823. 
growth hormone, transcription regulation, DNA-binding protein, NFI protein, 
activator protein-2, man 9758. 
growth hormone, transfection, haere ire Salmo gairdneri, Cyprinus carpio 7841. 
growth hormone-binding protein, cDNA nucleotide sequence, alternative splicing 
transcripts growth hormone receptors ee rats 3142. 
growth-arrest-specific gene, loci, deoxyribonuclease Taq}, restriction 
fragment length polymorphism, chromosome 4, man 6533. 
growth-related protein GAP-43 cDNA nucleotide sequence, homology, Drosophila 
5230. 
GRP 1.8 protein, promoters, fusion B-glucoionidase genes, transfection, 
transgenic Nicotiana tabacum, Phaseolus vulgaris 1875. 
grp78 gene activation, heat shock gene families, acute phase substances 
response, liver, rats 6754. 
grpE gene, dnaK gene, dnaJ gene, gene products, role initiation phage » 
DNA replication in vitro, heat shock proteins, Escherichia coli 1703. 
grsA gene, nucleotide sequence, open reading frames, gramicidin S biosynthesis 
operons, Bacillus brevis 5351. 
grsB gene, nucleotide sequence, open reading frames, gramicidin S biosynthesis 
operons, Bacillus brevis 5351. 
GS 1 gene cloning, nucleotide sequence, gramicidin S synthase 1, Bacillus 
brevis 7843. 
gsk gene, gene mapping, nucleotide Sequence! nucleotides biosynthesis, 
jiuanosine kinase role, Escherichia coli 277. 
GST1-Hs gene, human homologue, Saccharomyces cerevisiae GST1 gene, guanine 
nucleotide-binding protein, amino acid sequence, Saccharomyces cerevisiae 2566. 
gtfA gene, nucleotide sequence, Streptococcus mutans 5183. 
gtfD gene, cloning vectors, plasmid pNH4, dextransucrase purification, 
Streptococcus mutans 6891. 
GTPase-activating protein, cDNA nucleotide sequence, gene products binding ras 
gene p21 gene products, cattle 228. : 
guanine nucleotide-binding protein y chain, cDNA nucleotide sequence, 
similarity ras gene, polymerase chain reaction, cattle 133. 
guanine nucleotide-binding protein 8 subunit, gene expression, nucleotide 
sequence, Drosophila melanogaster 366. 
guanine nucleotide-binding protein, a subunit, signal transduction, 
cloning, nucleotide sequence, man 1611. 
guanine nucleotide-binding protein a-subunit, CDNA nucleotide sequence, 
nervous system, ovary, Drosophila melanogaster 4241. 
guanine nucleotide-binding protein a-subunit dgo gene, cDNA nucleotide 
sequence, amino acid sequence predictions, Drosophila melanogaster 4243. 
guanine nucleotide-binding protein, cDNA nucleotide uence, amino acid 
sequence predictions, central nervous system, Drosophila melanogaster 4240. 
guanine nucleotide-binding protein cDNA nucleotide sequence, expression, 
heart, dogs 4329. 
guanine nucleotide-binding protein, mRNA nucleotide sequence, alternate 
promoters exons location, guanine nucleotide-binding protein, dogs, man 10406. 
guanine nucleotide-binding protein subunits, CDNA nucleotide sequence, amino 
acid sequence predictions, man 7286. 
guanosine 3',5'-bis(diphosphate) 3’-pyrophosphatase, spoT gene, nucleotide 
sequence, Escherichia coli 5259. 
[yee cyclase receptors, cDNA nucleotide sequence, brain, rats 4618. 
US gene, gene transfer, DNA, hemimethylation, activity, protoplasts, 
Nicotiana 7875. 
gusA gene, transformation, A beate msc Zea mays 6777. 
gvpD gene, gvpE gene, nucleotide sequence, plasmid pNRC100, Halobacterium 
salinarium 4415. 
gvpE gene, gvpD gene, nucleotide sequence, plasmid pNRC100, Halobacterium 
Salinarium 4415. 
gyrA gene, gene expression, oxolinic acid stimulation, inhibition DNA 
topoisomerase (ATP-hydrolysing), Escherichia coli 6094. 
gyrA gene, gyrB gene, nucleotide sequence, DNA topoisomerase 
(A Ba i er Staphylococcus aureus, quinolones resistance, homology, 
Escherichia coli, Bacillus subtilis 10371. 
gyrA gene, nucleotide sequence, DNA topoisomerase (ATP-hydrolysing), 
Klebsiella pneumoniae 8335. 
gyrA gene, promoters, transcription, DNA unwinding enhancement termination, 
Escherichia coli 4729. 
gyrB gene, dnaA gene, recF gene, dnaN gene, nucleotide sequence, Pseudomonas 
putida 2581. 
gyrB gene mutation, DNA supercoiling, regulation, Escherichia coli 7584. 
gyrB gene, mutation, role par A mutants, DNA topoisomerase (ATP-hydrolysing), 
Escherichia coli 1939. 
H19 gene, cloning, nucleotide sequence, gene products, RNA function 4549. 
H1 gene, histones clusters, characterization, mice 1599. 
ao een histones mRNA precursors processing, substrates requirements, mice 
H1 gene, repressors, repression hag48 gene operators mutants, 
fharacterization, flagellin, Escherichia coli 3724. 
H™ transporting ATP synthase, y chain, atpC gene, nucleotide sequence, 
ynechocystis 7234. 
H” -transporting ATP synthase 8-subunit, cDNA nucleotide sequence, 
eart, cattle 9499. 
H™ -transporting ATP synthase, a chain, VMA1 gene, nucleotide sequence, 
Saccharomyces cerevisiae 9542. 
H"-transporting ATP synthase, cDNA nucleotide sequence, gene expression, 
itochondria, cattle 3583. 
H™ -transporting ATP synthase, cDNA nucleotide sequence, amino acid sequence 
predictions, plasma membranes, Nicotiana plumbaginifolia 5632. 


Genes, (continued 


H_” -transporting ATP synthase, cDNA nucleotide sequence, liver, rats 8282. 
H*-transporting ATP synthase, cDNA nucleotide sequence, amino acid sequence 
Predictions, liver, rats 8379. 
H" -transporting ATP synthase cDNA nucleotide sequence, Ipomoea batatas 9509. 
H*-transporting ATP synthase, gene expression, heart mitochondria, cDNA 
pucleotide sequence, homology, rats, man 9445. 
H™-transporting ATP synthase, genomes nucleotide sequence, mitochondria, 
Phytophthora megan eais glycinea 4430. 
H"-transporting ATP synthase, lipoproteins, nucleotide sequence, Sulfolobus 
idocaldarius 7256. 
H™ -transporting ATP synthase, nucleotide sequence, mapping, expression, man 
469. 
H” -transporting ATP synthase, nucleotide sequence, RNA 7S relationship, 
mitochondria, chickens 8134. 
H™ -transporting ATP synthase, regulatory nucleotide sequence, enhancers, 
jan 9755. 
bie ceases ATP synthase subunits, cDNA nucleotide sequence, cattle 
20. 
H" -transporting ATP synthase, tic gene, nucleotide sequence, Rickettsia 
prowazekii 6350. 
ha gene, operators mutants, H1 gene repressors repression, flagellin, 
scherichia coli 3724. 
hairy gene, cDNA nucleotide sequence, homology N-myc gene, Drosophila 
melanogaster 3491. 
haloalkane dehalogenase dhiA gene, cloning, nucleotide sequence, Xanthobacter | 
autotrophicus, gene expression, Pseudomonas, Escherichia coli 6242. . 
halorhodopsin, nucleotide sequence, amino acid sequence predictions, 
Natronobacterium pharaonis 7167. 
Hanukah factors, killer cells, coding, lymphocytes T proteinase, man 2419. 
HAP2 gene, COX6 gene, promoters, Saccharomyces cerevisiae 6703. 
HAP4 gene, nucleotide sequence, gene products activation CYC1 gene, 
transcription factors, Saccharomyces cerevisiae 1433. 
HAP1 protein, mutation, effects on activation CYC7 gene without effects on DNA 
binding, Saccharomyces cerevisiae 4980. 
haptoglobin « cDNA, deoxyribonuclease Avall restriction fragment length 
polymorphism, chromosome 16, man 3578. 
I: promoters, transcription factors, interleukin 6, Hep3B cells, man 
1785. 


HBS gene, nucleotide sequence, elongation factor EF-G, Thermus thermophilus 
5191. 

hCS-1 gene, cDNA nucleotide sequence, chorionic somatomammotropin 1, man 4233) 

H1-d gene, H1-j gene, nucleotide sequence, flagellin, polymerase in 
reaction, Salmonella typhi 3468. 

H1-d gene, nucleotide sequence, flagellin, Salmonella typhi 7321. 

heart B-myosin heavy chains, cDNA nucleotide sequence, hamsters 1189. 

heart myosin light chains, cDNA nucleotide sequence, man 1244. 

heart myosin light chains, cDNA nucleotide sequence, rats 1239. 

heat shock, one expression, induction, exposure, ionizing radiation 8220. 

heat shock, Gmhsp17.5-E gene, promoters, regulatory domains, nucleotide 
sequence, Glycine max 8536. 

heat shock HSP 70+DNA topoisomerase interaction sites, mapping, cells, 
Drosophila melanogaster 6936. 

heat shock Hsp26 protein, nucleotide sequence, Saccharomyces cerevisiae 571. 

heat ne hsp68 gene lac2 gene hybrids, expression, induction, transgenic 
mice 839. 

heat shock Hsp70 protein, nucleotide sequence, gene expression, Bremia 
lactucae 449. - 

heat shock htpR gene, gene expression regulation, Escherichia coli 5777. 

heat shock like antigens, nucleotide sequence, Plasmodium falciparum 117. 

heat shock protein HSP70 gene, transcription factors effects on promoters 4988. 

heat shock proteins, cDNA nucleotide sequence, amino acid sequence 
predictions, tumor cells, man 441. 

heat shock proteins, cDNA nucleotide sequence, amino acid sequence 
predictions, sic borg man 3297. 

heat shock proteins, cDNA nucleotide sequence, Arabidopsis thaliana 3446. 

heat shock proteins, cDNA nucleotide juences, Chenopodium rubrum 2632. 

heat shock proteins, characterization, Arabidopsis thaliana 6273. 

heat shock proteins, heat shock proteins inhibition DNA-directed RNA 
polymerase transcription, Escherichia coli 5913. 

heat shock proteins, HSP70, cDNA nucleotide sequence, man 10418. 

heat shock proteins, nucleotide sequence, Plasmodium falciparum 2450. 

heat shock proteins, nucleotide sequence, Synachocdecus 4900; 

heat shock proteins, promoters, nucleotide sequence, function, chickens 3386. 

heat shock proteins, regulation, nucleotide sequence, man 7509. 

heat shock proteins, testes specificity, nucleotide sequence, rats 8343. 

heat shock, sequence evolution, Drosophila 1271. 

heat shock, transcription, activation, Drosophila 2779. 

bare enterotoxins, isolation, nucleotide sequence, Escherichia coli 

HEM13 gene, coproporphyrinogen oxidase, nucleotide sequence, Saccharomyces 

re coronene he . 4 
lem3 gene, nucleotide sequence, use genes disruption mutants, hobilinogen 
deaminase, Candida albicans 1666. os . Poe 

hemA gene, cloning, nucleotide sequence, gene mapping, Escherichia coli 6352. 

ee gore nucleotide sequence, 5-aminolevulinate synthase, Escherichia coli 

hemA gene, nucleotide sequence, 5-aminolevulinic acid biosynthesis, 
Escherichia coli 5337. 

hemagglutinins, Bacteroides gingivalis, gene expression, Escherichia coli 6883. 

hemagglutinins, nucleotide sequence, evolution, geographical variations, 
clinical isolates, influenza virus 1057. 

hemagglutinins, nucleotide sequence, evolution, pelpesweus (equine) 1 1056. 

hie tb rRNA 28S insertion sequences, pathogenicity, influenza virus 

hemagglutinins, sialidase, nucleotide sequence variability, evolution, 
clinical isolates, Newcastle disease virus 1048. 

hemeponstianie sialidase, cDNA nucleotide sequence, mumps virus Miyahara 

rain 59. 
heme metabolism, respiration, cloning, Bradyrhizobium japonicum 852. 
hemogiobiey 8 chain, construction synthetic polyadenylation sites, rabbits 


hemoglobin, « chain, enhancers, chickens 1723. 

hemoglobin, 8 chain, enhancers trans activation promoters 7687. 
hemoglobin, B chain, enhancers, transfection transgenic mice, man 697. 
hemoglobin, 8 chain, genomes nucleotide sequence, rabbits 155. 


{ eS, (continued) 
,20f hemoglobin, 8 chain, nucleotide sequence, variation, 8-thalassemia, 
, man 10462. 
i 20 hemoglobin, « chain, promoters, enhancers, mice, man 3735. 
ts du 208 aes chain, promoters, mutation, enhancement Sp1 protein binding, 
’ i) man 6725. 
mr hemoglobin, 8 chain, promoters, PAL protein, CON protein, binding, 
“ag transcription factors, chickens 1995. 
of hemoglobin, B chain, transfection, mice, man 1800. 
) hemoglobin, 8 chain, transfection, translation defects transcripts, 
resin 5) thalassemia, transgenic mice, man 7869. 
™\ som hemoglobin, cDNA nucleotide sequence, Artemia 7298. 
a} hemoglobin E, thalassemia, detection, DNA amplification, man, Thailand 2790. 
of hemoglobin, erythroid cells, DNA-binding protein, enhancers, transcription 
9) factors, gene regulation, chickens 5742. 
0 hemoglobin, fetal genes switching, DNA methylation, man 4711. 
of hemoglobin, nucleotide sequence, Chironomus thummi piger 3535. 
hemoglobin, structure, Lumbricus terrestris 8261. 
4§ B-hemoglobin, Le ed initiation, inhibition, 
0, 5,6-dichloro-1-B-D-ribofuranosylbenzimidazole, man 2773. 
.... Sf hemoglobin, transfection, - chain switching B chain, transgenic mice, 
§) «man 7827. 
\ al hemoglobin type IV, cDNA nucleotide sequence, Glycera dibranchiata 6517. 
Si hemoglobin VHb gene, Vitreoscilla, cloning, gene expression, oxygen dependent 


ze 


aes) 


iO). ppomoters; gene vs powell Escherichia coli 5730. t 
* tite’ B-hemolysin, nucleotide sequence, amino acid sequence predictions, 


ii \@) hemolysins, cloning, gene expression, Actinobacillus pleuropneumoniae 5885, 
y 6835. 


Ca «| hemolysins, Leptospira interrogans, cloning Escherichia coli, gene expression 
i 6858 


iy G)hemolysins, tdh gene, nucleotide sequence, Vibrio parahaemolyticus 6426. 
{ i can be trh gene, cloning, nucleotide sequence, amino acid sequence 
eet 0 ) pr ictions, comparison thermostable direct tdh gene, Vibrio parahaemolyticus 
Wh 5402. 
(ti 9G) hemopexin, promoters, cis-acting elements identification, nucleotide sequence, 
liver, man 6452. 
3408 8 hemopexin, promoters, identification interleukin 6 response elements, acute 
) phase substances, liver, man 6739. 
elena heparin cofactor Il, cDNA nucleotide sequence chromosomes localization, 
1 restriction fragment length polymorphism, liver, man 532. 
sti iliistheparin-binding growth factor 1, fibroblast growth factor (acidic), genomes 
He ' nucleotide sequence, man 4250. ‘ 
/hepatic gap junctions, cDNA nucleotide sequence, tissues distribution, 
proteins, mice 8341. 
A\@ iB hepatitis B surface antigen, cloning, gene expression, Saccharomyces 
| Ge cerevisiae, CHO cells 8864. 
hepatitis B surface antigen, gene expression, vaccinia virus recombinants 2840. 


tit “Up hepatitis B surface antigen, transcription, liver, man 6113. 
jit hepatitis C virus, cDNA nucleotide sequence, homology 7072. 

hepatitis C virus cDNA nucleotide sequence, isolation, non-A, non-B hepatitis 
nth ae Virus, transfusion, man, Japan 7055. 


yWherC gene, nucleotide sequence, maintenance plasmid ColE1, Escherichia coli 
5227. 
sherculin, mucleotide sequence, muscles, mice 6581. 


bse )herpes simplex virus, thymidine kinase, 3’ region, mice, high mobility group 

tt 1G protein 1 binding sites, mice 5992. , ws. . 

\" 3Herpesvirus ateles, identification Herpesvirus saimiri, comparison other 

it herpesvirus 1272. 3 : 

ai *)herpesvirus thymidine kinase, promoters, DNA, cytosine, methylation, 

ie alll) activation 4754. = 

Coan | eterologous, cloning, gene expression, Saccharomyces cerevisiae 8847. 

i) EhexB gene, mismatch repair, nucleotide sequence, Streptococcus pneumoniae 5422. 
_, Whexokinase, 5'-terminus nucleotide sequence, hepatocytes, rats 7553. _ 

ia exokinase, HXK2 gene, nucleotide sequence, Saccharomyces cerevisiae 6227. 


exokinase, structure, regulation, insulin, rats 8489. 
-hexosaminidase, cDNA nucleotide sequence, mice 2412. 


ut 


wire 


ie }8-hexosaminidase subunits, frameshift mutant, Tay-Sachs disease, man 4474. 
., _lhigh mobility group protein 1, cDNA nucleotide sequence, cattle 2378. 
AK ont igh mobility group protein 14, high mobility group protein 17, expression, 

| HL-60 cells, man 10909. 4 
i high mobility group protein 17, cDNA nucleotide sequence, chromosomes, mice 
att MR) 1604. 


a AhimA gene, himD gene, integration host factor role replication plasmid pSC101, 
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histocompatibility locus H-2, class | loci, expression, role chromatin 
structure, IC9 cells, mice 718. 
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histocompatibility locus H-2, I-A locus, B chain, nucleotide sequence, NOD 
identity IL! CTS, autoimmunity, mice 6629. 
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histocompatibility locus HLA, DQ region, nucleotide sequence, evolution, 
polymerase chain reaction, comparison, Pan troglodytes, Gorilla gorilla, man 
4249. 
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histone H3, mRNA processing, transcription regulation, Triticum aestivum 8180. 
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histones, genomes nucleotide sequence, Caenorhabditis elegans 559. 

histones, homology, flanking region, coding regions, spacer region, / 
transcription polarity, Pisaster ochraceus, Pisaster brevispinus, Dermasterias 
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promoters, Drosophila melanogaster 10506. ; 

hsp89a gene, heat shock proteins, nucleotide sequence, regulation, man 
4615 


hsp86 gene, heat shock proteins, nucleotide sequence, man 4654. 

hsp70 gene, histones binding DNA, activity, Drosophila melanogaster 2931. 
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hunchback gene, Krueppel gene, gene products, binding promoters hunchback 
gene, transcription factors, Drosophila 4977. 
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6136. 
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immunoglobulins, \ chain, enhancers, lymphocytes B, mice 2750. 
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lac gene, tna gene, promoters, urea regulation, Escherichia coli 8740. 
lac gene, transcription, stimulation DNA repair, Escherichia coli 4698. 
lacC gene, nucleotide sequence, Staphylococcus aureus 5371. 
lacD gene, nucleotide sequence, Staphylococcus aureus 5371. 
lacG gene cloning, 6-phospho-B-galactosidase, nucleotide sequence, plasmid 
pMG820, Escherichia coli, Lactococcus lactis 7804. : 
lacl gene, DNA nucleotidylexotransferase effects on mutation, characterizatio 
10883. 
lacl gene, mutation, base pairs transitions, cloning vectors, phage M13, 
Escherichia coli 7803. 
lacl gene, N-nitroso-N,N-dimethylamine mutagenesis, Escherichia coli 1700. 
lacP gene, ori region, transcription requirements replication plasmids, phage 
a-lactalbumin, introns nucleotide sequence, DNA supercoiling, rats 8504. 
a-lactaloumin, nucleotide sequence cDNA, guinea-pigs 4235. 
B-lactamase, Actinomadura, cloning, plasmid plJ424, gene expression, 
Streptomyces lividans 2845. 
B-lactamase amp gene, translation initiation regions mRNA, gene 
expression, heat shock repression, plasmid pBR322, Escherichia coli 5096. 
B-lactamase blat-4 gene, nucleotide sequence, Enterobacteriaceae 502. 
8-lactamase blat-5 gene, nucleotide sequence, Enterobacteriaceae 502. 
B-lactamase, blaZ gene, nucleotide sequence, transposon Tn 4002, 
Staphylococcus aureus 5197. 
B-lactamase, cloning, gene expression, Streptomyces, Penicillium 
chrysogenum 1880. 
Pieeeae: crossing-over, multiple chromosomes, Azotobacter vinelandii 
1951. 
B-lactamase, nucleotide sequence, Actinomadura 6407. 
B-lactamase, nucleotide sequence, Bacillus sp. 170 5192. 
B-lactamase, nucleotide sequence, Escherichia coli 1213. 
B-lactamase, nucleotides substitution, DNA, carbenicillin resistance, 
mutants, Escherichia coli 4818. 
B-lactamase, Pseudomonas aeruginosa, nucleotide sequence, amino acid 
peauenee predictions, Staphylococcus aureus B-lactamase crystal structure 
facta resL gene, characterization, transposon Tn552 3471. 
lactate dehydrogenase B, genomes nucieotide sequence, man 3640. 
L-lactate dehydrogenase (cytochrome), Hansenula anomala, cytochrome b2, 
Hansenula anomala 5455. 
L-lactate dehydrogenase, nucleotide sequence, deficiency, muscles, man 10433. 
L-lactate dehydrogenase, nucleotide sequence, Thermus aquaticus 6366. 
D-lactate dehydrogenase variants, nucleotide sequence, missense mutant, heart, 
man 10449. 
B-lactoglobulin, cDNA nucleotide sequence, mammary gland, cattle 1565. 
-lactoglobulin cDNA nucleotide sequence, milk, cattle 3566. 
lactose phosphotransferase, restriction endonuclease mapping, plasmid pDI21, 
Streptococcus cremoris 332. 
lactose synthase, cDNA nucleotide sequence, man 1614. 
lacY gene, Escherichia coli, cloning, gene transfer, gene expression, 
Xanthomonas campestris 8866. 
lacZ gene, cloning, induction, carbon sources, B-galactosidase, 
Saccharomyces cerevisiae 4882. 
lacZ pope, celedan, tole DNA topoisomerase (ATP-hydrolysing), Escherichia 
coli i 
lacZ gene, Escherichia coli, cloning, gene transfer, gene expression, 
Xanthomonas campestris 8866. 
lacZ gene, gene fusion, alcohol dehydrogenase || adhB gene, gene expression, 
overproduction, Zymomonas mobilis recombinants 5882. 
lace gone, gene fusion, DNA-binding protein, LexA protein, Escherichia coli 
70. 
lacZ gene, gene fusion, metF gene, site-directed mutagenesis, DNA-binding 
protein, Escherichia coli 7959. 
= gene, kanamycin resistance cassette, promoters probes, Escherichia coli 


lacZ gene, MRNA, mapping, ribosomal subunit 70S binding, Escherichia coli 7064. 


lacZ gene, mRNA nucleotide sequence effects on, Escherichia coli 7658. 

lacZ gene, mRNA translation, regulation, Escherichia coli 6121. 

lacZ gene, mutation, nucleotide sequence, commercially available, plasmid 
pUC18 3483. : 

lacZ gene, nucleotide sequence, DNA, site-directed mutagenesis, Escherichia 
coli 7780. 

lacZ gene operons fusion, invasion genes identification, Shigella 6336. 

lacZ gene, plasmid pAD1 miniplasmids construction, Enterococcus faecalis 7651. 

lacZ gene, promoters, binding catabolite activator protein, fluorescence 
monitoring, Escherichia coli 7986. 

lacZ gene, promoters, +CAP protein, N.M.R., Escherichia coli 914. 

lacZ gene, promoters, catabolite activator protein consensus DNA binding 
sites, Escherichia coli 6990. 

lacZ gene, psi gene gene fusion, phosphate starvation effects on, Escherichia 
coli 10660. 

lacZ gene, RAD2 gene gene fusion, deletion analysis, U.V. radiation, effects 
on gene regulation, Saccharomyces cerevisiae 10685. 

lacZ gene, transcription termination sites, characterization, Escherichia coli 
2184. 

lacZ gene, translation, gene fusion, transcription fusion construction, 
cloning vectors 6818. 

lacZ gene, transposition, gene expression, B-galactosidase activity, Mu 
d(lac) fusion element like transposons replication effects on, Escherichia coli 
5829. 

lacZ gene UV5 promoter, site-directed mutagenesis, Escherichia coli 6713. 

lacZ gene+fnr gene, gene fusion, MRNA translation, Escherichia coli 22. 

lacZa gene+2-chloroacetaldehyde adducts, mutagenesis, mechanisms, phage 
M13 6189. 

lamA gene transformation, nitrogen metabolism, 2-pyrrolidinone nitrogen 
sources, Aspergillus 1827. 

lamB gene, transfection Erwinia, selection mutants, Escherichia coli 6878. 

lamin B, cDNA nucleotide sequence, lymphocytes T cell lines, post-translation 
modification, amino acid sequence predictions, man 10415. 

lamin B2 cDNA nucleotide sequence, chickens 1245. 

lamin C, cDNA nucleotide sequence, amino acid sequence predictions, mice 7394. 

lamin A+lamin B1 cDNA nucleotide sequence, chickens 1242. 

laminin, A chain, expression gene, kidney epithelium, development, mice 7704. 

laminin B2, cDNA nucleotide sequence, mice 490. 

laminin B2. chains, cDNA nucleotide sequence, Drosophila 357. 

laminin, cDNA nucleotide sequence, gene expression, man 2418. 

laminin receptors, cDNA nucleotide sequence, man 1178. 

lonneeaene proteins, gene expression, regulation, Drosophila melanogaster 
7850. 

LAT59 gene, LAT56 gene, nucleotide sequence, Lycopersicon esculentum 7338. 

LATS6 gene, LATS59 gene, nucleotide sequence, Lycopersicon esculentum 7338. 

late genes, promoters, binding LSF protein, LSF protein isolation 
characterization, transcription factors, man, SV40 6995. 

late H1, histone H1, enhancers, transcription activation, gene expression, 
Strongylocentrotus purpuratus 6088. 

late promoters, nucleotide sequence characterization, vaccinia virus 6521. 

late region, transcripts, polyadenylation, MRNA, HeLa cells extracts, man, 
SV40 6129. 

late structural protein, gene mapping, cytomegalovirus (human) 1262. 

lauric acid w-monooxygenase, gene expression, kidney, cDNA nucleotide 
sequence, amino acid sequence, cytochrome P450, rabbits 8348. 

S-layer protein, Acetogenium kivui, cloning, nucleotide sequence, gene 
expression, Escherichia coli 5349. 

Ibc3 gene, leghemoglobin, nucleotide sequence, Glycine max 8288. 

Ibc3 gene, promoters, role, Lotus corniculatus, Glycine max 8706. 

Ick gene, nucleotide sequence, protein-tyrosine kinase, man 7563. 

lcrE gene nucleotide sequence, Icr locus, outer membranes proteins, Yersinia 
enterocolitica 10378. 

L46e gene, nucleotide sequence, ribosomal proteins structure, amino acid 
sequence, Sulfolobus solfataricus 6387. 

L10e gene, transcription, ribosomal proteins, Saccharomyces cerevisiae 7941. 

lectins, cDNA nucleotide sequence, amino acid sequence predictions, Phaseolus 
lunatus 5591. 

lectins, CDNA nucleotide sequence, wheat germ, Triticum aestivum 8616. 

lectins, L-fucose specificity, cloning, gene expression, Aleuria aurantia 1908. 

lectins, nucleotide sequence, comparison, Dolichos biflorus 10498. 

lectins, transcription, cDNA restriction endonuclease mapping, Sarcophaga 6589. 

lef gene, nucleotide sequence, exotoxins, Bacillus anthracis 5211. 

leghemoglobin, cDNA nucleotide sequence, Medicago sativa 7422. 

pis Cee gene expression, identification, root nodules development, 

ledicago sativa 1914. 
bg Hebe lobin, Glycine max, cloning, nodules, Medicago sativa gene expression 


LegJ gene, legumin, nucleotide sequence, Pisum sativum 523. 

LegK gene, legumin, nucleotide sequence, Pisum sativum 523. 

legumin legA gene, gene expression, copy number control, Pisum sativum 5781. 

legumin, nucleotide sequence, insertion sequences, Pisum sativum 574. 

legumin type A, nucleotide sequence, Pisum sativum 7459. 

L12elA gene, transcription, ribosomal proteins, Saccharomyces cerevisiae 7941. 

L12eIB gene, transcription, ribosomal proteins, Saccharomyces cerevisiae 7941. 

L12ellA gene, transcription, ribosomal proteins, Saccharomyces cerevisiae 7941. 

lens e-crystallin, CDNA nucleotide sequence, ducks 600. 

ay eke lef gene, nucleotide sequence, exotoxins, Bacillus anthracis 

LEU2 gene, cDNA nucleotide sequence, Ustilago maydis 456. 

LEU2 gene, in vivo construction vectors, telomeres attachment, plasmids, 
plasmid pGKL1, Kluyveromyces lactis 4812. 

LEU3 gene, mutants, effects on activity gene products, transcription factors, 
Saccharomyces cerevisiae 4982. 

LEU1 gene, nucleotide sequence, cloning, Ustilago maydis 3543. 

gene, upstream chromatin structure, nucleosomes, Saccharomyces cerevisiae 


LEU4 gene, 2-isopropylmalate synthase, gene expression, gene regulation, 
growth conditions effects on, Saccharomyces cerevisiae 6695. 

Leu-8 antigen, cDNA nucleotide sequence, homology Mel-14 antigen, homing 
receptors 2558. 

leu-S gene, nucleotide sequence, leucine-tRNA ligase, Neurospora crassa 3457. 

leu-2 gene, transcription, translation, response time, a-isopropylmalate, 
inducers, Neurospora crassa 5843. 

leuA™ gene, autonomously replicating sequence, nucleotide sequence, 

leucine-tRNA ligase, leu-5 gene, nucleotide sequence, Neurospora crassa 3457. 
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Ti es, (continued) 
sifkemia inhibitory factor, cDNA nucleotide sequence; mice 1530. 
4 Sifukemia inhibitory factor, nucleotide sequence, comparison, evolution, mice, 
man 10423. 


tite, *MPukocyte adhesion molecule 1, cDNA nucleotide sequence, gene mapping, man 381. 


‘Nukocyte elastase, nucleotide sequence, leukocytes (neutrophilic), man 521. 
ii WMpukocytes (neutrophilic) bacteriocides proteins, CDNA nucleotide sequence, 
amino acid sequence predictions, man 5218. 
kotoxins, cloning, restriction endonuclease mapping, Actinobacillus 
“actinomycetemcomitans 5175. : 
ukotoxins Ikt gene, transcripts, promoters mapping, gene expression, gene 
regulation, Pasteurella haemolytica 5104. 
kotoxins, nucleotide sequence, Pasteurella haemolytica 251. 
kotoxins, Pasteurella haemolytica, cloning, Escherichia coli gene products 
ecretion 1871. 
iN 4X gene, ribonuclease P, tRNA precursors cleavage, Escherichia coli 1044. 
; u ansucrase sacB gene, gene expression, gene regulation, ‘ 
4 phosphoenolpyruvate-dependent phosphotransferase, enzyme |, induction sacY 
“ YW protein, ant termination activity, interaction sacRt gene, Bacillus subtilis 
+ 46698. 
xA gene, gene products, mutants, RecA protein dependent cleavage, 
Escherichia coli 5987. 
xA gene products, phage 186, U.V. radiation induction, Escherichia coli 6657. 
A gene, recA gene, DNA repair, phage ©X174, Escherichia coli 1691. 
xA gene repression, din gene, gene expression, Escherichia coli 507. 
(9G 2xA Bere, transfection, transcription repression, mammalian cells, 
a) Escherichia coli 1797. 
-B1 protein, cDNA nucleotide sequence, homeobox, transcription factors, 
|} liver, rats 5164. 


‘9@2G25B gene, 4-1BB gene, cDNA nucleotide sequence, lymphocytes T, mice 316. 


—3p-1 gene, glue protein 1, genomes nucleotide sequence, glue protein 1, 

%§ larvae, Drosophila virilis 8595. : 

is pene. role phase variations, lipopolysaccharides, Haemophilus influenzae 
615125. 


4arhenase, cellulose 1,4-8-cellobiosidase, cellulase, cloning, Clostridium 


aisle thermocellum 10775. 
S)jatin cDNA nucleotide sequence, intestine, rats 3540. 4 
nisi! i ht-harvesting complex II, « chain, B chain, genomes nucleotide 


sequence, Rhodopseudomonas palustris 1366. 
ht-harvesting proteins, cDNA nucleotide sequence, amino acid sequence 
i} predictions, photosystem |, Hordeum vulgare 434. 
il er oomg prions; cDNA nucleotide sequence, amino acid sequence 
zs SIE predictions, Hordeum vulgare 8593. 
a jnin peroxidase, genomes nucleotide sequence, Phanerochaete chrysosporium 
Ki 9g) 5275. 
1-10 gene, genomes nucleotide sequence, requirements vulva cells 
wf differentiation, Caenorhabditis elegans 8429. 
)-12 gene; similarity glp-1 gene, glp-1 gene nucleotide sequence 3332. 
ash NE-1, pene families, nucleotide sequence, evolution, man 9566. 
ikage, histocompatibility locus H-2, diabetes, analysis, DNA amplification, 
Ti) provmerase chain reaction, mice 9448. 
ni inked lymphoproliferative syndrome, mapping, mutation, relationship, 
: restriction fragment length polymorphism, man 2399. 
7 »ase, nucleotide sequence, liver, man 9600. 
4 ‘Mlid-binding protein purification, cDNA nucleotide, adipocytes, man 4322 
Pocortin |, cDNA nucleotide sequence, mice 3603. 
‘pocortin |, cDNA nucleotide sequence, peritoneum cells, rats 4274. 
MWinopolysaccharides production, symbiosis, gene mapping, mutation mapping, 
% Rhizobium leguminosarum viciae 5361. 
Mooprotein B precursors, apoB gene, promoters, enhancers, man 10654. 
M>oprotein lipase Bethesda, cDNA nucleotide sequence, mutation, man 10409. 
; Mdoprotein lipase, cDNA nucleotide sequence, amino acid sequence predictions, 
i) man, evolutionary poneticn 4369. 
., Moprotein lipase, cDNA nucleotide sequence, amino acid sequence predictions, 
i Ge) adipose tissue, heart, chickens 7389. 
Mooprotein lipase, cDNA nucleotide sequence, leukocytes, man 3272. 
oprotein lipase, cDNA nucleotide sequence, man 4663. 
MHooprotein lipase, genomes nucleotide sequence) guinea-pigs 7345. 
Mooprotein lipase, point mutation, nucleotide sequence, adipose tissue, man 
74. 


oprotein lipase, restriction fragment length polymorphism, 
_» (Mt deoxyribonuclease Bglll, chromosome 8 4512. 
j"" {i >0protein lipase, restriction fragment length polymorphism, man 4571. 
}oprotein (low density) receptors, cDNA nucleotide sequence, macrophages, 
a) cattle 8444. 
‘é [}0protein er son receptors, enhancers, man 7644. 
@ oprotein (low density) receptors, linkage, chromosome 9, mice 9516. 
epee doprotein (low density) receptors, mutation, cDNA nucleotide sequence, 
\ hypercholesterolemia, man 8627. 
) s0protein (low density) receptors, promoters, genetic control, chorion 
.@ carcinoma, man 8746. 
ai Doprotein (low density) receptors, promoters structure, man 6615. 
it / 90protein (very low density) apoVLDLII gene, enhancers, developmental 
4) regulation expression, chickens 6744. 
' B\ooxygenase, cDNA nucleotide sequence, amino acid sequence, seeds, 
comparison, Glycine max, Pisum sativum 8357. 
oxygenase, genomes nucleotide sequence, promoters, rabbits 7344. 


one mRNA nucleotide sequence, cDNA, comparison, homology, rabbits 
1 


| -lipoxygenase-activating protein, nucleotide sequence, requirements 
leukotrienes biosynthesis, rats, man 6458. 

poxygenase-3, nucleotide sequence, cDNA clones, seeds Glycine max 593. 

steriolysin, nucleotide sequence, Listeria monocytogenes 4420. 

1V-ll carrier protein, braB gene, nucleotide sequence, Pseudomonas aeruginosa 


§ kt gene expression, toxins cloning, Escherichia coli 4864. 
7) LRep3 gene, cDNA nucleotide sequence, man 7184. 
dci, aminotransferase, restriction fragment length polymorphism, chromosome 
yy 16, man 1464. 
, »ci, DNA D9S29, restriction fragment length polymorphism, deoxyribonuclease 
) Taql, chromosome 9, man 7190. 
»ci, Hep G2/erythrocyte glucose transporter, restriction fragment length 
{ lymorphism, chromosome 1, man 1466. 
4i locus-specific glycoproteins, cDNA nucleotide sequence, 
self-incompatibility, Brassica oleracea 3572. 
on gene, role, DNA repair, heat shock, Escherichia coli 7616. 
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long-chain-acy!-CoA dehydrogenase, short-chain-acyl-CoA dehydrogenase, 
andl area dehydrogenase, precursors, cDNA nucleotide sequence, homology, 
rats 3333. 

Lox2 gene, nucleotide sequence, homeobox, Hirudo medicinalis 4310. 

Ipd gene, cloning, nucleotide sequence, dihydrolipoamide dehydrogenase 
purification, Escherichia coli, Pseudomonas fluorescens 7832. 

LPO gene, lignin peroxidase, DNA probes, Coriolus consors, Bjerkandera adusta, 
Phanerochaete chrysosporium 10470. 

Ipr gene, alleles complemetation gid gene, autoimmunity, mice 6621. 

LR gene, cell lines, nucleotide sequence, cell culture, herpesvirus (bovine) 
1, promoters, transcription 10691. 

lts-33 gene, mutation, gene mapping, temperature-sensitive growth, cell 
division, Escherichia coli 5312. 

luc gene, use reporter genes, Rhizobium meliloti, Agrobacterium tumefaciens, 
Azotobacter vinelandii, Pseudomonas aeruginosa, luciferase, Photinus-luciferin 
4-monooxygenase (ATP-hydrolysing) 5870. 

luciferase, luc gene, use reporter genes, Rhizobium meliloti, Agrobacterium 
tumefaciens, Azotobacter vinelandii, Pseudomonas aeruginosa, Photinus-luciferin 
4-monooxygenase peated ben | 5870. 

luciferase, Luciola cruciata, cloning, cDNA nucleotide sequence 4489. 

pyres hormone chorionic gonadotropin cDNA nucleotide sequence, domains, 
pigs 2. 

luteinizing hormone, mutagenesis, gene expression, man 2476. 

lux gene, transcription termination, plasmid pHV100, Escherichia coli, Vibrio 
harveyi 6820. 

luxA gene, luxB gene, gene fusion, gene expression, site-directed mutagenesis, 
alkanal monooxygenase (FMN-linked), Vibrio harveyi 3848. 

luxA gene+luxB gene gene fusion, mutagenesis, gene expression, Vibrio harveyi 
3850. 


luxB gene, alkanal monooxygenase (FMN-linked), Vibrio harveyi, etd Opel 
expression, bioluminescence assays, tRNA nonsense suppression, Escherichia coli 
6029. 

luxB gene, luxA gene, gene fusion, gene expression, site-directed mutagenesis, 
alkanal monooxygenase (FMN-linked), Vibrio harveyi 3848. 

luxD gene, nucleotide sequence, acyltransferase, Vibrio harveyi 628. 

luxD gene, organization, acyltransferase, MRNA analysis, luxD gene nucleotide 
sequence, Vibrio harveyi 628. 

luxE gene, nucleotide sequence, acyl-protein synthase, bioluminescence, Vibrio 
harveyi 5262. 

lux! gene, regulation role, lux operon, alkanal monooxygenase (FMN-linked), 
Vibrio fischeri 7635. 

luxR gene, regulation role, lux operon, alkanal monooxygenase (FMN-linked), 
Vibrio fischeri 7635. 

Ly-6 antigen, cDNA nucleotide sequence, kidney, rats 8394. 

lyl-1 gene, cDNA nucleotide sequence, gene products transcription factors, 
lymphocytes T acute lymphatic leukemia, man 3411. 

lymphocyte specific gene LSP1 gene, isolation, nucleotide sequence, cDNA, man 
4597. 


lymphocytes T receptors, restriction fragrnent length polymorphism, leukocytes, 
man 3412. 

LYS15 gene. mutation, cloning, hybridization analysis, restriction 
endonuclease mapping, Saccharomyces cerevisiae 4343. 

LYS4 gene, mutation, cloning, hybridization analysis, restriction endonuclease 
kepecie' Saccharomyces cerevisiae 4343. 

lys gene, N gene, mom promoter, gene mapping, phage Mu, Escherichia coli 742. 

8-lysin, hld gene, nucleotide sequence, Staphylococcus aureus 5260. 

lysine-tRNA ligase, MSD1 gene, nucleotide sequence, homology, Saccharomyces 
cerevisiae 4324. 

lysins, nucleotide sequence, phage ®vML3, Lactococcus lactis 6394. 

lysis gene, nucleotide sequence, phage JP34 1071. 

lysis, regulation translation, phage fr 2172. 

lysozyme, enhancers elements, steroids receptors interaction, binding sites, 
chickens 3953. 

lysozyme, nucleotide sequence organization, mapping chromosome 12, man 2409. 

lysozyme, promoters, linker scanning mutagenesis, regulatory elements, 
chickens 8555. 

lysozyme, transcription, calcitriol enhancement, man 2159. 

lysozyme, transfection, gene expression stimulation, DNA attachment elements, 
cells, chickens 3805. 

lysozyme, 5 gene, nucleotide sequence, gene products comparison gene products 
e gene phage 14 4255. 

LysR protein, activator proteins, nucleotide sequence, bacteria 596. 

lysS gene, nucleotide sequence, lysine-tRNA ligase, Escherichia coli 10373. 

lysU gene, nucleotide sequence, lysine-tRNA ligase, Escherichia coli 10373. 

M2 gene, ribonucleoside-diphosphate reductase, gene amplification, 
duplication, novel joints, vaccinia virus 3520. 

mab-5 gene, homeobox containing, expression development, localization 
transcripts, Caenorhabditis elegans 3739. 

«2-macroglobulin, cDNA nucleotide sequence, rats 7430. 

Slag al gene expression, acute phase substances, inflammation, 
rats } 

a2-macroglobulin, +nuclear factors interaction, interleukin 6 responsive 
elements, rats 8970. 

macrophage colony-stimulating factor, CDNA nucleotide sequence, man 3495. 

macrophage colony-stimulating factor, cDNA, restriction fragment length 
polymorphism, man 7475. 

macrophages migration inhibition factor, CDNA nucleotide sequence, man 3422. 

major excreted proteins, cloning, expression, fibroblasts, mice 2832. 

major Hee gi complex, bone marrow transfection, electroporation, 
man 5 

major histocompatibility complex, class | loci, CDNA nucleotide sequence, 

aguinus oedipus 6205. 

major histocompatibility complex class |+DNA-binding protein binding, 
purification, characterization, mice 3954. 

major histocompatibility complex, class Ill region, mapping, man 2550. 

major histocompatibility complex, mosaic fusion protein, genetic engineering, 
splicing, polymerase chain reaction, mice 1903. 

major histocompatibility complex, mutants, genetic engineering, site-directed 
mutagenesis, polymerase chain reaction, mice 1863. 

major outer membrane protein, nucleotide sequence, Chlamydia trachomatis 5212. 

major urinary protein, CDNA nucleotide sequence, use negative tumor markers 
liver carcinoma, mice 6617. 

mak gene, protein kinase, cDNA nucleotide sequence, gene expression, meiosis, 
cells, rats 10518. 

MAL 61 gene, nucleotide sequence, maltose permease, Saccharomyces cerevisiae 
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mal gene, ami gene, cloning Escherichia coli, Streptococcus pneumoniae 6859. 

MAL3 gene, MAL2 gene, MAL1 gene, MAL4 gene, MAL6 gene, nucleotide sequence, 
Saccharomyces cerevisiae 1659. ? 

MAL1 gene, MAL2 gene, MAL3 gene, MAL4 gene, MAL6 gene, nucleotide sequence, 
Saccharomyces cerevisiae 1659. 


Genes, (continued) 
mdr gene, P-glycoprotein gene expression, digestive tract, hamsters 7681. 
mdx gene, point mutation, muscular dystrophy, mice 8477. _ 
Me14-D12 antigen, nucleotide sequence, y-interferon induction, melanoma 
antigen (tumor-associated), man 309. ; 
mec-3 gene, gene products requirements mec-3 gene gene expression, 
Caenorhabditis elegans 4742. 


MAL2 gene, MAL3 gene, MAL4 gene, MAL6 gene, nucleotide sequence, Saccharomyces mel gene, catechol oxidase, cloning, expression, Escherichia coli 846. 


cerevisiae 1659. i 

MALG6 gene, MAL4 gene, MAL3 gene, MAL2 gene, MAL1 gene, nucleotide sequence, 
Saccharomyces cerevisiae 1659. f 

MAL4 gene, MAL6 gene, MAL2 gene, MAL3 gene, MAL1 gene, nucleotide sequence, 
Saccharomyces cerevisiae 1659. 
MAL2 gene, mutants, nucleotide sequence, a-glucosidase, Saccharomyces 
cerevisiae 2442. : 
malate dehydrogenase mdh gene, cloning, nucleotide sequence, gene expression, 
Escherichia coli 4595. ; 

malate dehydrogenase MDH1 gene, nucleotide sequence, mitochondria, 
Saccharomyces cerevisiae 284. 

malate dehydrogenase (NADP ™ ), cDNA nucleotide sequence, amino acid sequence 
prediction, Zea mays 5547. 

malate dehydrogenase (NADP *), dehydroepiandrosterone, transcription 
activation, thyroid hormones mediation, liver, rats 8808. ; 

malate dehydrogenase (oxaloacetate-decarboxylating) gene expression, 
transcription factors role, 3,5,3'-triiodothyronine regulation, rats 8748. 

malate dehydrogenase (oxaloacetate-decarboxylating)(NADP *), cDNA nucleotide 
sequence, amino acid sequence predictions, Zea mays 5629. 

malate synthase, cDNA nucleotide sequence, Cucumis sativus 8552. 

malate synthase, mRNA nucleotide sequence, gene families, Brassica napus 1629. 

malB gene, malG gene, malE gene, malK gene, nucleotide sequence, Salmonella 
typhimurium, Enterobacter aerogenes 6427. 

male-enhanced antigen, cDNA nucleotide sequence, role spermatogenesis 4566. 

malG gene, malE gene, malK gene, malB gene, nucleotide sequence, Salmonella 
typhimurium, Enterobacter aerogenes 6427. 

mall gene, cloning, nucleotide sequence, Escherichia coli 5365. 

malic acid enzymes, structure, rats 8492. 

malK gene, malE gene, malG gene, malB gene, nucleotide sequence, Salmonella 
typhimurium, Enterobacter aerogenes 6427. 

Mammalia, cloning, cDNA expression, cloning vectors, secretion vectors, 
Saccharomyces cerevisiae 8848. 

man calcitonin, repeated sequence, oligomers, cloning, gene expression, 
Escherichia coli 1899. 

man rRNA 58, synthesis, transcription, HeLa cells, transcription factors 4780. 

man serum albumin, cloning, fusion, leader sequence, source comparison, gene 
expression, secretion, Saccharomyces cerevisiae 7853. 

mandelate racemase, pSCR1 plasmid cloning, mutants characterization, 
Pseudomonas aeruginosa 2769. 

manganese peroxidase, MnP gene, manganese gene regulation, Phanetochaete 
chrysosporium 10656. 

mannitol-specific phosphotransferase system enzyme Ill, nucleotide sequence, 
Staphylococcus carnosus 5348. 

mannopine synthase, mas gene, promoters, auxins cytokinins regulation, 
Agrobacterium tumefaciens 2742. 

mannose-binding protein, cDNA nucleotide sequence, man, evolutionary genetics 
2472. 

mannose-binding protein, structure, gene mapping, chromosome 10, man, 
evolutionary genetics 7515. 

a-mannosidase, cloning, gene amplification, Golgi apparatus, liver, rats 
2830. 

MAOA gene, restriction fragment length polymorphism, deoxyribonuclease MspI, X 
chromosome, man 7202. 

mapping, chymotrypsinogen B+haptoglobin + phosphatidylcholine-sterol 
acyltransferase+ metallothionein 1+tyrosine aminotransferase +uvomorulin loci, 
chromosome 8, mice 8481. 

mapping strategy, yeast artificial chromosomes 2561. 

maps, Aotus trivirgatus, homology, chromosome 7, cystic fibrosis loci, man 
9461. 


Marfan’s syndrome, linkage analysis, chromosome 2, man 7217. 

MAS gene, cloning, nucleotide sequence, malate synthase, Hansenula polymorpha 
10769, 

mas gene, promoters, auxins cytokinins regulation, mannopine synthase, 
Agrobacterium tumefaciens 2742. 

MASA syndrome, clinics delineation, family studies, chromosomes localization, 
man 2783, 

MATa gene, U.V. radiation, DNA repair, Saccharomyces cerevisiae 3698. 

MATa gene, fusion PGK1 gene, fusion ACT1 gene, transcripts, decay, mRNA 
turnover, Saccharomyces cerevisiae 9239. 

MAT gene, HML gene, autonomously replicating sequence replication, chromosome 
Ill, Saccharomyces cerevisiae 5690. 

MATa1 gene, transcripts, splicing, mating types, Saccharomyces cerevisiae 3147. 

matrix Gla protein, cDNA nucleotide sequence, cattle, man 1192. 

matrix protein, RNA nucleotide sequence, rinderpest virus 8126. 

maxicircles, nucleotide sequence, mitochondria, Crithidia fasciculata 3467. 

MCM1 gene, gene products binding enhancers c-fos gene, Saccharomyces 
cerevisiae 976. 

MCM1 gene, gene products, cooperation a2-factor binding operators, GRM 
oe Saccharomyces cerevisiae 3987. 

MCM1 gene, gene products transcription factors, transcription factors, 
Saccharomyces cerevisiae 1996. 

mer gene, restriction-modification systems, phage ) cloning vectors, 
Escherichia coli 2829. 

merB gene, mutation, cloning, effects on restriction, Escherichia coli 7849. 

mcrB gene, nucleotide sequence, merC gene, Escherichia coli 373. 

merC gene, gene mapping, role DNA methylation, Escherichia coli 3211. 

merC gene, mcrB gene nucleotide sequence, Escherichia coli 373. 

MDR1 gene, drug resistance, activation, antitumor agents role, man 6726. 

MDR1 gene, drug resistance, gene expression, effects on, heat shock, arsenic, 
kidney carcinoma cells, man 9737. 

mdr gene families, gene expression, drug resistance, mice 8868. 

mdr gene families, nucleotide sequence, mice 2365. 

MDR2 gene: MDA1 gene, nucleotide sequence, P-glycoprotein, drug resistance, 
man 6556. 

MDR1 gene, MDR2 gene, nucleotide sequence, P-glycoprotein, drug resistance, 
man 6556, 

pa gene, multidrug resistance, promoters regions, nucleotide sequence, man 
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MEL1 gene, directed replacement, construction, recombinants, ILV2 locus, 
Saccharomyces cerevisiae 8795. 

melanin-concentrating hormone MCH gene, nucleotide sequence, Oncorhynchus ke 
3426. 

melanoma growth stimulatory activity, polymorphism, synteny, W locus, patch 
locus, chromosome 5 9513. 

melanosomal matrix protein 115, gene expression, cDNA, pigmented epithelium 
cells, embryos, chickens 4712. 

melC gene, promoters, analysis, Streptomyces antibioticus 7655. 

melR gene promoters, transcription activators, Escherichia coli 5728. 

membrane proteins antigens, cloning, gene expression, Francisella tularensis 
1872. 

membrane proteins antigens, cloning, hybridization analysis, Treponema 
pallidum 6204. ' 

membrane proteins, cDNA nucleotide sequence, amine acid sequence predictions 
tumor cells, mice 5597. 

membrane proteins, cDNA nucleotide sequence, amino acid sequence predictions 
erythrocytes, man 5238, 6486. 

membrane proteins fsh locus, cDNA nucleotide sequence, amino acid sequence 
predictions, Drosophila 245. 

membrane proteins, nucleotide sequence, coronavirus (human) 229E, translation 
4107. 

membrane proteins, nucleotide sequence, outer membranes, Brucella abortus 6337 

membrane proteins patched gene, cDNA nucleotide sequence, amino acid seque 
predictions, embryogenesis, Drosophila 4626. 

membranes association proteins, coding, methanol induction, peroxisomes, 
Candida boidinii 1504. 

MEN2A gene, multiple endocrine neoplasia, markers, linkage analysis, 
chromosome 10, man 7522. 

Me ome cDNA cloning, expression, DNA-binding protein sites, spleen, mice 
1649. 

mer gene, gene products, transcription activation, mercury resistance, 
Escherichia coli 10195. 

mer gene promoters mutation, transposon Tn501, Escherichia coli 1362. 

merA gene, merP gene, merT gene, phenylmercuric acetate resistance, nucleotides 
sequence, plasmid pDU1358 5414. 

merA gene, nucleotide sequence, mercury(II) reductase, Thiobacillus 
ferrooxidans 6429. 

mercury(Il) reductase, merA gene nucleotide sequence, Thiobacillus 
ferrooxidans 6429. 

mercury resistance, R factor, cloning, gene expression, Escherichia coli, 
dentistry waste water isolates 2857. 

met gore transcripts, translocation, mercury resistance, transposon Tn21 

ee basement membranes proteins, cDNA nucleotide sequence, placenta, 

merP gene, merT gene, phenylmercuric acetate resistance, nucleotide sequence, . 
plasmid pDU1358 5414. 

merR gene, phenylmercuric acetate resistance, nucleotide sequence, plasmid 
pDU1358 5414. 

merT gene, phenylmercuric acetate resistance, nucleotide sequence, plasmid 
pDU1358 5414. 

MESI gene, termini, deletion analysis, methionine-tRNA ligase, Saccharomyces 
cerevisiae 6030. 

mesosecrin, CDNA cloning, nucleotide sequence, synonymy plasminogen activator! 
inhibitor 1 3251. 

met2 gene, DNA methylation, transformation, Ascobolus immersus 2744. 

MET25 gene, identification, promoters elements, regulation, mediation 
S-adenosylmethionine, Saccharomyces cerevisiae 8727. 

met gene. trp gene, promoters, cooperation binding repressors, Escherichia 

coli 4989. : 

metalloproteinase inhibitors, CDNA nucleotide sequence, expression, aorta, 
ete, man 9606. 

metalloproteinase mpr gene, cloning, nucleotide sequence, gene mapping, 
Bacillus subtilis 6305 : = P mths 

metallothionein, calcium phosphate transformation effects on gene expression, 
cadmium, zinc, man 6736. 

metallothionein, cDNA cloning, characterization, cadmium binding proteins, 
Caenorhabditis elegans 8370. 

metallothionein, cDNA nucleotide sequence, Mimulus guttatus 7391. 

metallothionein, cloning, sequence, characterization, proteins, Candida 
glabrata 5449. 

metallothionein, cMT gene nucleotide sequence, chickens 5162. 

metallothionein, genomes nucleotide sequence, promoters, rabbits 7578. 

metallothionein, mice, expression, seeds transmission, Nicotiana tabacum 4778. 

metallothionein, post-transcription control gene expression, HepG2 cells 4755. 

metallothionein, promoters, binding MBF-! protein, MBF-I protein isolation, 
transcription factors, mice 6998. 

metallothionein, promoters, metal response element, Sp1 protein, mice 1795. 

metallothionein RNA, levels, cadmium, differentiation, protein kinase C 
effects on, cells 8183. 

metallothionein transcription, ACE1 protein, copper effects on, gene 
regulation, Saccharomyces cerevisiae 6693. 

sige 1a+growth hormone fusion genes, mRNA expression, regulation, 
mice 3 

metallothionein + retroviral like sequence gene products, CDNA expression, 
phorbol 12-myristate 13-acetate diester induction, epidermis, mice 7890. 

metC gene, nucleotide sequence, comparison Escherichia coli, Salmonella 
typhimurium 2532. 

metE gene lacZ gene, metR gene galK gene, gene fusion, contro! regions, MetR 
protein binding sites, mutation effects on gene expression, Salmonella 
typhimurium 5107. 

metE gene, metR gene, metH gene, MetR protein regulation expression, 
Escherichia coli 5990. 

metF gene, site-directed mutagenesis, lacZ gene, gene fusion, DNA-binding 
protein, Escherichia coli 7959. 

meiH gene, metR gene, metE gene, MetR protein regulation expression, 
Escherichia coli 5990. 


es, (continued) 

yy2thanol dehydrogenase, DNA cloning, nucleotide sequence, Paracoccus 
denitrificans 3863. 

Mfethionine adenosyltransferase, cDNA nucleotide sequence, amino acid sequence 


4) 2thylated-DNA-protein-cysteine methyltransferase, nucleotide sequence, 
| Bacillus subtilis 4411. 
pl 2thylated-DNA-protein-cysteine methyltransferase, ogt gene gene products 
ij enzymatic activity, Escherichia coli 5939. 
ee eC prom cysteine methyltransferase, ogt gene expression, ada 
@.gene mutants, Escherichia coli 5940. 
ithylated-DNA-protein-cysteine methyltransferase, ogt gene, gene mapping, 
488 Escherichia coli 6376. 
s)ethylation, cytosine + guanine dinucleotide, computer applications 5155. 
‘Glethylenetetrahydrofolate dehydrogenase (NAD ") cDNA nucleotide sequence, 
frcolon, carcinoma, cell lines 4528. 
W)ethylmalonyl-CoA decarboxylase cDNA, deoxyribonuclease Xmnl, restriction 
i) fragment length polymorphism, chromosome 13 4524. 
}ethylmalonyl-CoA mutase, cloning, nucleotide sequence, Propionibacterium 
7 shermanii 5608. 
Wi ethylmalonyl-CoA mutase, mutation, cDNA nucleotide sequence, polymerase chain 
i} reaction, methylmalonic acidemia, man 9599. 

hethylosinus trichosporium, methanol dehydrogenase, Escherichia coli, gene 
“Bi\expression 7828. 
apetR gene, metH gene, metE gene, MetR protein regulation expression, 
3 Escherichia coli 5990. 
apetY gene, nusA gene, infB gene, transcripts, ribonuclease III cleavage, 
a Escherichia coli 5903. 
evalonate kinase, cDNA nucleotide sequence, rats 10366. 
‘a1 gene, promoters, mapping, Saccharomyces cerevisiae 3783. 
\Fokl gene, DNA methylation, restriction modification systems, Flavobacterium 
Jokeanokoites 929. 
rgp gene, nucleotide sequence, MgPa protein, Mycoplasma genitalium 5424. 
jgPa protein, mgp gene, nucleotide sequence, Mycoplasma genitalium 5424. 
So) 1G gene, gene expression, embryos, Xenopus laevis 3741. 


pes, 
C2 gene products, synonomy E2 antigen, E2 antigen cDNA nucleotide sequence, 
)) role lymphocytes T cell adhesion 2620. 

hicF gene, RNA, inactivation ompF gene Escherichia coli translation, 

)temperature regulation OmpF protein, production, Escherichia coli 2751. 
2-microglobulin, restriction fragment length polymorphism, man 4578. 

icropia elements, nucleotide sequence, Y chromosome, Drosophila melanogaster, 


Sig 


8 microseminoprotein, nucleotide sequence, prostate, man 10445. 

‘icrosomal aminopeptidase, cDNA nucleotide nucleotide, amino acid sequence 
‘predictions, intestine, man 3273. 

ficrosomal aminopeptidase, nucleotide sequence, pigs 8503. 

icrosomes cytochrome P450, cDNA nucleotide sequence, man liver 1182. 


Nicrovitellogenin, nucleotide sequence, Manduca sexta 6278. 

fiddle T antigen, polyoma virus, cloning, baculovirus gene expression 765. 
ilk proteins, cDNA nucleotide sequence, Macropus eugenii 7565. 

) mineral springs allele, «1-antitrypsin deficiency, emphysema 
/association, transcription, nucleotide sequence 6292. 

ineralocorticoids receptors, chromosome 4, gene mapping, man 6428. 
inisatellites, DNA hypervariable sequence, hotspots, recombination, man 4520. 
Ji inisatellites, LTR-like elements, nucleotide sequence, man 3364. 

‘inute (1)1B gene, suppressor of sable gene, gene mapping, Drosophila 
melanogaster 1651. 

ioC gene gene expression, MRNA intracellular levels, relationship growth 


ene cloning, nucleotide sequence, Saccharomyces cerevisiae 6875. 
gene, cloning, polymerase chain reaction, ribozymes, Escherichia coli 


3) homology, Saccharomyces cerevisiae, man 1290. 
\Gyitochondria DNA, nucleotide sequence, comparison, Gadus morhua 8340. 
Hitochondria DNA, recombination repeat, nucleotide sequence, Petunia hybrida 
) 4227. 
WH itochondria ribosomes proteins, nuclei, nucleotide sequence, Saccharomyces 
§ cerevisiae 8422. 
WH itochondria rRNA, cDNA nucleotide sequence, Fasciola hepatica 536. 
Witochondria rRNA 16S, cDNA nucleotide sequence, Artemia 345. 
) itochondria, transcription, stimulation, Reuber hepatoma cells, man 5108. 
‘K3 gene, MK1 gene, MK2 gene, nucleotide sequence, potassium channels, mice 
% 7212. 
IK2 gene, MK1 gene, MK3 gene, nucleotide sequence, potassium channels, mice 
§ 7212. 
I IK1 gene, MK2 gene, nucleotide sequence, potassium channels, mice 7212. 
\kaA gene, virulence, plasmid pEX102, Salmonella typhimurium 7418. 
)kaB gene, virulence, plasmid pEX102, nucleotide sequence, Salmonella 
) typhimurium 7418. 
likaC gene, virulence, plasmid pEX102, nucleotide sequence, Salmonella 
' typhimurium 7418. 
‘tikaD gene, virulence, plasmid pEX102, Salmonella typhimurium 7418. 
"InP gene, manganese, gene regulation, manganese peroxidase, Phanerochaete 
iy chrysosporium 10656. 
1b gene nucleotide sequence, plasmid pLAB1000, Lactobacillus hilgardii 10370. 
+iobA gene, mobB gene, oriT gene, role mobilization plasmid pC221, plasmid 
» pGO1, Staphylococcus aureus 2767. 
10bB gene, oriT gene, mobA gene, role mobilization plasmid pC221, plasmid 
) pGO1, Staphylococcus aureus 2767. 
yeBiod gene, mutation, nucleotide sequence, phage P1 2555. 
a Modula gene, cDNA nucleotide sequence, transcription factors, Drosophila 
melanogaster 4609. 
“1OK-2 gene, genomes nucleotide sequence, expression transformed cells, mice 
6276. 
‘foloney leukemia virus, MLVI2 gene, mapping, homologs, hybridization, 
3! chromosome 5, man 3247. 
}10m gene, transcripts, com gene gene products positive regulation translation, 
é pha je Mu 2094, 
MOMP gene, cloning, nucleotide sequence, outer membranes, membrane proteins, 
Chiamydia psittaci 4863. 
TnomR gene, nucleotide sequence, identity oxyR protein nucleotide sequence, mom 
pene promoters methylation blocking binding oxyR protein, phage Mu, Escherichia 
coli 6689 
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monocyte chemotactic and activating factor, cDNA nucleotide sequence, man 3617. 

monophenol monooxygenase, cDNA restriction fragment length polymorphism, man 
1549. 

monophenol monooxygenase, nucleotide sequence, upstream region, liver, man 
4534. 

monopheno! monooxygenase, oculocutaneous albinism, mutation, man 10405. 

monophenol monooxygenase, precursors, analysis, function, CDNA nucleotide 
sequence, man 7444. 

mos gene, killing defects mutants, Escherichia coli, phage fd 986. 

mos gene, V protein, role assembly, phage fd 988. 

motD gene, flaAll gene, fliN gene, nucleotide sequence, flagella, Escherichia 
coli 2528. 

motilin, isolation, characterization, chromosome 6, man 7570. 

motilin, restriction endonuclease mapping, nucleotide sequence, man 2497. 

mP1 gene, enhancers, protamine, expression spermatids, transgenic mice 1724. 

mreC gene, nucleotide sequence, gene mapping, Escherichia coli 6211. 

mreD gene, mreC gene, nucleotide sequence, gene mapping, Escherichia coli 6211. 

MRF4 gene, cDNA nucleotide sequence, transcription factors, rats 8566. 

99999999 mRNA binding proteins, cDNA nucleotide sequence, expression, 
development, Xenopus laevis 4617. 

MRP gene, nucleotide sequence, gene regulation, myeloid cells differentiation, 
macrophages differentiation, leukocytes (granulocytic) differentiation, man 
5438 


MRP-L31 gene cloning, Saccharomyces cerevisiae 4883. 

MSA-1 antigen, genomes nucleotide sequence, Plasmodium falciparum 2449. 

MSB1 gene, gene mapping, nucleotide sequence, suppression, budding defective 
mutant, Saccharomyces cerevisiae 5557. 

MSI1 gene, nucleotide sequence, gene products inhibition guanine 
nucleotide-binding protein, Saccharomyces cerevisiae 3490. 

msp gene, cloning, use DNA probes, hybridization, Listeria monocytogenes 7857. 

mta gene, nucleotide sequence, cloning, glucan 1,4-a-maltotetraohydrolase, 
amino acid sequence predictions, Pseudomonas saccharophila 6395. 

mtf2 protein, nucleotide sequence, transcription factors, mitochondria, 
Saccharomyces cerevisiae 6439. 

mtp70 protein, nucleotide sequence, heat shock, Trypanosoma cruzi 3553. 

mts1 gene, cDNA nucleotide sequence, gene products similarity calcium-binding 
protein, gene expression tumor cells, mice 420. 

mucAB gene, uvp1 gate) role DNA repair, plasmid pR, Escherichia coli 2686. 

mucB gene, plasmid pKM101, mutagenesis, 
1-nitro-9-dimethylamino-propylamino-acridine, Escherichia coli 7159. 

multidrug-resistance, mdr1 gene, cDNA nucleotide sequence, nucleotides binding 
sites, mice 8266. 

mumps virus Miyahara strain fusion protein, cloning, cDNA nucleotide sequence 
51. 

Mup gene, major urinary protein, linkage analysis, nucleotide sequence, 
comparison, mice 3565. 

Mup-1.5 gene, detection, urine proteins, families, mice 8819. 

murE gene murG gene regions, association D-glutamic-acid-adding enzyme murD 
gene, gene mapping, Escherichia coli 5376. 

murF gene, nucleotide sequence, 
phospho-N-acetyimuramoyl-pentapeptide-transferase, Escherichia coli 2455. 

murG gene murE gene regions, association D-glutamic-acid-adding enzyme murD 
gene, gene mapping, Escherichia coli 5376. 

murG gene, nucleotide sequence, cell membranes, Escherichia coli 10510. 

muscarinic acety!choline receptors, cDNA nucleotide sequence, amino acid 
sequence predictions, Drosophila melanogaster, evolutionary genetics 5242. 

muscarinic receptors, restriction fragment length polymorphism, man 2642. 

muscle creatine kinase ckm gene, nucleotide sequence, rats 1246. 

muscles specificity, regulation, gene expression, introduction, embryos stem 
cells, correlation, DNA methylation, mice 9735. 

mutants, ligation, Corynebacterium diphtheriae toxins formation, polymerase 
chain reaction 3944. 

mutation, gene mapping, DicB protein resistance, Escherichia coli 5320. 

mutation, ‘ipoprotein (low density) receptors, DNA sequence, analysis, mRNA 
transcripts, patients hypercholesterolemia, Finland 520. 

mutation, transposons transposon P detection, polymerase chain reaction, 
Drosophila, methodology 4600. 

se Ag mutagenesis mechanism, culture media, DNA repair, Escherichia coli 

ae gene; mismatch repair, nucleotide sequence, Salmonella typhimurium 5418, 

18. 

mutL gene, nucleotide sequence, Vibrio cholerae 4387. 

mvhA gene, nucleotide sequence, hydrogenase, Methanobacterium 
thermoautotrophicum 2527, 

mvhD gene, nucleotide sequence, hydrogenase, Methanobacterium 
thermoautotrophicum 2527. 

mvhG gene, nucleotide sequence, hydrogenase, Methanobacterium 
thermoautotrophicum 2527. 

Mx gene, cDNA nucleotide sequence, «2-interferon induction gene 
expression, fibroblasts 2465. 

MX1 gene, p78 protein, deoxyribonuclease Pst, restriction fragment length 

joel Sit chromosome 21, man 6532. 

Mycobacterium tuberculosis proteins, nucleotide sequence 6218. 

myelin association glycoproteins, CDNA nucleotide sequence, splicing patterns, 
mice 9470. 

myelin basic protein, cDNA nucleotide sequence, mice, man 8569. 

myelin basic protein, nucleotide sequence, brain, Selachii 7252. 

myelin basic protein, promoters, enhancers, mice 736. 

myelin basic protein, transcription regulation, promoters, NFI protein binding 
sites, mice 10686. 

myelin glycoproteins, cDNA nucleotide sequence, amino acid sequence 
predictions, man 5580. 

myelin glycoproteins, cDNA nucleotide sequence, brain, man 2477. 

myelin proteolipids proteins, AG to GG transition, splicing sites, effects on, 
exons, mice 1854. 

myeloperoxidase, cDNA nucleotide sequence, amino acid sequence predictions, 
lymphocytes, man 5595. 

myeloperoxidase cDNA nucleotide sequence, homology, cell lines, mice 3406. 

myeloperoxidase, nucleotide sequence, liver, mice 4214. 

MyoD gene, cDNA nucleotide sequence, mesoderm induction, embryos, Xenopus 
laevis 3452. 

MyoD1 gene expression, myogenesis inhibition, 5-bromo-2'-deoxyuridine, 
transfection, cell lines, mice 8772. 

MyoD1 gene, similarity CMD1 gene, CMD1 gene cDNA nucleotide sequence, 
transcription factors, chickens 572. 
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myogenesis a-actin, cDNA nucleotide sequence, smooth muscle, mice 2380. 

myogenin Myf-4 gene, activation, differential expression, man 2571. 

myosin alkali light chains, cDNA nucleotide sequence, cells, muscles, man 7199. 

myosin alkali light chains, gene expression, nucleotide sequence, man 1297. — 

myosin heavy chains, alpha+beta forms, cDNA nucleotide sequence, comparison, 
heart, rats 5244. 

myosin heavy chains, cDNA nucleotide sequence, embryos, man 7390. 

a-myosin heavy chains, cDNA nucleotide sequence, heart, Papio 4665. 

6-myosin heavy chains, cDNA nucleotide sequence, heart, rats 3647. 

myosin heavy chains, cDNA nucleotide sequence, intestine, chickens 4218. 

myosin heavy chains, cDNA nucleotide sequence, mapping, transcription, 
skeletal muscle, man 8596. 

6-myosin heavy chains, cDNA nucleotide sequence, Papio ventricle 4271. 

myosin heavy chains, cloning, gene expression, skeletal muscle, embryos, man 
3722. 

myosin, heavy chains, DNA conformation, chickens 3649. 

myosin heavy chains, expression, embryogenesis, Halocynthia roretzi 691. 

myosin heavy chains forms, cDNA nucleotide sequence, aorta, rats 5246. 

myosin, heavy chains, nucleotide sequence, Acanthamoeba castellanii 5484. 

myosin, heavy chains, nucleotide sequence, Caenorhabditis elegans 183. 

myosin, heavy chains, nucleotide sequence, expression embryos, chickens 3345. 

myosin heavy chains, structure, transcription analysis, chickens 1613. 

myosin, heavy chains, transcripts, alternative splicing, Drosophila 
melanogaster 93. 

myosin |, heavy chains, chemotaxis, motility, Dictyostelium discoideum 4871. 

myosin light chains, cDNA nucleotide sequence, evolution, muscles, man 10416. 

myosin, light chains, cDNA nucleotide sequence, skeletal muscle, man 10359. 

myosin light chains, cDNA nucleotide sequence, skeletal muscle man 1616. 

myosin light chains, chloramphenicol acetyltransferase, gene fusion, gene 
expression, promoters, skeletal muscle, chickens 5744. 

myosin light chains, deoxyribonuclease | hypersensitivity methylation sites, 
heart, chickens 2869. 

myosin light chains, regulatory nucleotide sequence, promoters activity, 
heart, chickens 8519. 

B-myosin light chains, structure, gene mapping, gene expression, heart, 
rats 7531. 

myosin, light chains, transcripts, alternative splicing, chickens 1143. 

myosin, light chairs, CDNA nucleotide sequence, Dictyostelium discoideum 2498. 

myosin, loci, deoxyribonuclease BamHI restriction fragment length 

polymorphism, chromosome 17, man 3530. 

NAD” ADP-ribosyltransferase, Fe USO OU Clee draT gene, draG 
gene, nucleotide sequence, Rhodospirillum rubrum 6416. 

NAD” ADP-ribosyltransferase, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 5626. : 

NAD* ADP-ribosyltransferase, cDNA nucleotide sequence, mice 7397. 

NAD* ADP-ribosyltransferase, cloning, Escherichia coli gene expression, man 
3871, 7884. 

NAD* ADP-ribosyltransferase, organization, man 2484. 

NAD* ADP-ribosyltransferase, promoters, nucleotide sequence, comparison, 
man 10672. 

NAD~ ADP-ribosyltransferase substrates rho gene, cDNA nucleotide sequence, 
amino acid sequence predictions, adrenal gland, cattle 5600. 

NADH dehydrogenase, cDNA nucleotide sequence, Leishmania major 6332. 

NADH dehydrogenase, cDNA nucleotide sequence, liver, rats 1596 

NADH dehydrogenase, cytochrome-c oxidase, nucleotide sequence, probes, 
detection, tissues, rats 8628. 

NADH dehydrogenase, cytochrome-c oxidase, rRNA 12S, genomes nucleotide 
sequence, similarity mitochondria genes, evolution, man 6482. 

NADH dehydrogenase, electron transport, cDNA nucleotide sequence, 
conservation, growth dependent, expression, Mammalia, cattle 9488. 

NADH dehydrogenase, mitochondria, nucleotide sequence, maturase proteins, 
Vicia faba 8351. 

NADH dehydrogenase, ndhE gene, nucleotide sequence, mitochondria, Aspergillus 
nidulans 5525. 

NADH dehydrogenase, nucleotide sequence, mitochondria, Chlamydomonas 
reinhardtii 262. 

NADH dehydrogenase subunit IV, RNA editing, splicing sites, mitochondria, 
Triticum aestivum 10206. 

NADH dehydrogenase subunits ND4 gene, nucleotide sequence, gene mapping, 
mitochondria, Chlamydomonas reinhardtii 5286. 

NADH dehydrogenase (ubiquinone) cDNA nucleotide sequence, heart, cattle 5223. 

NADPH oxidase, cDNA nucleotide sequence, amino acid sequence predictions, 
respiratory burst, leukocytes (neutrophilic), man 3391. 


NADPH-cytochrome P450 oxidoreductase, cDNA nucleotide sequence, chromosome 7, 


man 8499. 

nag gene, nagR gene, nagA gene, promoters, mapping, Escherichia coli, 
Klebsiella pneumoniae 5315. 

nagA gene, nagR gene, nag gene, promoters, mapping, Escherichia coli, 
Klebsiella pneumoniae 5315. 

nagB gene, nagD gene, nagC gene, nagA gene, nucleotide sequence, 
N-acetylglucosamine-6-phosphate deacetylase, Escherichia coli 2523. 

nagC gene, nagB gene, nagD gene, nagA gene, nucleotide sequence, 
N-acetylglucosamine-6-phosphate deacetylase, Escherichia coli 2523. 

nagD gene, nagC gene, nagB gene, nagA gene, nucleotide sequence, 
N-acetylglucosamine-6-phosphate deacetylase, Escherichia coli 2523. 

nagE gene nucleotide sequence, plasmid pLC5-21, phosphoramidate-hexose 
phosphotransferase, Escherichia coli 7305. 

nagR gene, nagA gene, nag gene, promoters, mapping, Escherichia coli, 
Klebsiella pneumoniae 5315. 

NAD(P)H dehydrogenase (quinone), cDNA nucleotide sequence, man 7200. 

nahC gene, nucleotide sequence, 1,2-dihydroxynaphthalene dioxygenase, plasmid 
NAH7, Pseudomonas putida 5196. 

NahR gene, nucleotide sequence, gene products similarity Rhizobium NodD gene 
gene products, transcription factors, Pseudomonas putida 1352. 

Na"/K" -transporting ATPase, catalysis subunits, detection, proteins 
inhibitors, Mammalia 2402. 

Na /K’ transporting ATPase, cDNA nucleotide sequence, brain, mice 8290. 

Na | /K’ -transporting ATPase cDNA nucleotide sequence, Artemia 6523. 

Na“/K" -transporting ATPase, mapping, chromosome 2, chromosome 13, 
Mustela vison 3836. 

os Hi ype ATPase, nucleotide sequence, gastric mucosa, man 

Na Pt ranaporting ATPase, restriction fragment length polymorphism, 


man {484. 
Na™/K”-transporting ATPase subunits, cDNA, restriction endonuclease 
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mal Ring, hybridization analysis, man 4417. ’ ‘ 

Na kK -transporting ATPase subunits, nucleotide sequence, amino acid 
sequence predictions, horses 428. 

NAMB gene, NAM7 gene, NAM1 gene, nucleotide sequence, role mitochondria 
protein biosynthesis, Saccharomyces cerevisiae 1471. : 

NAN7 gene, NAMB gene, NAM1 gene, nucleotide sequence, role mitochondria 
rotein biosynthesis, Saccharomyces cerevisiae 1471. 

NAM1 gene, nucleotide sequence, NAM7 gene, NAMB gene, role mitochondria 
protein biosynthesis, Saccharomyces cerevisiae 1471. 

nanos gene, BicaudalD gene effects on activity, Drosophila melanogaster 5237. 

NAD(P)H:oxidoreductase, transcription+ mRNA stimulation, chromosome 7 if 
mice 3121. 

NAD(P)H:quinone reductase, exons structure, liver, rats 7477. 

narG gene, narH gene, narJ gene, narl gene, nucleotide sequence, nitrate 
reductase, Escherichia coli 6412. 

narH gene, narG gene, narJ gene, narl gene, nucleotide sequence, nitrate 
reductase, Escherichia coli 6412. 

narl gene, narJ gene, narH gene, narG gene, nucleotide sequence, nitrate 
reductase, Escherichia coli 6412. 

naringenin-chalcone synthase, U.V. radiation induction gene expression, 
flowers development, Petunia hybrida 3792. 

naringenin-chalcone synthase, cDNA nucleotide sequence, SAN 9789 treatmen' 
Sinapis alba 2362. 

naringenin-chalcone synthase, regulation, defence, symbiosis, environment 
stimuli, Glycine max 7680. 

narJ gene, narl gene, narH gene, narG gene, nucleotide sequence, nitrate 
reductase, Escherichia coli 6412. 

narK gene, nucleotide sequence, nitrate transport, Escherichia coli 6402. 

narL gene, narX gene, nucleotide sequence, nitrate reductase, Escherichia coli 
462. 

narL gene, nucleotide sequence, Escherichia coli 5346. 

narL gene, regulation, nitrate control respiration, nucleotide sequence, 
Escherichia coli 5296. 

narX gene, narL gene, nucleotide sequence, nitrate reductase, Escherichia coli 
462. 

narX gene, nucleotide sequence, Escherichia coli 5346. 

NCA gene, CEA gene, localization, chromosome 19, man 9451. 

ndhi gene, ndh3 gene, ndh4 gene, ndh5 gene, cytb gene, atp9 gene, rpl14 ger 
nucleotide sequence, cytochrome b, ribosomal protein L14, NADH dehydr: 
mitochondria, Paramecium 8309. 

ndhC gene, ORF 159 gene, nucleotide sequence, Synechocystis sp.PCC6803 OR 
gore nucleotide sequence, plastids, Zea mays 1395. 

ndhD gene, nucleotide sequence, transcripts, chloroplasts, Zea mays 3086. 

ndhE gene, nucleotide sequence, NADH dehydrogenase, mitochondria, Aspergé 
nidulans 5525. 

ndhE gene, nucleotide sequence, transcripts, chloroplasts, Zea mays 3086. 

baer se nucleotide sequence, B-glucans biosynthesis, Rhizobium meliloti 


nef gene, MRNA, cDNA, nucleotide sequence, simian immunodeficiency virus #| 

neo gene+bar gene gene expression, rbcS promoters, ats1A transit peptide, 
ribulose-bisphosphate carboxylase, regulation, Arabidopsis thaliana 3784. 

neo gene, expression embryonal carcinoma cells, polyoma virus enhancers 
substitution Moloney leukemia virus long terminal repeat enhancers, mice 78 

neo gene, insertion, substitution, v-erbA gene, v-erbB gene, avian 
erythroblastosis virus cloning vectors construction, gene expression, embryo 
fibroblasts, chickens 820. 

neo gene, transformation, protoplasts, Zea mays 6777. 

neomycin phosphotransferase neogene, stability, gene expression, geminivirus 
cloning vectors 1814. 

neopullulanase, nucleotide sequence, Bacillus stearothermophilus 437. 

ner gene, gene products, DNA stimulation dimerization, phage D108, Eschericty 
coli i 

nerve growth factor receptors, cDNA nucleotide sequence, chickens 7471. 

nerve growth factor receptors, na analysis, erythrocytes cell surface 
proteins gene mapping, man 4492. 

nestin, cDNA nucleotide sequence, central nervous system stem cells gene 
expression, intermediate filaments, rats 8461. 

netA gene, nucleotide sequence, spore coats proteins, Bacillus subtilis 1343. 

neural cell adhesion molecule, cDNA nucleotide sequence, development 
expression, Xenopus laevis 7259. 

neural cell adhesion molecule, transcripts, alternative splicing, brain, 
skeletal muscle, man 91. 

neuraxin cDNA nucleotide sequence, microtubule-associated protein 5 like, 

central nervous system, rats 3506. 

neurofilaments, nucleotide sequence, mice 170. 

neurofilaments, promoters, nucleotide sequence, chickens 7455. 

neurofilaments subunits, restriction fragment length polymorphism, man 2644. 

neuroglian, cDNA nucleotide ee lethal mutation, Drosophila 7315. 

neurohemal organ proteins, insulin like proteins, CDNA nucleotide sequence, 
brain, Locusta migratoria 9407. 

neuromedin K receptors, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 6231. | 

neuromodulin, cloning, Escherichia coli gene expression, mice 4858. 

neurons, neural cell adhesion molecule, cDNA nucleotide sequence, reviews 

neurotensin, neuromedin N, or lye exons evolution, rats, cattle, dogs 607. | 

neurotoxin A, cloning, nucleotide sequence, amino acid sequence predictions, _ 
Clostridium botulinum 5631. | 

neurotoxin B-IV, cloning, gene expression, Cerebratulus lacteus 7886. 

neurotoxins cDNA nucleotide sequence, characterization, leukocytes 
(eosinophilic) 4548. 

neurotoxins, CDNA nucleotide sequence, venom gland, Aipysurus laevis 6389. 

neurotransmitters, MRNA expression, localization, in situ hybridization, 
histochemistry, neostriatum grafts, rats 10153. 

neurotropin-3, NT-3 gene, genomes nucleotide sequence, rats 8401. 

nexin |, CDNA nucleotide sequence, man 1386. 

NF1 gene, Recklinghausen's disease, translocation, characterization, 
chromosome 17, man 7492. 

NFI protein binding sites, hydroxyl radicals footprinting, nucleotide 
sequence, DNA, adenovirus (human) 3750. 

ur pre cDNA nucleotide sequence, amino acid sequence predictions, live: 

igs s 

NEI protein, promoters, rats 6734. 
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promoters+ enhancers, mice 3768. 

rearrangement, Rhizobium meliloti, association, suicide, plasmids, plasmid 
pSP601 779. 

REC1, gene, genomes nucleotide sequence, Ustilago maydis 6406. 

rec-1' gene, cloning, Rec plasmid transfer, transformation, Haemophilus 
influenzae 5875. 

recA gene: cloning, cross-reactivity, Legionella pneumophila, Escherichia coli 


recA gene, cloning, nucleotide sequence, Thiobacillus ferrooxidans 587. 
Escherichia coli 5867. 
recA gene, lexA gene, DNA repair, | serge X174, Escherichia coli 1691. 
INA polymerase |, SOS repair induction, 
Escherichia coli 4695. 
recA gene, mutants, plasmid CAM-OCT enhancement U.V. radiation response, 
recA gene, nucleotide sequence, DNA repair, Proteus mirabilis 5188. 
recA gene, nucleotide sequence, promoters, Speers 7229. 
magnetotacticum 7240. 
recA gene proteins overproduction, sfiA gene, gene expression, SOS repair, 
RecA gene, RecA protein, DNA complexes, DNA repair, ABC excinuclease, in vitro 
1696. 
recB gene products, DNA degradation, deoxyribonuclease (pyrimidine dimer) 
activity, Escherichia coli 5151. 
defects Escherichia coli, Pseudomonas putida, Pseudomonas aeruginosa 5682. 
recC gene, recD gene, recB gene, cloning, complementation recombination 
recD pene gene products, deoxyribonuclease V, properties, characterization, 
Escherichia coli 7901. 
defects Escherichia coli, Pseudomonas putida, Pseudomonas aeruginosa 5682. 
receptor receptors, expression, transfection, detection, use replica filter 
99999999 receptors, cDNA nucleotide sequence, amino acid sequence predictions, 
man 5577. 
99999999 receptors, gene mapping, chromosome 5, chromosome 10, man 6500. 
99999999 receptors gene mapping, restriction fragment length polymorphism, 
receptors, rearrangement, lymphocytes T development, Abelson leukemia virus 
transformed cells, mice 7569. 
putida 2581. 
recJ gene, gene products, characterization, isolation, Escherichia coli 7902. 
recR gene, nucleotide sequence, gene mapping, Escherichia coli 4403. 
recR gene, role DNA repair, Escherichia coli 2685. 
segregation, cell cycle, Saccharomyces cerevisiae 7443. 
reg gene, pancreas stone protein, MRNA nucleotide sequence, comparison, 
regA gene gene expression, transcripts accumulation, iron regulation, 
'seudomonas aeruginosa 5741. 


recA gene, deletion, competence transformation, phage \ packaging, 

recA gene, mutants, DNA-directed 
Pseudomonas aeruginosa 8679. 

recA gene, nucleotide sequence, similarity Escherichia coli, Aquaspirillum 
Escherichia coli 1695. 

recA gene, role, DNA repair, heat shock, Escherichia coli 7616. 

recB gene, recD gene, recC gene, cloning, complementation recombination 
defects Escherichia coli, Pseudomonas putida, Pseudomonas aeruginosa 5682. 

recD gene, recB gene, recC gene, cloning, complementation recombination 
screening bid bce hamsters 4773. 

99999999 receptors, cloning, CHO cells gene expression, man 5898. 
chromosome 4, man 4569. 

recF gene, dnaN gene, dnaA gene, gyrB gene, nucleotide sequence, Pseudomonas 

recN gene, spolVB gene, nucleotide sequence, Bacillus subtilis 8382. 

RED1 gene, gene expression, nucleotide sequence, requirements, chromosomes 

jomology, man 8136. 
regA gene proteins, binding, gene 44 mRNA, phage T4 6069. 
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regA gene, regulatory genes, toxin A production, Pseudomonas aeruginosa, 
cloning, sles expression, Escherichia coli 6897. 

X region, T cell leukemia virus |, role transformation lymphocytes T, 
transduction Herpesvirus saimiri vectors 5788. , 

regulation, enhancers c-fos gene, HeLa cells response elements, interleukin 
similarity, genes, oncogenes 64764. 

regulation, multiplex, two-tiered methodology, mice 9736. 

regulatory, MyoD gene, expression, activation, transfection, rats 4774. 

regulatory, MyoD gene, expression, activation, transfection, chickens 4774. 

regulatory, MyoD gene, expression, activation, transfection, man 4774. 

regulatory proteins, DNA-binding unit characterization, amino acid sequence 
9960 


Ren1 preprorenin cDNA nucleotide sequence, kidney, mice 5248. 

Ren-1 gene, gene expression, alleles specificity, chromosome 1, mice 5772. 

Renid gene, nucleotide sequence, comparison, mice 8277. 

renin flanking region, nucleotide sequence, man, mice, rats 1193. 

renin, gene expression, mice 7678. 

renin, restriction fragment length polymorphism, chromosome 1, man 1619. 

renin-binding protein cDNA nucleotide sequence, kidney, pigs 9498. 

ref(2)P gene, cloning, expression, rhabdovirus sigma infection resistance, 
Drosophila melanogaster 4890. 

rep gene, mutants, role replication plasmid pSC101, integration host factor, 
himA gene, himD gene, Escherichia coli 911. 3 

rep gene nucleotide sequence, plasmid pLAB1000, Lactobacillus hilgardii 10370 

ref(2)P gene, nucleotide sequence, sigma virus replication, males fertility, 
Drosophila melanogaster 4238. 

rep gene proteins interactions, plasmid pT181, plasmid pC221 replication, 
Staphylococcus aureus 1985. 

Rep-1 gene, dhfr gene, promoters, dihydrofolate reductase, mice 1713. 

tepA gene, mutants, nucleotide sequence, plasmid pAB174 2408. 

repA gene, mutation, RepA protein, role plasmid Rts1 replication initiation, 
Escherichia coli 6640. 

repA gene, transcripts identification, transcription, replication origin, 
plasmid pSC101 6090. 

repair pathway, DNA glycosylase role, HeLa cells 677. 

repetitive proline-rich protein 3, cDNA nucleotide sequence, Glycine max 9435. 

Repl peo, nucleotide sequence, REP! replication region, plasmid pColV-K30 
1360. 

repl gene, c4 gene, ant gene, kilA gene, nucleotide sequence, phage P1, 
Escherichia coli 346. 

replication proteins, tomato golden mosaic virus gene transfer, Nicotiana 
benthamiana 7711. 

reporter, hepatitis B surface antigen use, promoters activity assays, 
comparison chloramphenicol acetyltransferase 3868. 

reporter, Photinus-luciferin 4-monooxygenase (ATP-hydrolysing) assays, 
mammalian cells 6827. 

repS gene, nucleotide sequence, plasmid psM19035, Streptococcus pyogenes 623% 

repU gene promoters+neomycin antibiotic resistance genes, cloning vectors, 
Bacillus subtilis 1867. 

requirements, motility, estimation, use, electrophoresis, mutagenesis 
transposons, Caulobacter crescentus 8698. 

res gene resolvase complex, gel electrophoresis, transposon -y8 1170. 

resL gene, B-lactamase, characterization, transposon Tn552 3471. 

restriction endonuclease mapping, urease biosynthesis, chromatography 
purification, Morganella morganii 10365. 

restriction-modification systems, cDNA nucleotide sequence, bacteria 5356. 

restriction-modification systems, cloning, nucleotide sequence, Serratia 
marcescens 6302. 

retinitis pigmentosum gene mapping, chromosome 3, man 4468. 

retinitis pigmentosum gene mapping, chromosome 6, chromosome 13, chromos 
20, chromosome 21, man 4465. 

bigatipry Hig gene cDNA nucleotide sequence, leucine zipper, gene expressic 
mice i 

retinoblastoma gene products, cell cycle dependent dephosphorylation, SV40 
antigen T binding, Cercopithecus aethiops 8957. 

retinoblastoma, gene products, SV40 antigen T binding 9949. 

retinoblastoma, repeated sequence homology, man 4668. 

retinoblastoma, structure, man 1394. 

retinoblastoma, susceptibility, assignment, chromosome 14, mice 7769. 

retinoic acid roueptbls 8 gene, retinoic acid responsive elements 
identification, cloning, nucleotide sequence, man 4517. 

retinoic acid receptors, cDNA restriction fragment length polymorphism, 
chromosome 17, man 1598. 

retinoic acid receptors, forms, cDNA nucleotide sequence, mice 9446. 

retinoic acid receptors, hKRAR-y, cDNA nucleotide sequence, transcription 
activation, breast carcinoma, man 1285. 

retinoic acid receptors, nucleotide sequence, skin, mice 1231. 

retinoid-binding protein cDNA nucleotide sequence, fusion proteins synthesis, 
cattle 3374. 3 

retinol-binding protein, cDNA nucleotide sequence, amino acid sequence 
predictions, eye, man 7226. 

retrovirus Cloning vectors particles, RNA, cDNA, nucleotide sequence 6522. 

REV3 gene function, nucleotide sequence, DNA-directed DNA polymerase, | 
Saccharomyces cerevisiae 6843. | 

rev gene, gene expression, down-regulation, Rev protein, polymerase chain 
reaction, human immunodeficiency virus 1 9751. } 

rev gene, human immunodeficiency virus 1, induction gene expression, unsplice 
mRNA 3752. if 

rev gene, MRNA, cDNA, nucleotide sequence, simian immunodeficiency virus 424 

rev gene transcripts, introns structure, visna virus 69. 

se big T cell leukemia virus |, induction gene expression, unspliced mRNA 

REX-1 gene, transcription, retinoic acid effects on, cells, teratocarcinoma, 
mice 7085. 

RF-X ee nucleotide sequence, DNA-binding protein, transcription factors, 
man F 

tfb gene, cloning, O antigen, Escherichia coli 1339. 

rfb gene, gene mapping, lipopolysaccharides biosynthesis, O antigen, Vibrio 
cholerae 6420. 

Rh4 gene, Rh3 gene, promoters, rhodopsin, Drosophila melanogaster 8767. 

Rh3 gene, Rh4 gene, promoters, rhodopsin, Drosophila melanogaster 8767. 

RHA2 gene, RHA1 gene, RHA3 gene, genomes nucleotide sequence, rhodotorucin: 
Rhodosporidium toruloides 5266. 

RHA3 gene, RHA2 gene, RHA1 gene; genomes nucleotide sequence, rhodotorucin 
Rhodosporidium toruloides 5266. 
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) RHA1 gene, RHA2 gene, RHA3 gene, genomes nucleotide sequence, rhodotorucine A, 
Rhodosporidium toruloides 5266. 
» rhabdomyosarcoma, gene mapping, chromosome 11, man, mice 7343. 
f)/rhaR gene, gene products, DNA-binding protein, purification, L-rhamnose operon 
regulation, Escherichia coli 10971. 
© rhinovirus (human) receptors, cDNA nucleotide sequence, amino acid sequence 
}} predictions, HeLa cells 421. 
thegiql 22 tho gene, mutants, nucleotide sequence, Escherichia coli 5384. 
me 1c Be potas, cDNA nucleotide sequence, man 1654. 
| ai rhodopsin, defects, mutants, nucleotide sequence, Drosophila 5444. 
a rhodopsin |, nucleotide sequence, amino acid sequence predictions, 
i) Halobacterium salinarium 7472. 
a rhodopsin, point mutation, retinitis pigmentosum, family studies 4557. 
%) rhodopsin, Rh3 gene, Rh4 gene, promoters, Drosophila melanogaster 8767. 
thodotorucine A, RHA1 gene, RHA2 gene, RHA3 gene, genomes nucleotide sequence, 
ony Rhodosporidium toruloides 5266. 
‘ribonuclease P, mutants, Escherichia coli 2862. 
‘ribonuclease P, nucleotide sequence, mitochondria, Saccharomyces cerevisiae 
) 4406. 
17 i tibonuclease P RNA H1, nucleotide sequence, man 9214. 
i i ribonuclease P, RNA subunits, nucleotide sequence, Thiobacillus ferrooxidans 
Oh 6348. 
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if ribonuclease T rnt gene, gene mapping, restriction endonuclease mapping, 
‘38: Escherichia coli 5340. 

if ribonucleoprotein A1, cDNA nucleotide sequence, amino acid sequence 

. 18) predictions, Xenopus laevis 7386. 

Z\ e\tétt. (el ribonucleoprotein A1, nucleotide sequence, amino acid sequence predictions, 


man 5549. 
mili ribonucleoproteins, cDNA nucleotide sequence, amino acid sequence predictions, 
(2h man 4389. 
rat niet, } ee ucicoproteins; cDNA nucleotide sequence, mRNA multiple forms, mammalian 
ik cells 3089. 
nom, #ribonucleoproteins, fibrillarin genes, cDNA nucleotide sequence, Xenopus 
6 laevis 6562. 
‘i ribonucleoproteins N protein, cDNA nucleotide sequence, systemic lupus 
,Gmenastlys . erythematosus antigenic determinants, rats 1511. 


yandioldtribonucleoproteins, PRP4 gene nucleotide sequence, homology guanine 
‘4 nucleotide-binding protein, Saccharomyces cerevisiae 5225. 
iy z¢? 8) ribonucleoside-diphosphate reductase M2 subunits, nucleotide sequence, cells, 
"9 mice 3325. 
» ) ribonucleoside-diphosphate reductase, restriction fragment length 
© polymorphism, chromosome 11, man 152. 
tibonucleoside-triphosphate reductase, gene amplification, hydroxyurea 
~_ resistance, mammalian cells, mice 9484. 
tibose-phosphate pyrophosphokinase, cDNA nucleotide sequence, man 9573. 
tibose-phosphate pyrophosphokinase subunit |, nucleotide sequence, rats 7535. 
ribosomal protein AO, nucleotide sequence, Saccharomyces cerevisiae 6257. 
ribosomal protein B, rpmJ gene, spc gene, effects on secY gene expression, 
@ Escherichia coli 1776. 
W ribosomal protein CS17, cDNA nucleotide sequence, amino acid sequence 
'® predictions, Arabidopsis thaliana, evolutionary genetics 8369. 
W ribosomal protein L12 rimL gene, nucleotide sequence, Escherichia coli 1344. 
oo protein L13, cDNA nucleotide sequence, chloroplasts, angiosperms 
i) 69. 
ribosomal protein L14, binding transcription factors, characterization, 
Xenopus laevis 10958. 
ribosomal protein L14, nucleotide sequence, chloroplasts, Chlamydomonas 
reinhardtii 1636. 
ribosomal protein L2, ribosomal protein L14, ribosomal protein S12, ribosomal 
protein S14, rps14 gene, rps12 gene, rpl2 gene, rpli4 gene, mitochondria 
genomes nucleotide sequence, Paramecium 8336. 
@ribosomal protein L3, ribosomal protein S33, induction, GF protein, TAF 
| protein, SUF protein, transcription factors, Saccharomyces cerevisiae 2722. 
‘¢ @ ribosomal protein L30, ribosomal protein L32, ribosomal protein S16, 
gi") promoters, mice 5696. 
‘ribosomal protein L31, cDNA nucleotide sequence, man 7559. 
1) ribosomal protein L32, cDNA nucleotide sequence, rats 1224. 
‘ribosomal protein L32 gene expression, L1210 cells, mice 8747. 
ribosomal protein L32 rpmF gene, cloning, nucleotide sequence, hybridization 
analysis, association g30k gene, operons formation, Escherichia coli 5423. 


ribosomal protein L35, ribosomal protein L20, ribosomal protein L5, ribosomal 
‘6 protein S8, ribosomal protein L6, genomes nucleotide sequence, Cyanophora 
fh Paradoxa 7352. 


‘ribosomal protein L37a, cDNA nucleotide sequence, amino acid sequence 
_ § _ predictions, rats 9128. 
"ribosomal protein L46+ribosomal protein S24 gene fusion, transcription, 

§ Saccharomyces cerevisiae 6098. 

, _,.@ fibosomal protein L5, nucleotide sequence, chloroplasts, Euglena gracilis 4368. 

jt ribosomal protein L6, ribosomal protein S8, ribosomal protein L5, ribosomal 
protein L20, ribosomal protein L35, genomes nucleotide sequence, Cyanophora 

yeu Wh paradoxa 7352. 

“~~ ribosomal protein L7, cDNA nucleotide sequence, Dictyostelium discoideum 2424. 

J po ‘ribosomal protein L7a cDNA nucleotide sequence, liver, rats 3632. 


Nl ‘ribosomal protein S10, nucleotide sequence, homology, ribonuclease P, 
"4 Alcaligenes eutrophus 10508. 
yen” @ ribosomal protein S11, cDNA nucleotide sequence, amino acid sequence 


4) _ predictions, Arabidopsis thaliana, evolutionary genetics 8369. 
94 ribosomal protein S12 cDNA nucleotide sequence, mice 3627. 


La ribosomal protein S12, ribosomal protein S7, elongation factor EF-G, 
one ) _ elongation factor EF-Tu, nucleotide sequence, Anacystis nidulans 1409. 
i , ribosomal protein S14, cDNA nucleotide sequence, rats 8554. 


fOr ribosomal protein S14, tRNA Phe, tRNA Ile, tRNA Cys, nucleotide sequence, 
‘chloroplasts, arr gracilis 3461. 
om g one protein S16, promoters elements characterization, transfection, mice 
inl tibosomal protein S17, cDNA nucleotide sequence, chickens 1601. 
fibosomal protein S17, cDNA nucleotide sequence, Drosophila melanogaster 545. 
# ribosomal protein S4, cDNA nucleotide sequence, amino acid sequence 
.'§ predictions, rats 5553. 
‘ribosomal protein S6, cDNA nucleotide sequence, liver, man 556. 
, ribosomal protein S7, ribosomal protein S12, elongation factor EF-G, 
ot elongation factor EF-Tu, nucleotide sequence, Anacystis nidulans 1409. 
> 01 ribosomal protein S8, ribosomal protein L6, ribosomal protein L5, ribosomal 
in protein L20, ribosomal protein L35, genomes nucleotide sequence, Cyanophora 
, i) Pparadoxa 7352. 
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ribosomal proteins, genomes nucleotide sequence, Halobacterium cutirubrum 2459. 

ribosomal proteins, genomes nucleotide sequence, promoters, Mucor racemosus 
5515. 

ribosomal proteins, genomes nucleotide sequence, similarity K37 gene, 
Schizosaccharomyces pombe 9547. 

ribosomal proteins L7a, cDNA nucleotide sequence, placenta, man 2373. 

ribosomal proteins, nucleotide sequence, Halobacterium salinarium 388. 

ribosomal proteins, nucleotide sequence, operons, Methanococcus vannielii 6252. 

ribosomal proteins, promoters function, polypyrimidine initiation complex, RNA 
biosynthesis, mice 7095. 

ribosomal proteins, trmD gene, rpsP gene, rpIS gene, expression, Escherichia 
coli 6700. 

ribosomal proteins, V1 gene, cDNA nucleotide sequence, Dictyostelium 
discoideum 4363. 

ribosomes binding sites, nucleotide sequence, plasmids Escherichia coli 293. 

ribosomes, DNA, macronuclei, orthogonal-field-alternation gel electrophoresis, 
Paramecium tetraurelia 1323. 

ribosomes phosphoprotein PO, cDNA nucleotide sequence, homology, mice 3637. 

ribosomes proteins, structure, rats 1303. 

ribosomes proteins S14, mitochondria DNA, nucleotide sequence, Vicia faba 557. 

ribosomes, restriction endonuclease mapping, Aedes aegypti 6040. 

ribosomes ribosomal protein L1, cDNA nucleotide sequence, Drosophila 
melanogaster 352. 

ribosomes, spacer region nucleotide sequence, Misgurnus fossilis 7244. 

ribostamycin phosphotransferase, nucleotide sequence, Streptomyces 
ribosidificus 287. 

ribozymes, regulation, transfection, COS1 cells, Cercopithecus aethiops 8784. 

ribulose-bisphosphate carboxylase, cDNA nucleotide sequence, Raphanus sativus 
1207. 

ribulose-bisphosphate carboxylase, gene expression, cloning, chloroplasts, 
Cylindrotheca 3873. 

ribulose-bisphosphate carboxylase, nucleotide sequence, Oryza sativa 1658. 

ribulose-bisphosphate carboxylase, nucleotide sequence, operons, Porphyridium 
aerugineum 9522. 

ribulose-bisphosphate carboxylase, 

ribulose-bisphosphate carboxylase 
Flaveria, Atriplex, Neurachne 6234. 

ribulose-bisphosphate carboxylase, rocS-3A gene, promoters, light-responsive 
elements, curvature, plants 10525. 

ribulose-bisphosphate carboxylase, rRNA 16S, gene expression, chloroplasts, 
Spinacea oleracea 3799. 

ribulose-bisphosphate carboxylase small subunit, CDNA nucleotide sequence, 
Brassica napus 626. 

ribulose-bisphosphate carboxylase small subunit, nucleotide sequence, inverted 
repeat, plastids, Cryptomonas 4276. 

ribulose-bisphosphate carboxylase subunits, CDNA nucleotide sequence, Larix 
laricina 9490. 

rice dwarf virus segment 5, cDNA nucleotide sequence 4106. 

Rieske iron-sulfur protein, cDNA nucleotide sequence, cytochrome bc1, 
mitochondria, rats 3621. 

rig gene, cDNA nucleotide sequence, mice, chickens, Xenopus laevis 7382. 

H-2RIIBP protein, CDNA nucleotide sequence, gene products binding 
histocompatibility locus H-2 class | locus enhancers, mice 4313. 

rimK gene nucleotide sequence, ribosomal protein S6 glutamic acid addition, 
Escherichia coli 1347. 

rmpM gene nucleotide sequence, Neisseria meningitidis 6390. 

ma gene cloning, 99999999, distribution, deletion mutant analysis, 
ribonuclease |, Escherichia coli 10756. 

RNA‘1 gene, genomes nuclectide sequence, mutants, Saccharomyces cerevisiae 2564. 

RNA4 gene, PRP4 gene, gene products association spliceosomes 
ribonucleoproteins, Saccharomyces cerevisiae 4158. 

RNA helicase, polymerase chain reaction, Saccharomyces cerevisiae 7371. 

RNA, insertion, restriction fragment eo polymorphism, genomes, 
mitochondria, Coprinus cinereus 4339. 

RNA methyltransferase keen lene, pdxA gene, overlapping nucleotide sequence, 
gene mapping, cloning, Escherichia coli 6266. 

RNA, promoters, transcription activation, enhancers role, Xenopus laevis 3125. 

RNA 30S, retrotransposons BVL-1, nucleotide sequence, mice 7075. 

RNA re compan RNA 7SL, regulation transcription, localization promoters, 
man ¥ 

RNA 7SL, nucleotide sequence, signal recognition particle, Schizosaccharomyces 
pombe 7556. ~ 

RNA U6 gene, introns, transcription regulation, DNA-directed RNA polymerase 
Ill, Schizosaccharomyces pombe 10830. 

RNA-binding protein, nucleotide sequence, rotavirus (bovine) RF 5497. 

RNA-directed DNA polymerase, gene expression, cells types specificity, 
fegulation, silencers elements, mice 9734. 

RNA-directed DNA polymerase, human immunodeficiency virus, cloning, 
transformation, gene expression, Saccharomyces cerevisiae, recombinant 
ees DNA polymerase, purification, characterization, interaction tRNA 

ys 4918. 

RNA-directed DNA polymerase, nucleotide sequence, Myxococcus xanthus 6437. 

RNA-directed RNA polymerase A gene, cloning, cDNA, nucleotide sequence, 
5'-terminus, mouse hepatitis virus 1105. 

RNA-directed RNA polymerase, cDNA nucleotide sequence, non-A, non-B hepatitis, 
hepatitis E virus 9199. 

RNA-directed RNA polymerase, cloning, nucleotide sequence, evolution, 
influenza A virus 1474. 

Bae Rha RNA polymerase, cloning, nucleotide sequence, Sendai virus 6343, 

RNA-directed RNA polymerase, potato leaf roll virus RNA nucleotide sequence, 
localization, gene expression 5079. 

RNA-directed RNA polymerase, RNA nucleotide sequence, reovirus 2139. 

MRNA nucleotide sequence, cDNA cloning, coronavirus (human) 3106. 

mRNA precursors, splicing, introns, localization, mammalian cells 3166. 

rRNA, chromatin structure changes, cell cycle, cells 1948. 

i cloning, gene mapping, hybridizationanalysis, Leptospira interrogans 

af, 


int mutation, Nicotiana tabacum 8479. 
L_ gene, cDNA nucleotide sequence, 


rRNA, cloning, isolation, characterization, Campylobacter jejuni 7834. 

rRNA, cloning, restriction endonuclease mapping, Triticum urartu 5630. 

rRNA, containing closed circular plasmids, cloning vectors, microinjection, 
transformation, Tetrahymena thermophila 5797. 

rRNA, cytochrome-c oxidase, gene expression, mitochondria, Strongylocentrotus 
purpuratus 2714. 

rRNA, DNA-directed RNA polymerase | promoters regions, nucleotide sequence, 
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Ascaris lumbricoides 1487 

rRNA, enhancers, binding ribosome-binding protein 1, transcription factors, 
Saccharomyces cerevisiae 9996. 7 

rRNA, enhancers, binding XUBF protein, transcription factors, Xenopus laevis 
4997. 

rRNA, enhancers, Saccharomyces cerevisiae 3778. mt 

rRNA, excision, formation extrachromosomal rings, DNA topoisomerase deficiency 
induction, Saccharomyces cerevisiae 465. 

rRNA, extrachromosomal circles, Entamoeba histolytica 6145. , 

rRNA, gene expression, development, mitochondria, Xenopus laevis 1772. 

rrnA gene, nucleotide sequence, promoters, Caulobacter crescentus 5328. 

rmnA gene promoters, ribosomal proteins binding, Escherichia coli 6687. 

tRNA, genes mapping, Ureaplasma urealyticum 4433. ‘ 

rRNA, human transcription factor TFIIIC2, interaction, binding domains, 
characterization, Xenopus laevis 4960. 

rRNA, intergenic spacer, DNA nucleotide sequence, open esculentum 3350. 

rRNA, intergenic spacer, nucleotide sequence, Cucurbita maxima 7078. ‘ 

rRNA, intergenic spaces, species+genus specificity, Cucurbita pepo, Cucumis 
sativus 9207 ; 

rRNA methylase ermC gene, pseudomonic acid A induction, binding erythromycin 
sensitive ribosomes, activation ermC gene mRNA translation 5027. ; 

rRNA, methylation, nucleotide sequence, repeated sequence, Raphanus sativus, 
Pisum sativum 7079 

rRNA, mutation, activity, site-directed mutagenesis, Escherichia coli 10741. 

rRNA, no enhancement plasmids transformation, Neurospora crassa 1821. 

rRNA, nucleotide sequence, chloroplasts, Chlamydomonas reinhardtii 4373. 

tRNA, nucleotide sequence, chloroplasts, Chlorella vulgaris 5511. 

rRNA, nucleotide sequence, Citrus limon 9206. 

tRNA, nucleotide sequence, DNA Z-form, Alu sequence, man 6488. 

rRNA, nucleotide sequence, genomes, self splicing introns, transcripts 
processing, Pneumocystis carinii 2437. 

rRNA, nucleotide sequence, Leishmania donovani 1492. 

tRNA nucleotide sequence, rRNA 28S location, man, mice, Xenopus laevis 2124. 

tRNA, nucleotide sequence, taxonomy, Pneumocystis carinii 1400. 

rRNA, orientation, conservation, man 2390. 

rRNA, promoters, DNA-directed RNA polymerase, CHO cells, mice, hamsters 1717. 

rRNA, promoters, DNA-directed RNA polymerase |, DNA-directed RNA polymerase 
ll, transcription activation, mice 3128. 

rRNA, promoters, enhancers, binding transcription factor TFIS, transcription 
factors, Xenopus laevis 4999. 

rRNA, promoters, mitochondria, Neurospora crassa 8714. 

tRNA, promoters, mutation, effects on mice transcription factors activation, 
Xenopus laevis 7673 

rRNA, promoters, NFI protein binding sites, Xenopus laevis 8977. 

rRNA, promoters, P2 promoter, tac promoter, Escherichia coli 3773. 

rRNA, promoters, structure, Escherichia coli 1328. 

rRNA repeat unit, analysis, embryos, Oryza sativa 2778 

rRNA, repeated sequence, hybridization analysis, Heteropneustes fossilis 7353. 

rRNA, replication, rRNA DNA hybridization, analysis, in situ, Chara vulgaris 
654. 

rRNA, restriction fragment length polymorphism analysis, taxonomy, 
Asterophora, Cryptococcus humicolus, Trichosporon cutaneum 272. 

rRNA, rrn gene, transcription termination, Escherichia coli 6699. 

rRNA, spacer region, methylation, Zea mays, Euchlaena mexicana 9452. 

rRNA, spacer region, nucleotide sequence, man 7564. 

rRNA, spacer region, tandem repeated sequence, man 7425. 

rRNA, termination regions, Thermomyces lanuginosus 6432. 

rRNA, termination, transcription, occurrence, repetitive elements, spacer 
region, Vigna radiata 7448. 

rRNA, transcription, heat shock effects on, Saccharomyces cerevisiae 6042. 

rRNA, transcription, initiation, Oryza sativa 10708. 

rRNA, transcription, platelet-derived growth factor+nerve growth factor 
effects on, cell proliferation, carcinoma cell lines, man 4133. 

rRNA, transcription, protein kinase NIl role, regulation, cells, aorta, cattle 
3127. 

tRNA, transcription termination sites, analysis, man 3120. 

rRNA, transcripts, introns splicing 4152. 

rRNA, variants, nucleotide sequence, Sciara coprophila 6514. 

rRNA 128, cytochrome-c oxidase, NADH dehydrogenase, genomes nucleotide 
sequence, similarity mitochondria genes, evolution, man 6482. 

rRNA 15S, mutation, suppression ochre mutant, mitochondria, Saccharomyces 
cerevisiae 3069, 

rRNA 15S, ribosomes frameshifting, role paromomycin resistance, Saccharomyces 
cerevisiae 2089, 

rRNA 168, cloning, nucleotide sequence, secondary structure predictions, 
Mycoplasma-like organisms, Oenothera hookeri pathogens, relationship, 
Mycoplasma capricolum 5342. 

rRNA 16S, mRNA, ribosomes binding sites, Escherichia coli 5028. 

rRNA 16S, mutations, effects on aminoglycosides antibiotic resistance, 
Escherichia coli 1029. 

rRNA 168, nucleotide sequence, Methanothrix soehngenii 6279. 

rRNA 16S, nucleotide sequence, mutation, mitochondria DNA 4111. 

rRNA 16S, nucleotide sequence, polymerase chain reaction, eukaryotes 1580. 

rRNA 16S, nucleotide sequence, polymerase chain reaction, Mycobacterium 
kansasii 4377. 

rRNA 16S, nucleotide sequence, Pseudomonas aeruginosa 289. 

rRNA 16S, promoters, nucleotide sequence, chloroplasts, Pisum sativum 6564. 

rRNA 16S, ribulose-bisphosphate carboxylase, gene expression, chloroplasts, 
Spinacea oleracea 3799. 

rRNA 16S, rRNA 238, internal promoters, rrnB gene, Escherichia coli 1746. 

rae i aes transcripts processing requirements tRNA transcripts, Escherichia 
coli ; 

tRNA, 17S-25S spacer region, nucleotide sequence, Lycopersicon esculentum 512. 

rRNA 188, internal transcribed spacer, nucleotide sequence, Sinapis alba 9205. 

rRNA 18S, nucleotide sequence, Arabidopsis thaliana 3644. 

rRNA 18S, nucleotide sequence, comparison, Lycopersicon esculentum 8132. 

rRNA 238, cloning, nucleotide sequence, structure, Pseudomonas cepacia 7062. 

rRNA 238, introns excision, Salmonella typhimurium, Salmonella arizonae 7123. 

rRNA 238, mutation, erythromycin resistance, Escherichia coli 4056. 

rRNA 238, nucleotide sequence, Halobacterium marismortui 5332. 

rRNA 23S, rRNA 168, internal promoters, rrnB gene, Escherichia coli 1746. 

pe aca ribosomal gene spaces, nucleotide sequence, Arabidopsis thaliana 

tRNA 288, nucleotide sequence, evolution algae, Rhizopogon subcaerulescens, 
Suillus caviper, Paragyrodon sphaerosporus, Xerocomus chrysenteron 337. 
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rRNA 28S, nucleotide sequence, insertion elements, Anopheles gambiae, 
Anopheles arabiensis 6513. hs 5 

rRNA 5S, analysis, nucleotide sequence, Vigna radiata, Matthiola incana 4267. 

rRNA 4.5S, Bacillus subtilis scRNA genes pl leet Thermus thermophi 
Pseudomonas aeruginosa RNA genes complementation, Escherichia coli 8092 

rRNA 5S, cDNA nucleotide sequence, Aegilops tauschii 8591. 

rRNA 5S, characterization, Euplotes eurystomus 3458. 

rRNA 5S, complex stability, proteins interaction, Xenopus 2653. De 

rRNA 5S, DNA damage, U.V. radiation, photoproducts formation, footprinting, 
measurements 10234. 

rRNA 5S, DNA-directed DNA polymerase III activity, nucleosomes effects on 
transcription, initiation, elongation, Xenopus 9851. es 

rRNA 5S, DNA-directed RNA polymerase | activity, transcription termination, 
Saccharomyces cerevisiae 5919. 

rRNA 5S, genomes nucleotide sequence, Schizosaccharomyces pombe 4379. 

rRNA 58S, histocompatibility locus HLA, artificial chromosomes, Saccharomyces | 
cerevisiae, DNA 1879. 

rRNA 5S, histone H1 octamers reconstitution, salt dependent folding, 
Strongylocentrotus purpuratus 10920. 

rRNA 5 histones, nucleotide sequence, polymorphism, Artemia 4086. 

rRNA 4.5S homologs, cloning, nucleotide sequence, Escherichia coli 6228. 

rRNA 5S interaction transcription factor TFIIA, binding, transcription 
regulation, oocytes, Xenopus laevis 3951 

tRNA 58, isolation, nucleotide sequence, Leptospira interrogans 10166. 

rRNA 5S, nucleosomes assembly, transcription, supercoiling, conditions, 
oocytes, Xenopus laevis 9931. 

rRNA 58S, nucleotide sequence, Actinia equina, Sepia officinalis 338. 

rRNA 5S, nucleotide sequence, Alteromonas colwelliana, Vibrio mediterranei, 
Shewanella hanedai 6362. 

rRNA 5S, nucleotide sequence, Brugia malayi 149. 
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5070. 

rRNA 5S, nucleotide sequence, Lactobacillus bulgaricus 3099. 

rRNA 58S, nucleotide sequence, Methanothermus fervidus 5297. 

tRNA 5S, nucleotide sequence, Pyrococcus woesei 2575. 

rRNA 5S, nucleotide sequence, Rhodococcus fascians 2585. 

rRNA 5S, nucleotide sequence, Saprospira, Flexibacter, Flavobacterium, 
Cytophaga, Thermomicrobium, Prosthecochloris, Chlorobium 10167. 

rRNA 5S, nucleotide sequence, Thermomyces lanuginosus 6377. 

rRNA 58, regulatory nucleotide sequence, effects on transcription factors 
binding, Xenopus laevis 8574. 

rRNA 5S, RIP processes, duplication, evolution, degeneration, DNA, Neuros; 
crassa 8432. 

rRNA 5S, termination sites, Thermococcus celer 2510. 

tRNA 58, transcription, comparison, Caenorhabditis elegans, Caenorhabditis 
briggsae 8153. 

rRNA 58, transcription complex, effects on transcription, repression, 
nucleosomes 10191. 

rRNA 58, transcription, DNA probes, Armillaria 10480. 

rRNA 58, transcription factor TFIIIA, DNA binding, Xenopus 6000. 

rRNA 58, transcription factor TFINA, interaction, man 8975. 

rRNA 58, transcription factor TFIIIA regulation expression, transcription 
factors, Xenopus laevis 3976. 

rRNA 5S, transcription, insertion mutation, Xenopus 5116. 

rRNA 5S, transcription, requirements, promoters elements, control regions, 
Saccharomyces cerevisiae 5840. 

rRNA 5S, transcripts, processing, pseudogenes transcripts degradation, 
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rRNA 7S, nucleotide sequence, Methanococcus voltae 5380. 

rRNA 7S, SCR2 gene, genomes nucleotide sequence, Yarrowia lipolytica 9556. 

rRNA 5.88, transcription, spacer region, nucleotide sequence, Daucus carota, 
Vicia faba 8517. 

snRNA, cDNA nucleotide sequence, genomes, mice 6547. 

snRNA, cDNA nucleotide sequence, Glycine max 3259. 

snRNA, cDNA nucleotide sequence, Pisum sativum 6571. 

snRNA, cloning, Schizosaccharomyces pombe 8323. 
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snRNA containing ribonucleoproteins, cDNA nucleotide sequence, man 2393. 

snRNA my1, nucleotide sequence, mice 5159. 

snRNA ribonucleoproteins, isolation, nucleotide sequence, evolutionary 

jenetics 8564. 

snRNA U1, enhancers, chickens 6746. 

snRNA U1, nucleotide sequence, comparison, Lycopersicon esculentum 3108. 

snRNA U1, role, duplication, conversion, Caenorhabditis elegans 3833. 

snRNA U1, transcription initiation+termination, regulatory elements 
identification, nucleotide sequence, man 6461. 

snRNA U2 containing ribonucleoproteins, nucleotide sequence, Zea mays 8137. . 

snRNA U2, enhancers, binding Sp1 protein NFI protein, man 971. 

snRNA U2, nucleotide sequence, mice 483. 

snRNA U2, proximal sequence element, transcription initiation, mutagenesis 
analysis, Xenopus 154. 

snRNA U2, transcription, regulatory elements requirements, Arabidopsis 
thaliana 5090. 

snRNA U3, cDNA nucleotide sequence, Xenopus 1229. 

snRNA U3, genomes nucleotide sequence, introns, Saccharomyces cerevisiae 

snRNA U4, nucleotide sequence, Caenorhabditis elegans 506. 

snRNA U6, nucleotide sequence, Caenorhabditis elegans 506. 

snRNA U6, nucleotide sequence, Lycopersicon esculentum 9204. 

snRNA U6, promoters, mutation, DNA-directed RNA polymerase II conversion 
DNA-directed RNA polymerase III, man 8709. 
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tRNA, analysis, integration sites, Sulfolobus 5846. 
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sequence, Lactobacillus bulgaricus 3479. 
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4) tRNA Gly, nucleotide sequence, man 1218. 
A) tRNA Gly, tRNA Leu, isolation, transcription, Trypanosoma brucei 6028. 
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4) tRNA, nucleotide sequence, Methanothermus fervidus 5297. 
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f DNA-directed RNA polymerase activity 5113. 
4) tRNA, screening, mitochondria DNA, Triticum 605. 
4) tRNA Ser, mutation, nucleotide sequence, opal mutant suppressors, 
' _ selenocysteine insertion, Escherichia coli 4383. 
A) tRNA Ser, nucleotide sequence, mitochondria DNA, Zea mays 4038. 
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rolC gene, gene expression, TL DNA, plasmid Ri 8835. 
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rop gene transformation, plasmids gene expression systems, Escherichia coli 
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Rop protein, recombinant, transcripts, optimization initiation translation, 
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Rop protein, site-directed mutagenesis, plasmid ColE1 1862. 
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Drosophila 1307. 
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cerevisiae 6356. 
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cerevisiae 2500. 
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rpl23 gene, expression, chloroplasts Spinacea oleracea 1915. 
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rplJ gene, nucleotide sequence, , ribosomal protein L10, amino acid sequence, 
Salmonella typhimurium 10512. 
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stearothermophilus 6403. 
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tpmJ gene, spc gene, effects on secY gene expression, ribosomal protein B, 
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structure, Salmonella typhimurium 1559. 
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rpoC gene, rpoB gene, mutation, effects on function nusA mutants, DNA-directed 
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rpoD gene identification, sigma factor, DNA probes, eubacteria 1163. 

rpoD gene, mutation, DNA-directed RNA polymerase, sigma factor, effects on 
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TpOH gene, gene expression, transcription, (poH3p promoter, role sigma factor, 
Escherichia coli 5105. 

rpoN gene, nucleotide sequence, Pseudomonas putida 6313. 

rps19 gene, expression, chloroplasts Spinacea oleracea 1915. 

tps14 gene, psaA gene, gene 4 sic chloroplasts, Nicotiana tabacum 3789. 

mps12 gene, ribosomal proteins, Chlamydomonas reinhardtii, nucleotide 
pice mutation, resistance, dependent, streptomycin, function, Escherichia 
coli 8278. 

rpS15 gene, ribosomes, duplication, translocation, rearrangement, chloropiasts 
DNA, Secale cereale 7506. 

mps14 gene, rps12 gene, rpl2 gene, rpl14 gene, nucleotide sequence, ribosomal 
protein S14, ribosomal protein S12, ribosomal protein L14, ribosomal protein 
L2, mitochondria genomes nucleotide sequence, Paramecium 8336. 

rpsG gene, rpsL gene, str gene, fus gene, tuf gene, nucleotide sequence, 
elongation factor EF-Tu, elongation factor EF-G, ribosomal protein S12, 
ribosomal protein S7, Spirulina platensis 1571. 

rpsL gene, str gene, rpsG gene, fus gene, tuf gene, nucleotide sequence, 
elongation factor EF-Tu, elongation factor EF-G, ribosomal protein $12, 
ribosomal protein S7, Spirulina platensis 1571. 

rpsO gene association, suppressor mutant, loci, restriction endonuclease 
mapping, cloning, nucleotide sequence, Escherichia coli 1321. 

rpsO gene+infB gene intergenic region nucleotide sequence, identification two 
genes, Escherichia coli 5190. 

at see trmD gene, rplS gene, expression, ribosomal proteins, Escherichia 
coli 6700. 

RRF gene, cloning, gene expression, Edman degradation, amino acid sequence, 
ribosome-releasing factor, Escherichia coli 6880. 

frn gene, psbA gene, rbcL-S gene, psbD gene, psbD-C gene, light effects on 
expression, photosynthesis, Synechocystis 5737. 

trn gene, transcription termination, rRNA, Escherichia coli 6699. 

rrnB gene, internal promoters, rRNA 16S rRNA 23S genes, Escherichia coli 1746. 

trnD gene nucleotide sequence, rRNA gene mapping, Streptomyces ambofaciens 439. 

rsk gene, cDNA nucleotide sequence, Xenopus laevis ribosomal protein S6 
kinase, homology, chickens, mice 3441. 

RSR1 gene, gene mapping, nucleotide sequence, suppression, budding defective 
mutant, Saccharomyces cerevisiae 5557. 

RT6.2 antigen, cDNA nucleotide sequence, rats 6206. 
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rubredoxin oxidoreductase rbo gene, nucleotide sequence, association 
rubredoxin rub gene, operons, Desulfovibrio vulgaris 5293. 

rubredoxin rub gene, nucleotide sequence, association rubredoxin 
oxidoreductase rbo gene, operons, Desulfovibrio vulgaris 5293. 

fugosus gene, nucleotide sequence, mutation, transposons insertion, 
1,4-a-amylopectin branching enzyme, Pisum sativum 6573. 

Ruminococcus albus, cellulase, xylan endo-1,3-G-xylosidase, clones 10772. 

ruvA gene, y radiation, U.V. radiation, a : 
N-methyl-N'-nitro-N-nitrosoguanidine mutagenesis, Escherichia coli 7156. 

ruvA gene, role DNA repair, Escherichia coli 5676. 

ruvB gene, y radiation, U.V. radiation, . 
N-methyl-N’-nitro-N-nitrosoguanidine mutagenesis, Escherichia coli 7156. 

RVS 161 gene, nucleotide sequence, gene mapping, yeasts 10478. 

ryanodine receptors, CDNA nucleotide sequence, skeletal muscle, rabbits 1298. 

R-S gene, c-DNA nucleotide sequence, Zea mays 3449. 

S14 gene, cDNA nucleotide sequence, glucose responsiveness, hepatocytes, rats 
7450. 

7S plepiliy (basic) cDNA nucleotide sequence, Glycine max 4627. 

sacB gene, Bacillus subtilis, gene transfer, transposon TnS, Rhizobium 
meliloti, Rhizobium leguminosarum 1834. 

Sacl+Xbal polymorphism, lipocortin 2A cDNA, chromosome 4, man 3336. 

salicylate 1-monooxygenase, catechol 2,3-dioxygenase, cloning, aromatic 
compounds biodegradation, Pseudomonas stutzeri 7867. 

saliva amylase, actin, analysis, man 4809. 

salivary gland proteins, cDNA nucleotide sequence, role taste, rats 6501. 

SAN1 gene nucleotide sequence, SIR4 gene suppressors, Saccharomyces cerevisiae 
8421. 

saporin-6, cDNA nucleotide sequence, amino acid sequence predictions, 
Saponaria officinalis 5567. 

sarcotoxin |, clusters, cloning, antibacterial proteins, Sarcophaga peregrina 
9404. 

sat-1 gene, nucleotide sequence, 99999999, transposon Tn1826 4448. 

99999999, sat-1 gene, nucleotide sequence, transposon Tn1826 4448. 

satellite DNA, genomes, nucleotide sequence, Acropora 6516. 

satellite DNA, nucleotide sequence, distribution, Tenebrio molitor 1249. 

B satellite DNA, nucleotide sequence, evolution, man 8633. 

satellite DNA, nucleotide sequence, variation, Tenebrio molitor 4603. 

satellite DNA 3B55, nucleotide sequence, replication, transcription, 
Calliphora erythrocephala 5542. 

sbe gene, nucleotide sequence, similarity recB gene, Escherichia coli 5333. 

scy region, achaete scute complex, asense gene, genomes nucleotide 
sequence, expression development optic lobe, Drosophila melanogaster 6288. 

scarlet gene, genomes nucleotide sequence, expression development, Drosophila 
melanogaster 1648. 

scavenger receptors, cDNA nucleotide sequence, cattle 8445. 

SCD1 gene, aP2 gene, CCAAT/enhancer-binding protein activation, 3T3-L1 cells, 
mice 7997. 

SCD26 gene, genomes nucleotide sequence, Saccharomyces cerevisiae 6375. 

SCL gene, cDNA nucleotide sequence, amino acid sequence predictions, 
hematopoiesis, stem cell leukemia, man 4371. 

SCN2A gene, sodium channels, localization, hybridization, brain, chromosome 2, 
man 7527. 

SCO1 gene, nucleotide sequence, requirements accumulation cytochrome-c 
oxidase, Saccharomyces cerevisiae 1416. 

scpA gene, streptococcal C5a peptidase, gene expression, gene regulation, virR 
locus, Streptococcus pyogenes 7660. 

SCR2 gene, genomes nucleotide sequence, rRNA 7S, Yarrowia lipolytica 9556. 

scrB gene, nucleotide sequence, sucrose a-glucosidase 430. 

screening, hybridization analysis, nucleotide sequence, insecticides proteins, 
Bacillus thuringiensis 386. 

scute gene, effects on expression sex-lethal gene, sex determination, 
Drosophila melanogaster 3785. 

SDC25 gene nucleotide sequence, CDC25 gene suppression mutation, Saccharomyces 
cerevisiae 8315. 

seb gene, promoters, enterotoxin B, Staphylococcus aureus 8725. 

SEC4 gene, deletion mutant, defects binding GTP, role transport vesicles, 
Saccharomyces cerevisiae 809. 

secE gene, linkage priG1 gene, suppressors mutations, Escherichia coli 297. 

secE gene, nucleotide sequence, gene products, requirements proteins 
transport, membrane proteins, Escherichia coli 279. 

secretin, CDNA nucleotide sequence, amino acid sequence predictions, duodenum 
mucosa, evolutionary genetics 8399. 

secretory granule proteoglycan, cDNA nucleotide sequence, promyeloid leukemia, 
man 9569. 

secY gene, expression, rpmJ gene spc gene effects on, ribosomal protein B, 
Escherichia coli 1776. 

seeds proteins mRNA, cDNA nucleotide sequence, Vicia faba 3252, 3252. 

seeds storage shertba cDNA nucleotide sequence, Brassica napus 7396. 

selB gene, nucleotide sequence, translation factors, Escherichia coli 3563. 

selD gene, cloning, nucleotide sequence, Escherichia coli 6022. 

selection, gene amplification, cells transcription activators elements, 
rescue, hamsters 8780. 

selenium-containing protein, cDNA nucleotide sequence, mRNA expression, 
development, spermatocytes, mice 7446. 

senescence markers proteins, structure, regulation, promoters, rats 9517. 

sensitivity, deoxyribonuclease activity, eye lens, chickens 5911. 

Ser2 gene, transposon mag, nucleotide sequence, Bombyx mori 7368. 

serC gene, aroA gene, nucleotide sequence, phosphoserine aminotransferase, 
3-phosphoshikimate 1-carboxyvinyltransferase, Yersinia enterocolitica 6408. 

serendipity a gene, blastoderm specificity, regulatory elements, 
activation, promotion, deletion, regions, embryos, Drosophila 7755. 

sericin-1 Ser-1 gene, transcription, promoters function, Bombyx mori 4132. 

L-serine dehydratase, cDNA nucleotide sequence, amino acid sequence 
predictions, liver, man 1461. 

L-serine dehydratase sdaA gene, cloning, nucleotide sequence, Escherichia coli 
5329 


serine exoprotease A, nucleotide sequence, Vibrio alginolyticus 5316. 

serine hydroxymethyltransferase glyA gene, gene expression, gene regulation, 
MetR protein+homocysteine, Escherichia coli 5713. 

serine proteinase inhibitors, nonessential, deletion segments, nucleotide 
sequence, vaccinia virus 1434. 

serine proteinase, nucleotide sequence, chromosome 14, man 9453. 

serine proteinase, nucleotide sequence, envelopes, Lactococcus lactis 6404. 

serine proteinase, tonin, kallikrein, characterization, rats 8535. 

serine proteinase, transcription regulation, lymphocytes T, man 79. 
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serotonin receptors, cloning, expression, mRNA distribution, rats 7885. 

serC(pdxF) gene, phosphoserine aminotransferase, cDNA nucleotide sequence, 
homology, Escherichia coli 4620. 

serpins, cDNA nucleotide sequence, fat body, Manduca sexta 6355. 

serum amyloid protein families, induction, response, inflammation agents, 
enhancers factors, mice 7776. 

serum resistance, mRNA detection, Trypanosoma brucei rhodesiense 6059. 

sesquiterpene cyclase, nucleotide sequence, Fusarium sporotrichioides 468. 

seven-up gene, nucleotide sequence, role development eye, Drosophila 7377. 

sevenless gene, enhancers, internal, Drosophila 6729. 

sevenless gene, enhancers role gene expression, regulation, eye development, 
Drosophila 8874. 

sex determination, ZFY gene, polymerase chain reaction, screening 2785. 

sex hormone-binding globulin, cDNA nucleotide sequence, detection, liver, 
testes, man 6449. 

sex speck storage proteins, Bombyx mori, homology, structure SV40 enhance: 
2363. 

sex-lethal gene, expression, scute gene effects on, sex determination, 
Drosophila melanogaster 3785. 

sex-lethal gene, transcripts, alternative splicing, Drosophila 94. 

sex-limited protein, complement component C4, promoters, binding HepG2 cells ; 
transcription factors, mice 3981. 

stiA gene, gene expression, recA gene proteins overproduction, SOS repair, 
Escherichia coli 1695. 

sfuA gene, membrane proteins, periplasmic space binding proteins, nucleotide 
sequence, Serratia marcescens 6634. 

sfuB gene, membrane proteins, periplasmic space binding proteins, nucleotide 
sequence, Serratia marcescens 6634. 

sfuC gene, membrane proteins, periplasmic space binding proteins, nucleotide 
sequence, Serratia marcescens 6634. 

Sgs3 gene, promoters, TATA box, transcription factors binding, Drosophila 
melanogaster 4716. 

Sgs-3 gene, gene expression, Drosophila, evolutionary genetics 6702. 

Sh1 gene, Adh1 gene, transcripts, transposon Mu1 effects on mRNA processing, 
Zea mays 8164. 

Shaker ene: potassium channels, cDNA amino acid sequence, predictions, brairy 
mice 3 

pe ma invasion, identification, lacZ gene operons fusion 6336. 

shufflon, nucleotide sequence, Collb plasmid, Escherichia coli 7325. 

sialidase, cloning, DNA, nucleotide sequence, Clostridium sordellii 7825. 

sialidase, cloning, nucleotide sequence, Clostridium perfringens 387. 

sialidase, nucleotide sequence, influenza A virus 376. 

sialoglycoprotein B, cDNA nucleotide sequence, analysis, variation, plasma 
membranes erythrocytes, man 511. 

sialoglycoproteins, cDNA nucleotide sequence, amino acid sequence predictions. 
gene mapping, bone, man 7278. 

sialoglycoproteins, cDNA nucleotide sequence, lysosomes, liver, rats 7542. 

sib gene, role post-transcription retroregulation, int gene gene expression, 
phage 2715. 

sigD gene mutation, effects on transcription, DNA-directed RNA polymerase 
sigma factor, Bacillus subtilis 10820. 

sigK gene, spolVCB gene spolll gene recombination, transcription factors, 
Bacillus subtilis 8994. 

signal recognition particle cDNA nucleotide sequence, polymerase chain 
reaction, mice 6578. 

similarity PR gene pseudogenes, nucleotide sequence, similarity proteinase, 
vaccinia virus 414. 

singed gene, transposon P site-directed mutagenesis, polymerase chain 
reaction, Drosophila 7781. 

SIR4 gene suppressors, SAN1 gene nucleotide sequence, proteins, Saccharo! 
cerevisiae 8421. 

site-specific methyltransferase (adenine-specific), nucleotide sequence, phage 

T1, Escherichia coli 9554. 

7SK gene, expression, OTF-1 protein OTF-2 protein stimulation, promoters, 
DNA-directed RNA polymerase III, man 8889. 

SK13 gene, nucleotide sequence, Saccharomyces cerevisiae 1282. 

ska gene, nucleotide sequence, streptokinase, Streptococcus pyogenes 3552. 

SL gene, characterization, trans splicing, transcripts, leaders, Chagas 
disease, Trypanosoma cruzi 8417. 

slit gene, nucleotide sequence, role embryogenesis, nervous system, Drosophila 
melanogaster 350. 

Slip gene, enhancers elements, androgens responsive gene regulation, ni 
sequence, mice 5750. 

small cytoplasmic RNA, nucleotide sequence, transcription, processing, 
Bacillus subtilis 1453. 

small stable RNA, nucleotide sequence, Escherichia coli 7069. 

smp gene, promoters, signal peptides, Escherichia coli 5722. 

SMR gene, directed replacement, construction, recombinants, ILV2 locus, 
Saccharomyces cerevisiae 8795. 

SNF1 gene, gene products association SNF4 gene gene products, SNF4 gene 
nucleotide sequence, Saccharomyces cerevisiae 3548. 

SNF4 gene, nucleotide sequence, gene products association SNF1 gene gene 
products, Saccharomyces cerevisiae 3548. 

SNM1 gene cloning, Saccharomyces cerevisiae 4703. 

SNQ gene, 4-nitroquinoline-N-oxide resistance, SFA gene, formaldehyde 
resistance, hybridization analysis, transposons mapping, chromosome 13, 
chromosome 4, Saccharomyces cerevisiae 4345. 

SNR17A gene, DFR1 gene, snRNA U3, nucleotide sequence, Saccharomyces 
cerevisiae 6291. 

SNRNPE gene, snRNA containing ribonucleoproteins polypeptide E, restriction 
fragment pa aa polymorphism, deoxyribonuclease Mspl, chromosome 1 4503. 

snu 5 gene, snRNA U5 nucleotide sequence, secondary structure, 
Schizosaccharomyces pombe 5085. 

snu4 gene, nucleotide sequence, snRNA U4, Schizosaccharomyces pombe 482. |! 

sodA bene Speer site-directed mutagenesis, Escherichia coli, bacteremia, | 
rats i | 

sodC gene, cloning, nucleotide sequence, gene mapping, copper-zinc superoxide) 
dismutase 10763. 

sodium channels, para gene, genomes nucleotide sequence, Drosophila 
melanogaster 6280. 

seid channels, saxitoxin receptors, cDNA nucleotide sequence, heart, rats 

sodium | on riggs proline cotransporters, Escherichia coli, homology, intestine, 
man : 

SOE1 gene, temperature-sensitive mutant, Saccharomyces cerevisiae 8377. 
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Nit ol somatostatin, cet AMP effects on transcription, stimulation, cyclic AMP 
“@ responsive elements phosphorylation, cells 4136. 

ish; Gi) Somatostatin, promoters, gene expression, HeLa cells, transcription factors, 

ha He nucleotide sequence 5743. 


) somatotropin, polymorphism, cDNA sequence, pigs 7460. 
tise DY SP70 protein, SP60 protein, nucleotide sequence, spore coats, Dictyostelium 


hi a 


discoideum 3476. 

) SP60 protein, SP70 protein, nucleotide sequence, spore coats, Dictyostelium 

») _ discoideum 3476. 

| Spi protein, SV40 infection stimulation gene expression, CV1 cells, 
Cercopithecus aethiops 8734. 

spa gene, restriction endonuclease mapping, insertion mutation, protein A, 
Staphylococcus aureus 7330, 

} spaP gene, nucleotide sequence, cell surface antigens, Streptococcus mutans 
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. ey spc gene, rpmJ gene, effects on secY gene expression, ribosomal protein B, 
Escherichia coli 1776. 
apes gene, str gene, promoters, similarity Escherichia coli, Micrococcus luteus 


py 4 BoB o gene, agmatine ureohydrolase, nucleotide sequence, promoters 
q identification, transcripts analysis, Escherichia coli 7172. 
i) specificity, expression, embryos, chickens, developmental genetics 7880. 
a-spectrin, cDNA nucleotide sequence, amino acid sequence predictions, 
| blood cells, man 7272. 
i} a-spectrin, cDNA nucleotide sequence, amino acid sequence predictions, 
) erythroid cells, man 7277. 
isk ag Ht f a-spectrin CDNA nucleotide sequence, kidney, rats 4211. 
|, a-spectrin, gene mapping, chromosome 1, mice 4253. 


His SS spectrin, nucleotide sequence, exons+introns organization, elliptocytosis, man 
i, 99. 

ny Dh f spermatozoa proteins, cDNA nucleotide sequence, Onchocerca volvulus 6558. 

i spermidine synthase, cDNA nucleotide sequence, amino acid sequence 

His 9 predictions, man 8428. 

rin pe wf spermidine synthase speE gene, speED operon, promoters, termination regions 
at mapping, Escherichia coli 5378. 

sila | el inding proteins, androgens regulation, expression, prostate, mice 


Be rinoomyelin phosphodiesterase cDNA nucleotide sequence, urine, man 3370. 
| sphingomyelinase C, nucleotide sequence, Bacillus cereus 5184. 
a) spiramycin biosynthesis, cloning, gene expression, Streptomyces ambofaciens 
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i] spire gene, cappuccino gene, role development, Drosophila melanogaster 1805. 
gens pat ) spo0H lene, coding sigma factor H, regulation csh gene gene expression, genes 
) identification, Bacillus subtilis 5735. 
len | i Sool gene nucleotide sequence, Bacillus licheniformis, Bacillus subtilis 
1349. 


pea m i SpollAB gene, mutation, stimulation sigma factor control spollAB gene, 


neem Stationary phase, Bacillus subtilis 6755. 
i) spollAC gene, mutation, sporulation, Bacillus subtilis 3517. 
aM ne K spollG gene, sigma factor, arrangement, Bacillus subtilis 565. 
tte ' spollGA gene, nucleotide sequence, sporulation, Bacillus subtilis 7241. 
stn {i spolll gene, spolVCB gene, recombination, sigK gene, transcription factors, 
‘& Bacillus subtilis 8994. 
wee det | ' spolliC gene association, DNA-directed RNA polymerase sigma factor, amino acid 


sequence, Bacillus subtilis 1374. 

. if Ki spolllD gene, gene expression, sporulation, cloning, nucleotide sequence, 

8 Bacillus subtilis 9535. 
{i spolllD gene, nucleotide sequence, sporulation, Bacillus subtilis 5391. 

I) spolVB gene, recN gene, nucleotide sequence, Bacillus subtilis 8382. 

‘® spolVC gene, cisA cistron, nucleotide sequence, DNA recombinase coding, 

& Bacillus subtilis 6303. 

spolVCB gene association, DNA-directed RNA polymerase sigma factor, amino acid 
sequence, Bacillus subtilis 1374. 

» spolVCB gene, spolll gene, recombination, sigK gene, transcription factors, 
Bacillus subtilis 8994. 

spolVCB gene, transcription, sigma factor, DNA-directed RNA polymerase, 

4% __ sporulation, Bacillus subtilis 80. 

| SpoOA gene, spoOF gene inhibition, sporulation, Bacillus subtilis 1778. 
SpoOF gene, inhibition spoOA gene, sporulation, Bacillus subtilis 1778. 

fi nee sporamin, cDNA nucleotide sequence, amino acid sequence predictions, seeds, 

Ipomoea batatas 4633. 


att i Se protein 96, genomes nucleotide sequence, Dictyostelium discoideum 
4 } sporozoites antigens, cDNA nucleotide sequence, Eimeria tenella 4409. 
wish ‘ sporozoites antigens cloning, Plasmodium yoelii 848. 
* spoT gene, nucleotide sequence, guanosine 3’,5'-bis(diphosphate) 
2 nt. 3- Ae peeing Escherichia coli 5259. 
ine gene, sporulation, abrB gene gene regulation, Bacillus 7694. 
«lh i Pris gene, identity transcription factor TFIID genes nucleotide sequence, 
Rr! transcription factors, Saccharomyces cerevisiae 5231. 
iis" F| SPT15 gene, nucleotide sequence, effects on transcription, Saccharomyces 
atin cerevisiae, synonymy transcription factor TFIID 5980. 
rig | SPT3 gene, requirements normal mating types genes expression, Saccharomyces 
i cerevisiae 7702. 
} sf gene, nucleotide sequence, restriction endonuclease mapping, amino acid 
iti * — sequence, Streptococcus mutans 10382. 
at” 9) v-sre gene, DNA nucleotide sequence 5282. 
_ » $f gene, nucleotide-sequence, Rous sarcoma virus 5504. 
aa . src-type kinase STK gene, nucleotide sequence, amino acid sequence, 
oe. expression, Hydra attenuata 5170. 


SRD1 gene, temperature-sensitive rRNA processing, Saccharomyces cerevisiae 
8724. 


srfB gene, cloning, nucleotide sequence, Bacillus subtilis 5420. 

 SRP54 gene, cloning, nucleotide sequence, SRP54 protein, homology signal 
ptides, Saccharomyces cerevisiae, Schizosaccharomyces pombe 6203. 
gene, mutation, codons use, Bacillus subtilis 7319. 

# ssb gene, nucleotide sequence, Escherichia coli, plasmid collb-P9 3216. 
SSB1 gene, nucleotide sequence, heat shock, Saccharomyces cerevisiae 3470. 
ssb gene proteins, comparison, DNA-binding protein, optically detected 

magnetic resonance, IncY plasmid, Escherichia coli 1966. 
SSC1 gene, nucleotide sequence, mitochondria proteins, Saccharomyces 
cerevisiae 2504. 
Ssi gene, promoters, subtilisin inhibitor, Streptomyces albogriseolus 7653. 
Ssi region, analysis, plasmid pACYC184, Escherichia coli 6673. 
ssiA gene, ssiB gene, nucleotide sequence, plasmid pSY343 5335. 
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ssiB gene, ssiA gene, nucleotide sequence, plasmid pSY343 5335. 
st gene, nucleotide sequence, toxins, enterotoxins, Escherichia coli 6353. 
STA1 gene, deletion analysis, glucan 1 ,4-0-glucosidase biosynthesis, 
Saccharomyces diastaticus 6261. 
STA1 gene, AMI gene, INH1 gene, effects on glucan 1,4-a-glucosidase 
biosynthesis, Saccharomyces 4734. 
STA1 gene, MAT protein regulation gene expression, Saccharomyces cerevisiae 
4984. 
staphylococcal enterotoxin C3, entC3 gene, nucleotide sequence, enterotoxins, 
Staphylococcus aureus 6369. 
STE12 gene, gene products binding DNA, transcription factors, PRTF/GRM 
protein, Saccharomyces cerevisiae 2992. 
STE6 gene, nucleotide sequence, amino acid sequence predictions, Saccharomyces 
cerevisiae 7374. 
STE6 gene, nucleotide sequence, gene products similarity P-glycoprotein, 
Saccharomyces cerevisiae 2451. 
stearyl coenzyme A desaturase, cloning, cattle 7766. 
Stellate gene, cDNA genomes nucleotide sequence, Drosophila mela 
steroid 11B-monooxygenase, cDNA nucleotide sequence, adrenal gla 
hyperplasia, man 4395. 
steroid 118-monooxygenase, gene expression, regulation, cyclic 
AMP-response elements, mice 8758. 
steroid 21-monooxygenase+complement component C4 loci, cDNA nucleotide 
sequence, homology, man 2613. 
steroid 21-monooxygenase, complement component C4, CYP21B gene, duplication, 
restriction fragment length polymorphism, man 207. 
er 21-monooxygenase, crossing-over, regions, absence, CYP21B gene, man 
784. 
steroid 21-monooxygenase, DNA fragments, methylation, nucleotide sequence 
specificity, cell lines, mice 9669. 
steroid 21-monooxygenase, nucleotide sequence, pigs 9507. 
steroid 5a-reductase, cDNA nucleotide sequence, amino acid sequence 
predictions, sex differentiation, rats 1482. 
recat ac i cDNA nucleotide sequence, amino acid sequence predictions, 
man f 
steryl-sulfatase, deletion, nucleotide sequence 4577. 
steryl-sulfatase, gene expression, glycosylation, topography, distribution, 
BHK-21 cells, man 1294. 
steryl-sulfatase, pseudogenes, genomes nucleotide sequence, Y chromosome 
inversion, evolution, man 1211. 
STI1 gene, genomes ‘nucleotide sequence, Saccharomyces cerevisiae 4456. 
es je eg 12S, gene expression, cloning, gene families, Arabidopsis 
aliana 18! 
STP 3 gene, nucleotide sequence, identity GAL11 gene, Saccharomyces cerevisiae 
51. 
str gene, gene mapping, DNA, cloning, Haemophilus influenzae 617. 
str one: rpsL gene, rpsG gene, fus gene, tuf gene, nucleotide sequence, 
longation factor EF-Tu, elongation factor EF-G, ribosomal protein $12, 
ribosomal protein S7, Spirulina platensis 1571. 
str gene, spc gene, promoters, similarity Escherichia coli, Micrococcus luteus 
6696. 


ler 9525. 


streptokinase, ska gene, nucleotide sequence, Streptococcus pyogenes 3552. 

Streptomyces venezuelae, chloramphenicol hydrolase, cloning vectors, 
Streptomyces lividans, antibiotic resistance, chloramphenicol 7842. 

strictosidine synthase, cDNA nucleotide sequence, expression, Escherichia 
coli, Rauwolfia serpentina 2417. 

stromelysin, stromelysin 2, cDNA nucleotide sequence, rheumatoid synovitis, 
fibroblasts, man 8597. 

stromelysin-2, pump-1 gene, CDNA amino acid sequence, comparison, sequence, 
collagenase, stromelysin, man 562. 

structural proteins, mRNA localization, testes, mice 9168. 

structural proteins, nucleotide sequence, Brugia pahangi 6603. 

structural proteins, nucleotide sequence, membrane proteins, Neisseria 
meningitidis 6318. 

sa gonadotropin-releasing hormone, hypogonadotropic hypogonadism, man 
1377. 

structure, pepsinogen, prochymosin, homology, cattle, chickens, man 1176. 

structure, regulatory mechanisms, evolution, analysis, chorion, Antheraea 
pernyi, Antheraea pees 734. 

STS gene. polymorphism, X chromosome, man 1550. 

SU rRNA, nucleotide sequence, Plasmodium vivax 5461. 

substance K receptors, cDNA nucleotide sequence, gene expression Xenopus 
laevis oocytes, cattle 623. 

substance K receptors, characterization, mRNA, rats 8337. 

substance P receptors, cDNA nucleotide sequence, amino acid sequence 

redictions, brain, rats 3436. 

sul cence P receptors, cDNA nucleotide sequence, polymerase chain reaction, 
rats 6612. 

subtilisin inhibitor, ssi gene, promoters, Streptomyces albogriseolus 7653. 

subunit Vb cytochrome-c oxidase, cDNA nucleotide sequence, man, cattle 4284. 

SUC2 gene, mutation, SUC2° gene nucleotide sequence, 

SUC2° gene, SUC2 gene mutation, nucleotide sequence, 

SUC2 gene, TRP3 gene, PPR1 gene, ubiquitin genes, gene mapping, Saccharomyces 
cerevisiae 1442. 

sucC gene, expression, site-directed mutagenesis, succinate-CoA ligase 
(ADP-forming), Escherichia coli 808. 

succinate dehydrogenase, IP subunits, characterization, mutants, Saccharomyces 
cerevisiae 5841. 

succinate dehydrogenase (ubiquinone), cDNA nucleotide sequence, amino acid 
sequence abot mitochondria, liver, man 4552. 

2-succinyl-6-hydroxy-2, 4-cyclohexadiene-1-carboxylate nthase menD gene, 
nucleotide sequence, gene expression, Escherichia coli 5468. 

sucD gene, expression, site-directed mutagenesis, succinate-CoA ligase 
(ADP-forming), Escherichia coli 808. 

sucrose hydrolase rafC gene, nucleotide sequence, Escherichia coli 6241. 

sucrose synthase, cDNA nucleotide sequence, Solanum tuberosum 4277. 

sucrose synthase, expression, stems differentiation, Solanum tuberosum 6741. 

suf8 gene, site-directed mutagenesis, tRNA Pro genes transcripts, splicing, 
Saccharomyces cerevisiae 5134, 

SUI2 gene mutation, effects on GCN4 gene, mRNA, initiation factors, 
Saccharomyces cerevisiae 6046. 

SUI3 gene mutation, effects on GCN4 gene, mRNA, initiation factors, 
Saccharomyces cerevisiae 6046. 

sulfate adenylyltransferase, cloning, selenium resistance, Aspergillus 
nidulans 7817. 
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sulfated glycoprotein 2, cDNA nucleotide sequence, inhibitors complement 
induction cytolysis, seminal plasma, man 3496. 

sulfatide activator protein, cDNA nucleotide sequence, man 3585. 

sulfhydryl-endopeptidase cDNA nucleotide sequence, cotyledons, Vigna mungo 
3607. 

sulfite reductase (NADPH), cys! gene, cysH gene, nucleotide sequence, 
Salmonella typhimurium, Escherichia coli 5194. b 7 

sulfite reductase (NADPH) cysJ gene, nucleotide sequence, amino acid sequence 
predictions, Salmonella typhimurium, Escherichia coli 1320. 

sulfonamides resistance, nucleotide sequence, plasmid R46 5193. 

sunY gene introns, self-splicing, phage T4 5133. ws 

SUP2 gene, nucleotide sequence, Saccharomyces cerevisiae 237. 

SUP4 gene, TOP3 gene nucleotide sequence, DNA topoisomerase, Saccharomyces 
cerevisiae 5507. ae 
superinfection immunity, imm gene, nucleotide sequence, phage T4, Escherichia 

coli 1278. 
superoxide dismutase, cDNA nucleotide sequence, chloroplasts, Petunia hybrida 
2368. 
superoxide dismutase, cDNA nucleotide sequence, liver mice 1490. 
superoxide dismutase cDNA nucleotide sequences, comparison, Zea mays 4613. 
superoxide dismutase, expression Escherichia coli, secretion, man 1895. 
superoxide dismutase, nucleotide sequence, Anacystis nidulans 1387. 
superoxide dismutase, nucleotide sequence, Drosophila melanogaster 3599. 
superoxide dismutase, nucleotide sequence, Mycobacterium leprae 5235. 
superoxide dismutase, nucleotide sequence, Saccharomyces cerevisiae 219. 
superoxide dismutase, transfection, reduction serotonin uptake, platelets, 
transgenic mice, man 835. ates 
supF gene, DNA+aminofluorene adducts effects on mutation, replication, 
plasmids 10627. : ’ 
yee tek mutation, suppressors inactivation, plasmid pZ189, plasmid p3AC, 
scherichia coli 4828. ye: 
supF gene, transposon Ty1 transposition, Saccharomyces cerevisiae 8802. 
suppressor of sable gene, Minute (1)1B gene, gene mapping, Drosophila 
melanogaster 1651. 
suppressor tRNA Tyr, construction, transformation, function, Drosophila 
melanogaster 1021. : 
surface-layer protein, cloning, nucleotide sequence, Bacillus sphaericus 5318. 
surfactants proteins, regulation, gene expression, effects on, 
lucocorticoids, transcription, MRNA stability, man 9741. of 
SUV3-1 gene, effects on fit! gene, mRNA processing, Saccharomyces cerevisiae 
4736. 
ae gene, positive transfectants, screening, Escherichia coli 6801. 
SWA1 gene, cloning, transcription, a-amylase, Schwanniomyces castellii, 
Saccharomyces cerevisiae 6846. 
SWI4 gene, cell cycle genes, nucleotide sequence, Saccharomyces cerevisiae 


swi gene, rad gene, mutation, effects on DNA repair, mating types switching, 
DNA damage, U.V. radiation, y radiation, Schizosaccharomyces pombe 4701. 

synapsin |, nucleotide sequence, structure, man 10461. 

synaptic vesicles proteins, cDNA nucleotide sequence, neurons, Torpedo 
californica 3204, 

syndecan, cDNA nucleotide sequence, comparison, man 9563. 

synthesis methodology, polymerase chain reaction 2237. 

synthesis methodology, role oligodeoxyribonucleotides cloning 2207. 

synthesis methodology, single-stranded DNA 2247. 

synthesis, oligodeoxyribonucleotides ligation methodology 10594. 

synthetic Ecs gene, expression, use Escherichia coli 3734. 

synthetic, metallothionein |, expression, fusion proteins, use Escherichia 
coli, man 5869. 

bets poe: fix gene, nif gene, transposon Tn5 gusA gene, Rhizobium meliloti 

738. 


syrM gene, nodD2 gene, nodD1 gene, nodD3 gene, regulation nodulation, 
Rhizobium meliloti 5343. 

T cell leukemia virus |, rex gene, cytoplasm, mRNA, accumulation, nucleoli 
4752. 

T cell leukemia virus I! Tax protein, promoters activation, nucleotide 
sequence 391. 

T-cell receptor, y chain 6 chain, chimeras, translocations, normal 
cells 2606. 

T-cell receptor, -y chain, 8 chain, rearrangement, polymerase chain 
reaction, lymp' les T, mice 4637. 

T-cell receptor, y chain, 5 chain, use, Thy-1 antigen positive 
epidermal dendritic cells, lymphocytes T, mice 1274. 

T-cell receptor 8 chain, autoimmunity, mice 325. 

T-cell receptor, « chain, enhancers, lymphocytes T, man 1756. 

T-cell receptor, 8 chain, enhancers, lymphocytes T 720. 

T-cell receptor, a chain, enhancers, silencers, lymphocytes T, mice 5771. 

T-cell receptor yy chain gene families, gene mapping, gel electrophoresis, 
mice 168. 

T-cell receptor - chain, gene mapping, man 150. 

T-cell receptor, 6 chain, genomes nucleotide sequence, man 3499. 

T-cell receptor 8 chain, nucleotide sequence, polymerase chain reaction, 
restriction fragment length polymorphism, family studies 2608. 

T-cell receptor, 8 chain, promoters, lymphocytes T, mice 6738. 

T-cell receptor, 5 chain, rearrangement, natural killer cells, man 320. 

T-cell receptor, B chain, lero ek without y chain genes 
rearrangement, lymphocytes T lymphoma, man, case reports 8324. 

i receptor, « chain, restriction fragment length polymorphism, man 

5. 

T-cell receptor, y chain, restriction fragment length polymorphism, 
lymphocytes T, man 1426. 

T-cell receptor, 8 chain, variable region, CDNA nucleotide sequence, 
lymphocytes T, Sjogren's syndrome, man 1428. 

T-cell receptor, 8 chain, variable region, genomes nucleotide sequence, 
mice 9551. 

T-cell receptor, 8 chain, variable region, nucleotide sequence, mice 5216. 

T-cell receptor, 8 chain, variable region, promoters, mice 4708. 

T-cell receptor, y chain, variable region, use, double-negative 
thymocytes, lymphocytes T, mice 8321. 

T-cell receptor, - chain variable region, use, lymphocytes T, epithelium, 
small intestine, mice 1417. 

T-cell receptor, 8 chain, variable region, use, myelin basic protein 
reactive lymphocytes T, multiple sclerosis, autoimmune diseases, man 10436. 

T-cell receptor CD3-e antigen subunits, CDNA, CD3-« antigen probes, 
restriction fragment length polymorphism, mice 3276. 
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T-cell receptor, immunoglobulins, recombination, lymphocytes T, lymphocytes B, 
reviews 5011. ; es 
T-cell receptor, J region, difference, effects on antigens recognition, 
lymphocytes T, mice 6541. 4 ; 
T-cell receptor, rearrangement mechanisms, lymphocytes, mice 3509. 
T-cell receptor, restriction fragment length polymorphism, deoxyribonuclease 
Xbal, chromosome 13, mice 8292. ‘ 
T-cell receptor, secondary rearrangement, no allelic exclusion, lymphocytes T 
lymphoma, mice 6613. 
T-cell receptor, Tcrb gene, genes mapping, rabbits 5208. 
T-cell receptor, transcription, lymphocytes T, thymus, man 4128. 
T-cell receptor, transcripts analysis, polymerase chain reaction, lymphocytes 
T, mice 57. 
T-cell receptor variable region genes, promoters, nucleotide sequence, man 
4311. 
T-cell receptor, variable region, use, multiple sclerosis, lymphocytes T, 
polymerase chain reaction, man 10429. 
TAA gene, cloning, nucleotide sequence, amino acid sequence, amylase, 
Aspergillus oryzae 6264. % 
tag gene, homology DNA repair genes, nucleotide sequence, Serratia marcescens 
3521. 
tail fibers gene R, gene mapping, phage P1 5490. 
tails proteins, gene 9, nucleotide sequence, transposon Tn1, phage 22 3510. 
tailspike protein, mutation, nucleotide sequence, phage P22, Salmonella 
typhimurium 6433. 
Tak fiber protein, nucleotide sequence, adenovirus (human) 5483. 
TAT gene, DNA binding proteins, in vivo footprinting, hepatoma cells, rats 
1953. 
tat gene, gene expression, down-regulation, Rev protein, polymerase chain 
reaction, human immunodeficiency virus 1 9751. 
tat gene, mRNA, cDNA, nucleotide sequence, simian immunodeficiency virus 42. 
tat gene, nucleotide sequence, base composition, activation, human 
immunodeficiency virus 1, gene expression 7169. 
tau gene nucleotide sequence, DNA-binding protein purification, Escherichia 
coli 7326. 
tau protein, cDNA nucleotide sequence, gene expression brain, man 1241. 
tax gene, gene products, activation cyclic AMP responsive element, T cell 
leukemia virus | 2720. 
tax1 gene, rex1 gene, T cell leukemia virus |, mRNA detection, polymerase 
chain reaction, leukocytes (mononuclear), adult T cell leukemia, man 1042. 
tax gene, transfection, stimulation expression granulocyte-macrophage 
colony-stimulating factor interleukin 2 receptors genes, transgenic mice 3766. 
TbrTOP2 gene, DNA topoisomerase (ATP-hydrolysing), DNA probes, 
{ypanosomiasis, Trypanosoma brucei 10463. 
Tc™ gene, cloning, tetracycline resistance, cloning vectors, plasmid pPH6, 
Bacteroides 7821. 
TCBP-23 protein, cDNA nucleotide sequence, Tetrahymena thermophila 8447. 
TCH 1 gene, TCH 2 gene, TCH 3 gene, cDNA nucleotide sequence, touch inducti 
gene expression, thigmomorphogenesis, calmodulin, Arabidopsis thalliana 7577 
tcml gene, nucleotide sequence, tetracenomycin c polyketide synthase, 
Streptomyces glaucescens 3472. 
Tcrb gene, genes mapping, T-cell receptor, rabbits 5208. 
tctD gene, tricarboxylic acids transport, gene regulation, catabolite 
repression regulation, Salmonella typhimurium 5711. 
tctex-1 gene, cDNA nucleotide sequence, role males sterility, mice 7437. 
tde gene, nucleotide sequence, Escherichia coli 5396. 
tdcR gene, nucleotide sequence, threonine dehydratase, Escherichia coli 6445. 
tdh gene, nucleotide sequence, hemolysins, Vibrio parahaemolyticus 6426. 
Teci gene, deletion, macronuclei formation, Euplotes crassus 5528. 
telomeres DNA-binding protein, nucleotide sequence, amino acid sequence 
predictions, Oxytricha nova 7373. 
N-terminal acetyltransferase NAT1 gene, nucleotide sequence, amino acid 
sequence, Saccharomyces cerevisiae 257. 
terminal dioxygenase, toluene reductase, toluene ferredoxin, todA gene, todB 
gene, todC1C2 gene, nucleotide sequence, Pseudomonas putida 5261. 
3’ terminus, cDNA nucleotide jluence, murine leukemia virus SL16c4 3110. 
testes specific phosphoglycerate kinase 2, man, promoters, gene regulation, 
transgenic mice 6737. 
testes eppaten sequence homology, spermatozoa coatings glycoproteins, 
mice : 
testosterone receptors, cDNA nucleotide sequence, man 7574. 
testosterone 16a-monooxygenase, gene families, organization, cytochrome 
p450 nucleotide sequence, mice 1597. 
tet gene, binding repressors, quaternary structure, transposon Tn10 1980. 
bal nips cb Tet repressor binding, induction DNA bending, transposon 
n 5 
tet gene, promoters, DNA-directed RNA polymerase transcription, plasmid pTA22, , 
plasmid pTA33, Escherichia coli 7121 bine ot - 
tet gene, promoters, nucleotide sequence, comparison, plasmid pBR322, 
transposon Tn10 2574. 
tetracenomycin c powinie synthase, tcml gene, nucleotide sequence, 
Streptomyces glaucescens 3472. 
tetracycline antibiotic resistance, plasmid pBR322, DNA topoisomerase deletion 
mutant, Escherichia coli 6304. 
tetracycline, promoters mutation, plasmids, Escherichia coli 5289. 
tetracycline resistance, mutation, insertion, nifA operon, nitrogenase, 
Klebsiella oxytoca 6808. 
TFES3 protein, cDNA nucleotide sequence, TFE3 protein binding immunoglobulin M 
heavy chain enhancers, transcription factors, man 6493. 
thalassemia, nucleotide sequence, patients Algeria 1200. 
thaumatin Il, transfection, use markers genes, Solanum tuberosum 2853. 
thermostable direct hemolysins tdh gene, cloning, nucleotide sequence, 
comparison hemolysins trh gene, Vibrio parahaemolyticus 5402. 
thiol methyltransferase, polymorphism, erythrocytes, man 6495. 
thioltransferase, pigs, gene expression, Escherichia coli 8855. 
thioredoxin, cDNA nucleotide sequence, mRNA expression, Rous sarcoma virus 
transformed cells, embryo fibroblasts, chickens 517. 
thioredoxin, cDNA nucleotide sequence, rats 7489. 
thioredoxin, nucleotide sequence, Rhodobacter sphaeroides 8389. 
threonine dehydratase, tdcR gene, nucleotide sequence, Escherichia coli 6445. 
bigot in i ligase, transcripts, regulation translation, MRNA, Escherichia 
coli by 
thrombomodulin gene mapping, chromosome 20, man 4496. 
thrombospondin, nucleotide sequence, promoters regions, man 8541. 
thrS gene regulation, operators, threonine-tRNA ligase, Escherichia coli 4726. 
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ithymidine kinase, DNA methylation, effects on chromatin expression, 
ety, microinjection, herpes simplex virus 7754. 


i) thymidine kinase, expression, polymerase chain reaction, plasmid pT7:TKIl, 
®% vaccinia virus 6822. 
i) thymidine kinase, herpes simplex virus, DNA+proteins complex formation 7973. 
‘oi; thymidine kinase, mutation, lymphoma, mice 6543. 
Steines kinase, nucleotide sequence, polymerase chain reaction, herpesvirus 
- (feline) 1486. 
»in thymidine kinase, promoters, DNA methylation, genes inactivation, CHO cells 
124. 
ne i thymidine kinase, rearrangement analysis, carcinogens activation, hamsters 
eR 74.42. 
..... alpthymidine kinase TK gene, Neo gene, plasmids, gene transfer, electric fields 
“a0, 9 induction, gene expression, 373 cells, mammalian cells 1851. 
tis) B) eecine kinase, transcription, polymerase chain reaction methodology, man 
die i 119. 
iithymidylate synthase, cloning, gene expression, Pneumocystis carinii 6864. 
vi ae i thymidylate synthase, cloning, phage d cloning vectors, man 2819. 
i) thymidylate synthase, construction, expression, mice 1913. 
athymidylate synthase, dihydrofolate reductase, afrA gene, nucleotide sequence, 
® transposon Tn4003, Staphylococcus aureus 3567. 
i) thymidylate synthase, dihydrofolate reductase, gene amplification, 
(#28 a transcripts, Leishmania major 4091. 
‘aie oiypthymidylate synthase, DNA fragment, nucleotide sequence, MRNA splicing, mice 
65157. 


a thymidylate synthase, mutation complementation, transformation markers, 

msm 19) Dictyostelium discoideum 5453. 

i) thymidylate synthase, nucleotide sequence, homology, man 8601. 

pnts Ipithymidylate synthase, polyadenylation, mRNA processing, evolution, mice 9244. 
i) thymidylate synthase, synthesis, expression vectors, Escherichia coli 8849. 


video iy(ilimthymidylate synthase, ts gene expression Escherichia coli, mice 9809. 

im Qbithyroglobulin gene promoters, cyclic AMP dependent binding factors, cells 
% 10949. 

i fseiti 1) thyroid hormones receptors, cDNA nucleotide sequence, expression, Xenopus 
= laevis 8480. 


#raj(t] We thyroid hormones receptors, cDNA nucleotide sequence, man 8406. 
ssi |i) Methyroid hormones receptors, gene expression, brain, pituitary, rats 3880. 
f thyroid hormones, steroids hormones receptors, cloning, books 11000. 
‘thyroid peroxidase, cDNA nucleotide sequence, cells, thyroid, rats 4622. 
'thyroid-stimulating hormone, B chain, genomes, nucleotide sequence, man 
& 1234. 
“qu thyroid-stimulating hormone receptors, CDNA nucleotide sequence, amino acid 
jase. Sequence predictions, man 4547. 
Li (ithyroid-stimulating hormone receptors, cDNA nucleotide sequence, dogs 5251. 


)thyroid-stimulating hormone receptors, cDNA nucleotide sequence, thyroid, man 
a 626 


thyroid-stimulating hormone receptors, cDNA nucleotide sequence, amino acid 


iamoehl n 

aw sequence predictions, man 6479. 

ae ot geil hormone subunits, point mutation, thyroid-stimulating 
As © hormone deficiency, man 7434. 

fo 


Wthyrotropin, exons, location, elements, mediation, expression, inhibition, 

) thyroid hormones, man 7876. 

thyrotropin, expression, effects on, MRNA, mice 1617. 

i thyrotropin, promoters, A per thyroid hormones, mice 8836. 

athyrotropin receptors, cDNA nucleotide sequence, dogs 7462. 
4\ tissues plasminogen activator, expression, vectors 4841. 
sng tk gene, DNA repair, recombination measurements, L cells, mice 6666. 
seit pitk pene, recombination efficacy measurements, transformation, L cells, mice 
Mi) 6778. 
i i tle gene, nucleotide sequence, H* -transporting ATP synthase, Rickettsia 

= prowazekii 6350. 

§ tIr gene, RNA methylase coding, rRNA 23S methylation, role tylosin antibiotic 
ig) resistance, Streptomyces fradiae 5127. 

ja gene, lac genes promoters, urea regulation, Escherichia coli 8740. 

‘todA gene, todB gene, todC1C2 gene, nucleotide sequence, toluene ferredoxin, 
r | toluene reductase, terminal dioxygenase, Pseudomonas putida 5261. 

todC1C2 gene, todB gene, todA gene, nucleotide sequence, toluene ferredoxin, 
toluene reductase, terminal dioxygenase, Pseudomonas putida 5261. 
5) tolA gene, nucleotide sequence, Escherichia coli 6239. 
jones } tolB gene, nucleotide sequence, Escherichia coli 6239. 
})tolO gene, homology exbB gene, Escherichia coli 5409. 
| } tolR gene, nucleotide sequence, homology exbD gene, Escherichia coli 5409. 


Ad “ATOP2 gene, DNA topoisomerase (ATP-hydrolysing), DNA probes, trypanosomiasis, 


Trypanosoma brucei 10463. 


pale cerevisiae 5507. 
‘topA gene, mutations complementation himA gene himD gene, integration host 


) torso gene, activity, requirements |(1)polehole gene, I(1)polehole gene 
gv similarity raf gene, Drosophila 3512. 
a j toxA gene gene expression, transcripts accumulation, iron regulation, 
4, @ Pseudomonas aeruginosa 5741. 
HF 7 toxA gene, homology, metal-binding motif, gene expression, Escherichia coli, 
nucleotide sequence, Pasteurella multocida 10385. 
'toxA gene, toxin A secretion, amino acid sequence, Pseudomonas aeruginosa, 
» Escherichia coli 9799. 
‘a-toxin, cpa gene, nucleotide sequence, phospholipase C, Clostridium 
perfringens 426. 
'} toxin ll, CDNA nucleotide sequence, amino acid sequence predictions, 
Androctonus australis 4601. 
‘a-toxin, nucleotide sequence, phospholipase C. exotoxins, Clostridium 
perfringens 5257. 
toxins antigens, transcription regulation, Bacillus anthracis 6089. 
‘toxins, B chain, ctxB gene, expression Escherichia coli, Vibrio cholerae 
toxins 6895. 
toxins, crystal proteins, nucleotide sequence, Bacillus thuringiensis 
israelensis 278. 
toxins, DNA isolation, Escherichia coli, Bacillus thuringiensis tenebrionis 
7142. 
f} toxins, expression, causes, microphthalmia, mice 1803. 
toxins, nucleotide sequence, Bacillus subtilis 5397. 
toxins, nucleotide sequence, Bordetella pertussis 5364. 
edt plasmid k1, transcription barriers, expression, Kluyveromyces lactis 
1910. 
toxins, st gene, nucleotide sequence, enterotoxins, Escherichia coli 6353. 


0%. 7) TOPS gene, nucleotide sequence, DNA topoisomerase, SUP4 gene, Saccharomyces 


factor role replication plasmid pSC101, DNA topoisomerase, Escherichia coli 918. 
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toxins toxA gene, Pasteurella multocida, cloning, Escherichia coli gene 
expression 6857. 
toxins, transcription, DNA-binding protein regulation, Corynebacterium 
diphtheriae 6099. 
TP2 protein, TP1 protein, TP3 protein, nucleotide sequence, phage TTV1, 
Thermoproteus tenax 1263. 
TP1 protein, TP3 protein, TP2 protein, nucleotide sequence, phage TTV1, 
Thermoproteus tenax 1263. 
TPI1 gene, cDNA nucleotide sequence, Ustilago maydis 456. 
tps gene transcription, ops gene role, Myxococcus xanthus 10659. 
traD gene, nucleotide sequence, F plasmid, Escherichia coli 6213. 
traM gene, promoters, transcripts, plasmid R100 2740. 
trans-activating genes, tat gene, rev gene, open reading frames, cloning, 
nucleotide sequence, visna virus 1097. 
trans-zeatin secretion, tzs gene, nucleotide sequence, Pseudomonas 
solanacearum 5201. 
transcobalamin II, cDNA nucleotide sequence, epithelium, umbilical cord, man 
4447. 
transcription, chondrocytes, cartilage matrix synthesis, effects on, retinoic 
acid, rats 2780. 
transcription enhancement, gene expression, gene regulation, rats 5739. 
transcription factor TFIID, nucleotide sequence, transcription factors, 
Saccharomyces cerevisiae 4245. 
transcription factor TFIID nucleotide sequence, transcription factors, 
identity SPT15 gene, Saccharomyces cerevisiae 5231. 
transcription factor TFIIIA, expression, regulation, elements role, oocytes, 
Xenopus laevis 4115. 
transcription factor TFIIIA, Xenopus, expression, Escherichia coli 8867. 
— factor TFS-Il, CDNA nucleotide sequence, Ehrlich ascites tumor 
cells 568. 
transcription factors, cloning, gene expression, 20-hydroxyecdysone treatment, 
puffing, chromosomes, Drosophila melanogaster 4721. 
transcription factors, modula gene, cDNA nucleotide sequence, Drosophila 
melanogaster 4609. 
transducin cDNA nucleotide sequence, retina, man 3614. 
transducin, nucleotide sequence, cattle 240, 
transduction, invasiveness, transcription, DNA, supercoiling, gene expression, 
Salmonella typhimurium 10777. 
transfection, expression, copia promoter, heat shock, RSV-LTR promoter, cell 
lines, Drosophila melanogaster 4843. 
transfer genes, transfection transposon Tn1 transposon Tn5, plasmid RP4 5827. 
transferrin, nucleotide sequence, man 4282. 
transferrin, promoters, expression, nucleotide sequence, deletion, mice 3636. 
transferrin receptors, CDNA, nucleotide sequence, chickens 144. 
ps irk receptors, transcripts, MRNA stability, MRNA-binding protein, man 
143. 
see Hi transient expression, interaction nucleoproteins binding sites, 
man ( 
transformation, cloning, isolation mutants, Haemophilus influenzae Rd 1828. 
transformer gene, genetics, control, sex differentiation, Drosophila 
melanogaster 7758. 
transformer gene, transcripts, alternative splicing, Drosophila 3151. 
ie nll genes, genomes nucleotide sequence, doublesex gene, Drosophila 
‘ly 
transforming growth factor-81, cDNA nucleotide sequence, amino acid 
sequence predictions, man 7301. 
transition protein 2, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 5610. 
transition proteins, cDNA nucleotide sequence, man 1641. 
translation factors, selB gene, nucleotide sequence, Escherichia coli 3563. 
translation initiation factor TIF1 gene, gene mapping, Saccharomyces 
cerevisiae 4358. 
translation initiation factor TIF2 gene, gene mapping, Saccharomyces 
cerevisiae 4358. 
rs Spam orientation, effects on insertion sequence 1S50 transposition 
8, 


transposon Tc1, DNA nucleotide sequence, Caenorhabditis elegans 8295. 

transposon Tn1545, nucleotide sequence, Streptococcus pneumoniae 6284. 

transposons transposon gypsy, cloning, hybridization, nucleotide sequence, 
characterization, Drosophila melanogaster 1652. 

transthyretin CDNA nucleotide sequence, choroid plexus, sheep 3561. 

transthyretin, CDNA nucleotide sequence, choroid plexus, liver, rats 7406. 

preteens mutation, inheritance, hereditary neuropathic amyloidosis, man 

transthyretin, nucleotide sequence, expression, rats 2387. 

traS gene, traT gene, promoters, F plasmid, Escherichia coli 6701. 

traT gene, nucleotide sequence, plasmids, Salmonella typhimurium 6418. 

traT gene, traS gene, promoters, F plasmid, Escherichia coli 6701. 

a,a-trehalase treA gene, nucleotide sequence, Escherichia coli 1371. 

bag extpenad hyodysenteriae antigens, cloning, gene products characterization 


triacylglycerol lipase, cDNA cloning, nucleotide sequence, pancreas 2513. 

triacylglycerol lipase, cDNA nucleotide sequence, adipocytes, rats 1521. 

triacylglycerol lipase, cDNA nucleotide sequence, interleukin 4 induction, 
lymphocytes T killer cells, mice 7558. 

triacylglycerol lipase, CDNA nucleotide sequence, liver, man 4365. 

triacylglycerol lipase, gene expression, transcription levels, lipids diets, 
pancreas, rats 9726. 

triacylglycerol lipase loci, deoxyribonuclease Ava-ll restriction fragment 
length polymorphism, chromosome 15, man 3532. 

triacylglycerol lipase, nucleotide sequence, dogs 4221. 

triacylglycerol lipase, restriction fragment length polymorphism, chromosome 
15, man 2640. 

triacylglycerol lipase, restriction fragment length polymorphism, mapping 
chromosome 15, man 8515. 

trichodiene synthase, Fusarium sporotrichioides, cloning, gene expression, 
Escherichia coli 3883. 

pa hea gene, cDNA nucleotide sequence, zinc binding domains, Drosophila 

TRM1 gene, nucleotide sequence, gene fusion, mitochondria importation, tRNA 
methyltransferase, Saccharomyces cerevisiae 4043. 

trmD gene, lacZ gene, negative regulation gene expression, regulation 
translation, Escherichia coli 5129. 

eee rpsP gene, rpIS gene, expression, ribosomal proteins, Escherichia 
coli i 
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trmD gene, tRNA 1-methylguanosine prevention frameshifting translation, 
Salmonella typhimurium 1033. , 
trnH gene, nucleotide sequence, deletion, Vicia faba 9443. 
tRINR gene, tRNS gene, nucleotide sequence, tRNA Arg, tRNA Ser, chloroplasts, 
Chlorella ellipsoidea 5539. 
tRNS gene, tRNR gene, nucleotide sequence, tRNA Arg, tRNA Ser, chloroplasts, 
Chlorella ellipsoidea 5539. 
trophoblastin, a-interferon homology, cDNA nucleotide sequence, embryos, 
sheep 7466. ; 
tropoelastin forms, cDNA nucleotide sequence, mRNA expression, development, 
chickens 7530. ' . 
tropomyosin, cDNA nucleotide sequence, muscles, Trichostrongylus colubriformis 
6565. 
B-tropomyosin, gene products, transcription, characterization, muscles, 
chickens 7511. : 
a-tropomyosin, nucleotide sequence, homology, chickens 3384. 
8-tropomyosin, splicing, transfection, muscles cells, chickens 3815. 
tropomyosin, transcripts, alternative splicing, role introns, MRNA, rats 6134. 
troponin C, cDNA nucleotide sequence, expression, heart, chickens 8634. 
troponin C, cDNA nucleotide sequence, expression, muscles, mice 3642. 
troponin C, cDNA nucleotide sequence, skeletal muscle, rabbits 7501. 
troponin | forms, cDNA nucleotide sequence, skeletal muscle, rats 8565. 
troponin |, gene expression, myogenesis, Coturnix 1799. 
troponin T, development regulation, expression, MRNA splicing, skeletal 
muscle, Coturnix coturnix 8152. 
troponin T forms, cDNA nucleotide sequence, cardiac muscle, rats 3557. 
troponin T gene, skeletal muscle, nucleotide sequence, rats 1179. 
trp gene attenuation, transcription, pausing, role antiterminator, NusA 
protein, Serratia marcescens 9246. 
trp gene, met gene, promoters, cooperation b 
coli 4989. 
TRP1 gene, nucleotide sequence, tryptophan synthase, Coprinus cinereus 5186. 
trp1 gene Schizophyllum commune, trpC gene Phanerochaete chrysosporium, gene 
transfer, transformation, gene expression, Coprinus cinereus 4861. 
TRP3 gene, SUC2 gene, PPR1 gene, ubiquitin genes, gene mapping 1442. 
trp-3 gene nucleotide sequence, Neurospora crassa 4443. 
trpA gene, cloning, nucleotide sequence, tryptophan synthase, Thermus 
thermophilus 10754. 
trpA gene, trpB gene, mutants, transcripts translation, Escherichia coli 6050. 
trpB gene, cloning, nucleotide sequence, tryptophan synthase, Thermus 
thermophilus 10754. 
trpB gene, trpA gene, mutants, transcripts translation, Escherichia coli 6050. 
trpC gene, cloning, nucleotide sequence, Pseudomonas putida, Pseudomonas 
aeruginosa 6605. 
trpC gene, dihydropteroate synthase, transformation, resistance, sulfonamide, 
Penicillium chrysogenum 8790. 
trpC gene, Penicillium chrysogenum, cloning, plasrnid pPC-31, transformation, 
gone expression, Aspergillus nidulans 2841. 
trpD gene, cloning, nucleotide sequence, Pseudomonas putida, Pseudomonas 
aeruginosa 6605. 
trpE gene, anthranilate synthase, cloning, nucleotide sequence, gene mapping, 
operons, Pseudomonas aeruginosa 6596. 
trpE gene, cloning, nucleotide sequence, Pseudomonas putida, Pseudomonas 
aeruginosa 6605. 
trpE gene, nucleotide sequence, anthranilate synthase, Clostridium 
thermocellum 7257. 
trpE gene, nucleotide sequence, anthranilate synthase, Acinetobacter 
calcoaceticus 8441. 
trpE gene regulation, tryptophan feedback inhibition, anthranilate synthase 
biosynthesis, Rhizobium meliloti 10662. 
trpE gene, trpG gene, nucleotide sequence, Leptospira biflexa 407. 
trpG gene, anthranilate synthase, cloning, nucleotide sequence, gene mapping, 
operons, Pseudomonas aeruginosa 6596. 
trpG gene, cloning, nucleotide sequence, Pseudomonas putida, Pseudomonas 
aeruginosa 6605. 
trpG gene, trpE gene, nucleotide sequence, Leptospira biflexa 407. 
trpK gene, trp promoter, enhancement expression man albumin galactokinase 
genes, Escherichia coli 9759. 
TRPM-2 gene expression, thymineless cell death, androgens independent, DNA 
damage, AT-3 cells, prostate, rats 10276. 
trpS gene, gene expression, tryptophan-tRNA ligase, use Escherichia coli, 
Bacillus subtilis 10097. 
trx gene, nucleotide sequence, localization, Escherichia coli 7520, 
trxM gene cloning, nucleotide sequence, Anacystis nidulans 4454. 
trypsin, a-amylase, elastase, expression, role PTF1 protein, development, 
Pancreas, mice 6735. 
trypsin inhibitor, CDNA nucleotide sequence, amino acid sequence predictions, 
ruits, Lycopersicon peruvianum 5247. 
trypsin inhibitor, mutation, nucleotide sequence, folding mutation, cattle 
8427. 
trypsinogen cDNA nucleotide sequence, pancreas, rats 3571. 
tryptase, cDNA nucleotide sequence, amino acid sequence predictions, man 2482. 
tryptase, cDNA nucleotide sequence, amino acid sequence predictions, mast 
cells, dogs 5599. 
tryptase, cDNA nucleotide sequence, mast cells, man 10355. 
tryptophan monooxygenase mRNA cloning, nucleotide sequence, polymerase chain 
reaction, rats 9429, 
tryptophan synthase, DNA, nucleotide sequence, Pseudomonas putida 294. 
tryptophan synthase, TRP1 gene, nucleotide sequence, Coprinus cinereus 5186. 
ts11 gene, aspartate-ammonia ligase, nucleotide sequence, expression, 
regulation, man 8546. 
ts gene, expression Escherichia coli, thymidylate synthase, mice 9809. 
TTV1 virus, coat protein TP4, nucleotide sequence 5486. 
TTV1 virus, gene products, nucleotide sequence, Thermoproteus tenax 7370. 
Btub gene, genomes nucleotide sequence, tubulin, Polytomella agilis 7299. 
TUB2 gene, YPT1 gene, gene expression, role BAF1 protein, binding autonomously 
replicating sequence, transcription factors, Saccharomyces cerevisiae 3989. 
tubulin, 8B, cDNA nucleotide sequence, Euglena gracilis 4490. 
a-tubulin, CDNA nucleotide sequence, tandem, Zea mays 8263. 
6-tubulin class Il, cDNA nucleotide sequence, nervous system, Xenopus 
laevis 3447. 
a-tubulin, cloning, nucleotide sequence, Plasmodium falciparum 3593. 
6-tubulin, cloning, nucleotide sequence, transcripts, introns 
localization, Plasmodium falciparum 3596. 
tubulin, copy number control, cDNA nucleotide sequence, mRNA leader sequence, 


inding repressors, Escherichia 
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Giardia lamblia 6072. : ie 

a-tubulin, expression, nucleotide sequence requirements, transcription 
initiation, Xenopus laevis 3740. ; ‘ 

B-tubulin, gene expression systems, Aspergillus nidulans 747. _ 

a-tubulin, isolation, DNA probes, nucleotide sequence, Plasmodium 
falciparum 10483. r 

B-tubulin, isolation, DNA probes, nucleotide sequence, Plasmodium 
falciparum 10483. 4 

6-tubulin, Neurospora crassa, gene transfer, genetic markers, benomyl 
resistance, transformation, Podospora anserina 4785. , 

a-tubulin, nucleotide sequence, introns mapping, gene expression, Physarum 
polycephalum 1431. 

tubulin, promoters, expression testes, Drosophila melanogaster 729. 

a2-tubulin, promoters, gene expression regulation, transformation, 
Drosophila melanogaster 5798. , ; 

a-tubulin, transcripts, deletion poly(A), mRNA, Chlamydomonas reinhardtii 
2181. 

tubulin, transposition, nucleotide sequence, Trypanosoma brucei 475. 

tubulin, Btub gene, genomes nucleotide sequence, Polytomella agilis 7299. 

a-tubulin TUB1 gene, B-tubulin TUB2 gene, cloning, nucleotide 
sequence, gene mapping, Histoplasma capsulatum 1337. 

tuf gene, fus gene, rpsG gene, rpsL gene, str gene, nucleotide sequence, 
elongation factor EF-Tu, elongation factor EF-G, ribosomal protein $12, 
ribosomal protein S7, Spirulina platensis 1571. 

tuf gene, nucleotide sequence, Mycoplasma gallisepticum 6312. 

tuf gene, nucleotide sequence, Mycoplasma genitalium 6307. 

tumor markers, CDNA nucleotide sequence, amino acid sequence predictions, 
melanoma, man 4384. 

tumor necrosis factor, enhancers, role gene expression, lipopolysaccharides 
induction, macrophages, mice 6757. 

tumor necrosis factor, induction, cDNA nucleotide sequence, characterization, 
fibroblasts, man 10414. 

tumor necrosis factor, restriction fragment length polymorphism, rheumatoid 
arthritis, man 2535. 

tumor necrosis factor-a, CDNA cloning, nucleotide sequence, polymerase 
chain reaction methodology, pigs 2614. 

tumor-suppressor, role, signal transduction, cell proliferation, cells, 
hamsters 3763. 

tumors proteins cDNA nucleotide sequence, mammary gland carcinoma 4539. 

tumors suppression, chromosome 17, astrocytoma, tumorigenesis, man 7521. 

tus gene, hybridization analysis, replication, Escherichia coli, inversion 
9536. 

tus gene, nucleotide sequence, gene products inhibition DNA unwinding, 
Escherichia coli 5189. 

tus Gener replication inhibition, termination, DNA biosynthesis, Escherichia 
coli i 

tus gene, role termination DNA biosynthesis, replication forks, Escherichia 
coli, reviews 5001. 

tycA gene, antibiotics biosynthesis, abrB gene gene regulation, Bacillus 7694. 

Biggin Desmieats, gene mapping, repeated sequence, Streptomyces fradiae 

ine. l procollagen, nucleotide sequence, role osteogenesis imperfecta, man 

5 


type Ill collagen, cDNA nucleotide sequence, man 1210. 

tyrocidine synthase 1 tycA gene, tyrocidine synthase 2 tycB gene, nucleotide 
sequence, gene mapping, operons organization, Bacillus brevis 5352. 

tyrosine aminotransferase, +DNA-binding protein interaction, characterization, 
liver, rats 4952. 

tyrosine aminotransferase, nucleotide sequence, rats 8496. 

tyrosine 3-monooxygenase, c-fos gene gene products induction gene expression, 
tyrosine 3-monooxygenase regulation, rats 8739. 

tyrosine 3-monooxygenase, nucleotide sequence, man 640. 

tyrosine 3-monooxygenase, restriction fragment length polymorphism, adrenal 
gland, man 1520. 

tyrosine Somnongoxyasnese sige; Dral+Pstl restriction fragment length 
polymorphism, chromosome 11, man 3309. 

tyrT gene promoters, transcription termination, Escherichia coli 5095. 

tzs gene, nucleotide sequence, plasmid pRiA4, Agrobacterium rhizogenes 5195. 

tzs gene, nucleotide sequence, trans-zeatin secretion, Pseudomonas 
solanacearum 5201. 

U1 gene, cloning, nucleotide sequence, structure models, U1 snRNA, 
Saccharomyces cerevisiae 7852. 

a-2u globulin introns, nuclear proteins interaction, tissues 8976. 

UbiA gene, genomes nucleotide sequence, ubiquitin, Caenorhabditis elegans 33: 

ubiquinone-binding protein, cytochrome c1, promoters, nucleotide sequence, 
comparison, man 10677. 

ubiquitin, C-terminus extension proteins, conservation, man, Dictyostelium, 
Saccharomyces 580. 

as rt bh cDNA nucleotide sequence, amino acid sequence predictions, Zea may: 

ubiquitin, CDNA nucleotide sequence, Chlamydomonas reinhardtii 5269. 

ubiquitin, CDNA nucleotide sequence, Glycine max 234. 

ubiquitin gene, MRNA transcripts, trans-spliced leader sequence, probes, $1 
nuclease mapping, Caenorhabditis elegans 579. 

ubiquitin, nucleotide sequence, hybridization analysis, DNA, Trypanosoma 
brucei 10457. | 

ubiquitin, SUC2 gene, TRP3 gene, PPR1 gene, gene mapping, Saccharomyces | 
cerevisiae 1442. 

ubiquitin, UbiA gene, genomes nucleotide sequence, Caenorhabditis elegans 33! 

udp gene, nucleotide sequence, uridine phosphorylase, Escherichia coli 4423. 

wi iene hydrolase, ushB gene, nucleotide sequence, Salmonella typhimurium 

UBF galacioes a-1,3-galactosyltransferase cDNA nucleotide sequence, mice 

UDPGP1 gene, cyclic AMP induction expression, requirements enhancers, uridine 
diphosphoglucose pyrophosphorylase, Dictyostelium discoideum 3780. 

uEGF gene, structure, homology, EGF repeat sequence, Vertebrata, 
Strongylocentrotus purpuratus 6199. 

UGA4 gene, gene expression, regulation, control, induction, 4-aminobutyrate 
specific permease, Saccharomyces cerevisiae 5842. 

UGAS3 gene, nucleotide sequence, transcription factors, Saccharomyces 
cerevisiae 7355. 

Ultrabithorax gene, abdominal-A gene, gene products induction transcription, 
transcription factors, Drosophila 984. 

Ultrabithorax gene, Antennapedia gene, regulation expression, development, 
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# enes, (continued) 
ey GE Drosophila 732. 

dé Ultrabithorax gene, fushi tarazu gene, promoters binding NTF-1 protein, 
transcription factors, Drosophila 3999. 
‘iti’ 46 Ultrabithorax gene, gene products, binding Antennapedia gene P1 promoter, 
Ultrabithorax gene promoters, Drosophila 980. 

iin 4 Ultrabithorax gene, gene products, effects on Antennapedia gene Ultrabithorax 


5 gene transcription, transcription factors, Drosophila melanogaster 981. 
6 ttn) | OB Ultrabithorax gene, induction, fushi tarazu gene Antennapedia gene gene 
7 products, transcription factors, Drosophila 985. 


} products, Drosophila 3994. 
Nh i) umuC gene, y radiation, U.V. radiation, ¢ 
ht +) N-methyI-N’-nitro-N-nitrosoguanidine mutagenesis, Escherichia coli 7156. 
ai: unc gene, nucleotide sequence, promoters, Vibrio alginolyticus 4370. 
“ a unc-86 gene, DNA nucleotide sequence, Caenorhabditis elegans 1291. 
"unc-22 gene, nucleotide sequence, evolution, Caenorhabditis elegans 8301. 
* unc-22 gene nucleotide sequence, Tc1 transposition sites, Caenorhabditis 
| elegans 558. 
“’S unc-22 gene, twitchin, nucleotide sequence, myosin regulation, Caenorhabditis 
ial elegans 3451. 
‘ + uncl gene, cloning, H*-transporting ATP. synthase, i protein, amino acid 
" a8 sequence, Escherichia coli 4848. 
q © uncoupling protein, nucleotide sequence, evolution, rats 1623. 
=A ) uni pene, centrioles basal bodies DNA, in situ hybridization analysis, 
i = Chlamydomonas reinhardtii, Chlamydomonas smithii 4167. 


unspecific monooxygenase, cDNA expression Saccharomyces cerevisiae, CUP1 


\ajid0t, 3, promoter, ADH1 promoters, rabbits 8861. 
096 unspecific monooxygenase, cDNA nucleotide sequence, amino acid sequence 
vile predictions, man 4550. 
i) unspecific monooxygenase, cDNA nucleotide sequence, amino acid sequence 
eat) predictions, liver, pigs 6568. 


¥ unspecific monooxygenase, CYP2C12 gene, genomes nucleotide sequence, rats 9469. 


si (atl 9S unspecific onooxyoenase, fusion NADPH-ferrihemoprotein reductase genes, 
‘expression Saccharomyces cerevisiae, cattle 7892. 
bite 9G unspecific monooxygenase, genomes nucleotide sequence, rabbits 9464. 
3h URAS gene, cDNA nucleotide sequence, Ustilago maydis 456. 
tes i) URAS gene, chromatin folding, nucleosomes localization, Saccharomyces 
8 cerevisiae 948. 
iyo 3) URA2 gene, cloning, nucleotide sequence, PPR1 gene gene regulation, 
*  5'-uridylic acid, pyrimidines biosynthesis, Saccharomyces cerevisiae 10663. 
ura5 gene, genomes nucleotide sequence, orotate phosphoribosyltransferase, 
Sordaria macrospora 5519. 
#4, URAG gene, insertion introns, regulation gene expression, genetic engineering, 
Saccharomyces cerevisiae 715. 


® cerevisiae 1463. 
‘\ URA2 gene, nucleotide sequence, carbamoyl-phosphate synthase 


© cerevisiae 451. 
i URAS gene, nucleotide sequence, orotate phosphoribosyltransferase, 


pt 1B Saccharomyces cerevisiae 2439. 


uracil-DNA glycosylase, cDNA nucleotide sequence, DNA repair, man 2567. 
urate oxidase, cDNA nucleotide sequence, amino acid sequence predictions, 
qui) liver, rabbits 7392. ‘ i E e eth 
(@ @) urate oxidase, cDNA nucleotide sequence, evolution, mice, Papio, pigs 5232. 
uot GI urate oxidase, CDNA nucleotide sequence, rats 3587. 
6 urease, nucleotide sequence, Proteus mirabilis 5566. 


# urease, Staphylococcus saprophyticus, cloning, Staphylococcus carnosus gene 


pi _ expression 6862. 
T-urf gene, mutation, Zea mays, sensitivity, toxins, Bipolaris maydis 4814. 
$% uric acid-xanthine permease, cis-acting mutation, nucleotide sequence, 
3! Aspergillus nidulans 5451. 


nga 


4 8L gene expression, cyclic AMP induction, Dictyostelium discoideum 3780. 
pal i uridine phosphorylase, udp gene, nucleotide sequence, Escherichia coli 4423. 
i uroporphyrinogen III synthase, cDNA nucleotide sequence, man 586. 


m ~3511. 
pres 1 uteroferrin CDNA nucleotide sequence, progesterone induction, pigs 3302. 
| uvp1 gene, mucAB ere. role DNA repair, Escherichia coli, plasmid pR 2686. 
gflk ) uvr gene mutation, Escherichia coli, nucleotide sequence, Micrococcus luteus 
oF homology 1372. 
% Uvr gene proteins, DNA damage incision, Escherichia coli 1693. 
0 uve gene, role, DNA repair, heat shock, Escherichia coli 7616. 
uvrB gene, mutagenesis, 9-aminoacridine, quinacrine, ICR-170, ICR-291, 
1 ICR-372, Salmonella typhimurium 6667. 
ial =) uvrB gene, role, DNA repair, heat shock, Escherichia coli 7616. 
2 uvrC gene, nucleotide sequence, localization, Escherichia coli 7520. 
“= uvs-X-40-41 gene, nucleotide sequence, transcripts changes, infection, phage 
) 14385. 
4-9) V1 gene, cDNA nucleotide sequence, ribosomal proteins, Dictyostelium 
"I discoideum 4363. 
zt & V13 gene, nucleotide sequence, lymphocytes T, mice 4254. 
; 8) p-vac gene, c-vac gene, nucleotide sequence, gene expression, genes, 
jo Ff Halobacterium 6714. 
rl §) c-vac gene, p-vac gene, nucleotide sequence, gene expression, genes, 
| Halobacterium 6714. 
# vaccinia virus Sall F DNA ligase, nucleotide sequence, homology 5252. 
) valine-binding protein braC gene, cloning, nucleotide sequence, Pseudomonas 
aeruginosa 5381. 
variant surface glycoproteins, U.V. radiation effects on gene expression, 
} Trypanosoma brucei 4735. 
variant surface glycoproteins, AnTat 1.3A antigen, nucleotide sequence, 
Trypanosoma brucei 1468. 
a") variant surface glycoproteins, DNA-directed RNA polymerase II transcription, 
Trypanosoma brucei 3899. 
variant surface glycoproteins, posttranscriptional regulation gene expression, 
| Trypanosoma brucei 4737. 
Pla )) variant surface glycoproteins, RNA, transcription telomeres repeated 
p ‘ sequences, Trypanosoma brucei 3764. 
aif variant surface glycoproteins, telomeres gene conversion, boundaries analysis, 
me) ESAG gene nucleotide sequence, Trypanosoma brucei 198, 
' varicella-zoster virus, Leal mapping, gene expression, activation 4466. 
VARNA gene, tRNA, 


5 Ultrabithorax gene, promoters, even-skipped gene gene products repression gene 


ura4 gene, introns insertion, point mutation, Schizosaccharomyces pombe 4819. 
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human, cDNA, cloning vectors, plasmid pKC, Escherichia coli 4829. 
5-Lipoxygenase-activating protein, f ; 
genes, nucleotide sequence, requirements leukotrienes biosynthesis, rats, man 
6458. 
Lipoxygenase-3, 
cDNA clones, mRNA, amino acid sequence, seeds Glycine max 593. 
Listeria monocytogenes, 
hlyA gene, nucleotide sequence, transcription mapping 6294. 
listeriolysin genes, nucleotide sequence 4420. 
msp gene cloning, use DNA probes, hybridization 7857. 
virulence genes, gene regulation, gene expression 6721. 
Listeriolysin, 
genes, nucleotide sequence, Listeria monocytogenes 4420, 
Lithium acetate, 
treatment, Ustilago violacea transformation systems, hygromycin resistance 
1817. 
Liver, 
adenosinetriphosphatase cDNA nucleotide sequence, homology, rats 4323. 
S-adenosylmethionine + S-adenosylhomocysteine+DNA methylation levels, 
methapyrilene+ analogs diet, rats 2626. ‘ 
albumin genes, HNF1 protein activation, HNF1 protein isolation 
characterization, transcription factors, mice 998. 


alcohol dehydrogenase ADH2 gene, nucleotide sequence, transcription, man 6101. 


alcohol dehydrogenase cDNA nucleotide sequence, comparison, evolution, 
Cercopithecidae 1288. 

alcohol sulfotransferase cDNA nucleotide sequence, homology, rats 9508. 

alcohol sulfotransferase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 5535. 

aldehyde dehydrogenase (NAD*), mRNA 5'-terminus role, translation 
inhibition, rats 10105. 

aldehyde reductase cDNA nucleotide sequence 4536. 

alkaline phosphatase genes, cDNA nucleotide sequence, rats 8497. 

O 6-alkylguanine-DNA alkyltransferase, purification, amino acid sequence, rats 
7939. 

amine oxidase (flavin-containing) types, cDNA, expression, transfection, man 
2761. 

aminoacyl-tRNA ligase, isolation, peptide mapping, characterization, rabbits 
5022. 


5-aminoimidazole ribonucleotide carboxylase, 
5-aminoimidazole-4-N-succinocarboxamide ribonucleotide synthase, cDNA 
nucleotide sequence, chickens 9495. ; 

amylase cDNA, gene expression, mice 10707 

«1-antitrypsin cDNA nucleotide sequence, sheep 3533. 

apolipoprotein B mRNA bases substitution analysis, man 9215. 

apolipoprotein B mRNA, editing reaction, nucleotide sequence requirements, 
cells, rats 9216. 

apolipoprotein C-| cDNA nucleotide sequence, rats 3562. 

arylamine acetyltransferase genes, cDNA nucleotide sequence, chickens 527. 

arylamine acetyltransferase genes, cDNA nucleotide sequence, amino acid 
sequence predictions, rabbits 5611. 

arylamine acetyltransferase genes, cDNA nucleotide sequence, amino acid 
sequence predictions, man 7294. 

arylamine acetyltransferase genes, nucleotide sequence, man 232. 

ATP-binding protein genes, CDNA nucleotide sequence, amino acid sequence 
predictions, rats 8386. 

benzene metabolites, DNA adducts, rabbits 1168. 

benzo(a)pyrene+DNA adducts formation, Parophrys vetulus 122. 

bleomycin DNA interactions, comparison, rats 8242. 

C-reactive protein gene expression, genetic control, inflammation, man 8703. 

C-reactive protein genes, cDNA nucleotide sequence, amino acid sequence 
predictions, inflammation, mice 8407. 

calcium effects on DNA damage, rats 2316. 

carbamoyl-phosphate synthase genes, promoters activity, rats 8752. 

carcinogenesis, Ha-ras gene codons mutation, mice 4657. 

carcinogens effects on DNA damage-+ ornithine decarboxylase, carcinogenesis 
promotion, rats 5145. 

carcinogens effects on tRNA+methionine interaction, rats 10090. 

carcinoma, negative tumor markers, use major urinary protein, major urinary 
protein genes, cDNA nucleotide sequence, mice 6617. 

catalase genes, cDNA nucleotide sequence, transcription start points, rats 
3378 

catechol methyltransferase genes, cDNA nucleotide sequence, rats 3630. 

chlordecone reductase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, man 6470. 

Bees 7a-monooxygenase cDNA nucleotide sequence, expression, rats 

cholestery! ester hydrolase genes, cloning, gene expression, rats 8796. 

chromatin+histone H1 binding, structure, cooperativity, rats 9938. 

chromatin degradation, gel electrophoresis, nuclei, rats 10944. 


complement component C4-binding protein genes, cDNA nucleotide sequence, man 


4355. 


complement component C6 genes, cDNA nucleotide sequence, amino acid sequence 


predictions, man 2526. 
complement factor H, cDNA nucleotide sequence, identification, mice 7548. 
CYP2A gene, cDNA nucleotide sequence, man 9441. 
lee) gene, gene families, cDNA nucleotide sequence, mapping, regulation, rats 
417. 
cytochrome b5 genes, cDNA nucleotide sequence, man 4659. 
cytochrome P450, cDNA, expression, mutagenesis, 
2-amino-3-methylimidazo[4,5-f]quinoline, man 10780. 
Ose Nenne P450 cDNA isolation, gene expression, mRNA detection, fetuses, man 
781. 
cytochrome P450 cDNA nucleotide sequence, rats 3631. 
cytochrome p450 genes, cDNA nucleotide sequence, amino acid sequence 
predictions, rats 425. 


cytochrome P450 genes, cDNA nucleotide sequence, females specific isoenzymes, 


mice 481, 
ene P450 genes, nucleotide sequence, splicing, mRNA generation, rats 
79. 


cytochrome P450, HLp2 gene cDNA nucleotide sequence 2533. 
cytochrome P450 IIA3 cDNA nucleotide sequence, man 3618. 


Liver, (continued) 


cytochrome P450 mRNA levels, rats 9186. 

cytochrome-c oxidase cDNA nucleotide sequence, fetuses, rats 3291. 

cytochrome-c oxidase subunits Via*(Vb), cDNA nucleotide sequence, rats 3522. 

cytochrome-c oxidase subunits Vila, CDNA nucleotide sequence, cattle 3577. 

deoxyribonuclease (apurinic or apyrimidinic) receptors complex, assays, rats 
9835. 

deoxyribonuclease, proofreading exonuclease activity, isolation, purification, 
rats 4906, 

deoxyribonuclease properties + purification, nuclei, rats 9837. 

differentiation regulation, glucocorticoids, cyclic AMP, hepatocytes, rats 
9766. 

dihydrolipoamide acetyltransferase, cDNA nucleotide sequence, man 1493. 

dimethylaniline monooxygenase (N-oxide-forming), CDNA nucleotide sequence, | 
rabbits 7427. 

DNA+2-amino-3-methylmidazo(4,5-f)quinoline binding, sulfotransferase + sulfate 
levels effects on, rats 10305. 

DNA+2-amino-3,8-dimethylimidazo| 4,5-f]-quinoxaline binding, adducts 
formation, characterization, mice 9399. 

DNA+6-hydroxymethylbenzo(a)pyrene adducts, activation, reactivation, rats 93: 

DNA 8-hydroxydeoxyguanosine formation, proliferator treatments, rats 9345. 

DNA, 4,4'-methylenebis-(2-chloroaniline) + derivatives, interactions, rats 2326. 

DNA 7-methylguanine adducts, methylation, analysis, high-performance liquid 
chromatography, rats 8250. “ 

DNA adducts detection, N-nitrosopyrrolidine treatments, rats 9280. 

DNA adducts, |-compounds, choline diet, rats 2330. 

DNA adducts role, N-hydroxy-2-acetylamino fluorene induction, rats 9379. 

DNA biosynthesis inhibition, thermal injury, rats 9685. 

DNA biosynthesis, mRNA isolation, characterization, rats 8135. 

DNA biosynthesis, prolactin antagonism, rats 9691. 

DNA carcinogens interactions, methionine, rats 2297. 

DNA content, TCDD, PCDD, effects on, rats 8694. 

DNA, CpG sites methylation, type II site-specific deoxyribonuclease 
resistance, mice 9630. 

DNA (cytosine-5-)-methyltransferase activity, cytosine methylation, rats 8920. 

DNA degradation, gossypol, deoxyribonuclease EcoRI, deoxyribonuclease Alul. 
rats 10252. 

DNA methylation, carcinogenesis, rats 9620. 

DNA repeated sequence, DNA scri proteins, affinity, characterization, rats 
10986. 

DNA-binding protein+tyrosine aminotransferase genes interaction, 
characterization, rats 4952. 

ONA-directed DNA polymerase y proofreading activity, pigs 8905. 

DNA-directed DNA polymerase «, properties, purification, comparison, rats 
9864. 

DNA-directed DNA polymerase mRNA size+levels, rats 9863. 

cDNA nucleotide sequence, cholesterol biosynthesis, lipids transport, rats, 
man 8608. 

ON aoe B1 binding, inhibition, mechanisms, phenobarbital treatments, 
rats D. 

DNA -+lipid peroxidation products interaction, rats 2346. 

DNA+RNA oxidation damage, 2-nitropropane effects on, rats 10309. 

effects eh a kinase gene expression, glucose, fructose, transcription, 
rats 3130. 

See, factor EF-2 heterogeneity, phosphorylation, ADP-ribosylation, rats 
10143. 

estriol glucuronosyltransferase, cDNA nucleotide sequence, expression, COS-1 | 
cells, man 10412. 

5-ethyl-2'-deoxyuridine metabolism, rats 8036. 

factor C isolation, DNA-directed DNA polymerase stimulation, DNA-binding 
protein, rabbits 8986. 

factors, binding, promoters, albumin, «-fetoprotein, rats 7975. 

farnesyl-pyrophosphate synthase, cDNA, nucleotide sequence, expression, 
regulation, man 2491. 

fatty-acid synthase mRNA, cDNA nucleotide sequence, chickens 3090. 

ferritin repressors translation requirements, wheat germ, purification, 
rabbits 9116. 

a-fetoprotein gene expression, regulation, dexamethasone effects on 
enhancers, rats 8705. 

fibrinogen cDNA nucleotide sequence, cattle 3625. 

fructose-bisphosphate aldolase genes expression, transcription factors role, 
development, rats 5046. 

fructose-2,6-bisphosphatase genes, cDNA nucleotide sequence, man 7537. 

fumarate hydratase, cDNA nucleotide sequence, mitochondria, cytosol, rats 163) 

gene expression, chromium effects on, chick embryos 6748. 

gene expression, hepatocytes function, rats 6747. 

a2p-globulin, albumin, mRNA, transport factors, hybridization 
analysis, rats 9262. 

a-globulin gene expression, age, dietary restrictions, rats 9761. 

a2u-globulin genes, cDNA nucleotide sequence, rats 5604, 

glucocorticoids receptors+ glucocorticoid response elements binding, 
cooperativity, characterization, rats 7981. 

glucocorticoids receptors, RNA binding, characterization, rats 2979. 

glucokinase gene expression, rats 5783. 

glucokinase genes transcription, thyroid hormones effects on, rats 5118. 

glucose transport proteins genes, cDNA nucleotide sequence, mice 6567. 

glucose transporter cDNA nucleotide sequence, mice 3519. 

y-glutamyltransferase mRNA, expression, nucleotide sequence, man 8105. 

glutathione peroxidase, cDNA, nucleotide sequence, man 4545. 

glutathione peroxidase genes, cDNA nucleotide sequence, man 7508, 

glutathione transferase genes, gene fusion, expression, regulatory promoters 
identification, induction, transfection, mice 8783. 

glutathione transferase Yb1 subunit, genes, nucleotide sequence, rats 9479. 

ste esh 6-galactosyltransferase cDNA nucleotide sequence, cattle 3550. 
a ate a-mannosidase genes, cloning, gene amplification, rats 

grp78 gene activation, heat shock gene families, acute phase substances 
sesponse, rats 6754. 

H | -transporting ATP synthase genes, cDNA nucleotide sequence, rats 8282. 

H™-transporting ATP synthase genes, cDNA nucleotide sequence, amino acid 
sequence predictions, rats 8379. 

hemin effects on 5-aminolevulinate synthase mRNA stability, regulation, 
embryos, chickens 9253. 

hemopexin promoters, cis-acting elements identification, nucleotide sequence, 
man 6452. 

hemopexin promoters, identification interleukin 6 response elements, acute 
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“jer, (continued) 
| phase substances, man 6739. 
i) eparin cofactor Il genes, cDNA nucleotide sequence, chromosomes localization, 
# restriction fragment length polymorphism, man 532. 
“aifepatitis B surface antigen genes transcription, man 6113. 
Siiijepatitis B virus DNA detection, hybridization, carcinoma cell lines 10599. 
9 epatocyte growth factor, isolation, cloning, expression, rats 2488. 
oe) Bpatecytes, DNA repair, rats 683. 
a igh mobility group protein 1, nucleoplasmin, ATP-dependent association, 
‘9 nuclei, rats 8933. 
‘istone H1° structure domains, antibodies binding, nucleosomes, mice 2937. 
‘istone H1 subtypes, isolation, characterization, rats 10927. 
os low mobility group protein, binding, cross-linking, chromatin, rats 
1939. 
19 istones, variants, isolation, fractionation, characterization, mice 10917. 
immunoglobulins genes rearrangement, transcription, fetuses, mice 8320, 
\Ghiitiation factor elF-2+ GTP interaction, photoaffinity labelling, rats 2100. 


“yin | |G ositol 1,3,4,5-tetrakisphosphate stimulation, DNA biosynthesis, rats 1701. 
‘i@sulin-like growth factor | CDNA nucleotide sequence, mRNA heterogeneity, 
Ny, sheep 4226. 
\ Wioag-ketoacid dehydrogenase complex genes, cDNA nucleotide sequence, cattle 
iS | 3268. 
‘(zinieas @pase genes, nucleotide sequence, man 9600. 
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‘Wysosomes, sialoglycoproteins genes, cDNA nucleotide Sequence, rats 7542. 
sinalate dehydrogenase (oxaloacetate-decarboxylating)(NADP*) gene expression, 
4), transcription regulation, rats 9226. 
inethionine adenosyltransferase genes, cDNA nucleotide sequence, amino acid 
Jf sequence predictions, rats 6238. 


Liver, (continued) 
testosterone 16a-monooxygenase, Ripr locus regulation, estrogens dependent 
repression, females specific, mice 750. 
big nl derivatives effects on reverse transcription, DNA biosynthesis, rats 
911. 
thyroid hormones effects on malate ree bps 
)m 


(oxaloacetate-decarboxylating)(NADP NA induction, S14 protein, gene 
expression, rats 10697. 

transcription, apolipoprotein C-Ill promoters regulatory elements, binding, 
proteins, gene expression, cells, types, HeLa cells 8834. 

transcription factors, LF-B1 protein genes, cDNA nucleotide sequence, 
homeobox, rats 5164. 

transthyretin genes, cDNA nucleotide sequence, rats 7406. 

triacylglycerol lipase genes, cDNA nucleotide sequence, man 4365. 

tyrosine-tRNA ligase aminoacylation fidelity, effects on age, rats 8078. 

UDP-glucuronosyltransferase cDNA, cloning, expression, hyodeoxycholic acid 
glucuronidation, man 4899. 

unspecific monooxygenase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, pigs 6568. 

urate oxidase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, rabbits 7392. 

ape ligase, polyanions binding properties, characterization, rabbits 

valine-tRNA ligase+ elongation factor EF-1 complex, purification, 
characterization, rabbits 10094. 

vasopressin genes, cDNA restriction fragment length polymorphism, man 4573. 

vitellogenin B1 genes promoters, transcription, regulatory elements 
identification, Xenopus 6106. 


inicrosomes, cytochrome P450 cDNA nucleotide sequence, phenobarbital induction, Liver diseases, 


‘O), rabbits 491. 
ainicrosomes, cytochrome P450 genes, cDNA nucleotide sequence, phenobarbital 
2b) induction, rabbits 498. 
jinitochondria, deoxyguanosine phosphorylation, rats 3016. 
nitochondria function, protein biosynthesis, adenine role, rats 9119. 
f/nitochondria, succinate dehydrogenase (ubiquinone) genes, cDNA nucleotide 
i) sequence, amino acid sequence predictions, man 4552. 
aiinuscles isoenzymes, homology, phosphorylase brain man 570. 
enyeloperoxidase genes, nucleotide sequence, mice 4214. 
INADH dehydrogenase, cDNA nucleotide sequence, rats 1596. 


~ @hafenopin effects on pyrimidines+DNA synthesis, changes, rats 9046. 


pa 


NNFI protein, DNA binding sites, equilibrium binding constants, purification, 
® pigs 4973. 
NFI protein genes, cDNA nucleotide sequence, amino acid sequence predictions, 
| pigs 6202. 
GIN-nitrosomorpholine effects on unscheduled DNA synthesis + micronuclei 
| induction, rats 10315. 
« #uclei, chromatin, glucocorticoids acceptors, ribonucleoproteins, rats 8936. 
Yhuclei, DNA, pentammineruthenium(I!) binding, mice 3193. 
.I};'-nucleotidase, cDNA nucleotide sequence, rats 7416. 
)-D4-ethylthymine containing DNA, detection, tumors, man 3178. 
dh3-oxoacyl-CoA thiolase genes, cDNA nucleotide sequence, amino acid sequence 
© predictions, man 5612. 
(>hosphoenolpyruvate carboxykinase (GTP) genes, gene expression, activation, 
microinjection, oocytes, rats, Xenopus laevis 4801. 
}-phosphofructo-2-kinase, fructose-2,6-bisphosphatase MRNA, cDNA nucleotide 
sequence, amino acid sequence predictions, rats 5088. 


fats 3396. 
#05-phosphofructokinase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, man 5527. 
Gohosphoprotein phosphatase 2A, catalytic subunit, cDNA nucleotide sequence, 
) gene expression, rats 134. 
§hosphoprotein phosphatase 2A, catalytic subunits, cloning, cDNA nucleotide 
sequence, rats 2372. 


predictions, rats 5584. 


a ropiony!-CoA carboxylase subunits genes, cDNA nucleotide sequence, amino acid 


sequence predictions, rats 417. 
drotein biosynthesis, age-related changes, rates, isoacceptors tRNA, fetuses, 


"orotein biosynthesis, elongation, age-related changes, rats 3076. 


inten orotein kinase A subunit, CDNA nucleotide sequence, expression, rats 9496. 


i 


*)S protein, S locus, PSa gene, MRNA biosynthesis, man 1523. 

iforotein-glutamine y-glutamyltransferase genes, cDNA nucleotide sequence, 

amino acid sequence predictions, guinea-pigs 3260. 

V oyruvate dehydrogenase cDNA nucleotide sequence, man 1305. 

v pyruvate kinase genes, DNA-binding protein, transfection, gene expression, 

= rats 3806. 

/ pyruvate kinase genes, promoters, transcription, transcription factors role, 

& rats 4770. 

© quinoline effects on DNA biosynthesis, stimulation, rats 10636. 

regeneration, colchicine+ vincristine effects on DNA biosynthesis, rats 10635. 

‘regeneration, Pe oe ese) metabolism, rats 9099. 

‘renal failure effects on albumin mRNA levels, rats 95. 

ribosomal protein L7a cDNA nucleotide sequence, rats 3632. 

ribosomal protein S6 genes, cDNA nucleotide sequence, man 556. 

‘ribosomal protein S60 subunits, reconstitution, core particles, proteins, rats 

9911. 

‘ribosomal subunit 60S, forms, structure, C.D., birefringence, comparison, rats 
10118. 

RNA degradation, ingensin activity, chickens 10158. 


“mRNA concentration, acute phase substances, albumin, burns, rats 9190. 


MRNA precursors splicing, nuclei matrix proteins role, rats 8159. 

RNA 5S containing ribonucleoproteins, structure characterization, 
purification, rabbits 3933. 

tRNA Leu acceptors, aminoacyl-tRNA ligase complex role, rats 9105. 

tRNA+methionine interaction, labelling, rats 10087. 


: |) L-serine dehydratase genes, cDNA nucleotide sequence, amino acid sequence 


Predictions, man 1461. ; 
sex hormone-binding globulin, cDNA nucleotide sequence, detection, man 6449. 


“481, Sex steroid-binding protein mRNA, translation products, monkeys, cell-free 


system 3168. 
specific enhancers, identification, hepatitis B virus promoters 3751. 
specificity, hepatitis B virus, promoters, binding proteins, hepatitis B 
surface antigen, man 3756. 
suppressors tRNA, casein, phosphoserine selenocysteine conversion, cattle 8066. 


phosphofructo-2-kinase + fructose-2,6-bisphosphatase cDNA nucleotide sequence, 


pregnancy glycoproteins genes, cDNA nucleotide sequence, amino acid sequence 


a1-antitrypsin deficiency, Mmalton allele, characterization, association, 
lung diseases, man 2786. 


Livestock, 


Wansgenic livestock production, gene expression, gene transfer, murine 
leukemia virus cloning vectors 821. 


L7/L12 protein, 


ribosomes, N.M.R. spectroscopy, Escherichia coli 2084. 


Loci, 


ABL locus, deoxyribonuclease Stul, restriction fragment length polymorphism, 
chromosome 9, man 7428. 

Ace locus, acetylcholinesterase genes, nucleotide sequence, evolution, 
mutation, Drosophila melanogaster 7310. 

alkane 1-monooxygenase, dimorphic sites, chromosome 9, man 8280. 

allozymes, hybridization, transfer, mitochondria DNA, Stizostedion 7144. 

am ase transformation, glutamate dehydrogenase (NADP*), Neurospora crassa 
790, 

amiA locus mutation, Streptococcus pneumoniae 5304. 

amiA locus, Streptococcus pneumoniae, proteins, transport, association, 
nucleotide sequence 9539 

aminotransferase genes, restriction fragment length polymorphism, chromosome 
16, man 1464. 

aniG locus, pH gene regulation, Salmonella 7847. 

aprt locus, insertion, G-repeats, y radiation, hamsters 4223. 

aprt locus, mutation, polymerase chain reaction, characterization, cells, 
hamsters 5168. 

Bar locus, B breakpoint, transposon B104, rearrangement, cloning, Drosophila 
melanogaster 4599. 

barla locus, barlla locus, cloning, nucleotide sequence, phage \ mutants, 
transcripts, blocking growth, rap gene mutation, Escherichia coli 6296. 

bvg locus, Bordetella pertussis, gene regulation, gene expression, filamentous 
hemagglutinin fhaB gene lacZ gene fusion, Escherichia coli 5716. 

bye locus, nucleotide sequence, virulence regulation, signal peptides, 

ordetella pertussis 7177. 

chromosome 6, erythrocytes alloantigens, esterase-12, markers, linkage, genes, 
proline rich proteins, mice 9465. 

chronic granulomatous disease cDNA, restriction fragment length polymorphism, 
X chromosome, man 1577. 

claret locus, genetic analysis, mutagenesis, Drosophila melanogaster 4598. 

comG locus, insertion mutants, restriction endonuclease mapping, competence 
mutation, Bacillus subtilis 5415. 

C11P11 locus, 7227 locus, ape gene, linkage analysis, polyposis coli, 
chromosome 5, man 7575. 

ct locus, mapping, transposition, suffix transposon detection, Drosophila 
melanogaster 6510. 

Cut locus, mutation, insertion, transposon jockey, deletion, flanking region, 
reversion, induction transposon gypsy, Drosophila melanogaster 8702. 

CYP2B locus, cytochrome P450 hiIB1 cDNA cloning+nucleotide sequence 7566. 

ghee fibrosis, man, chromosome 7, homology, genes maps, Aotus trivirgatus 

i 

cytochrome aa3 ctaA locus, promoters identification, transcription, gene 
expression, Bacillus subtilis 5103. 

cytochrome aa3 cta3 locus, cloning, nucleotide sequence, mutation, genetic 
analysis, Bacillus subtilis 5407. 

dihydroorotate dehydrogenase dhod locus, nucleotide sequence, gene mapping, 
gene expression, Drosophila melanogaster 6282. 

DNA D21S144, restriction fragment length polymorphism, pVC12 probes, 
chromosome 21, man 3305. 

DNA 09829, restriction fragment length polymorphism, deoxyribonuclease Taql, 
chromosome 9, man 7190. 

DNF15 locus origin, gene mapping, chromosome 1, chromosome 3, man 4471. 

Down's syndrome, polymorphism, mapping, trisomy, chromosome 21, man 7551. 

D7S8 locus, nucleotide sequence, chromosome 7, man 6535. 

Duchenne's muscular dystrophy, cDNA nucleotide sequence, homology, man 3294. 

pasate muscular dystrophy, deletion screening, DNA, gene amphiication, 
man i 

OXS16 locus, cDNA restriction fragment length polymorphism, man 1628. 

DXS locus, chromosomes jumping, mapping, pulsed-field gel electrophoresis, X 
chromosome, man 7502. 

DXS165 locus gene mapping, X chromosome +chromosome 13 translocation, 
choroideremia, man 3401. 

earA locus, cloning, pH gene regulation, Salmonella 7847. 

earB locus, aniG locus, earA locus, gene regulation, pH, Salmonella 7847. 

Fli-1 locus, proviruses integration sites, Friend leukemia virus induction, 
erythroleukemia, mice 7108. 

fragile sites, X chromosome, gene mapping, man 4372. 

gas-1 woe Ava | restriction fragment length polymorphism, chromosome 12, 
mice ; 
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Loci, (continued) ‘ 3 ’ 
{-globin, genes, deoxyribonuclease | hypersensitive sites, erythroid 
specific, man 5156. 
{-globin locus, structure, evolution, horses 1201. ; 
glutathione transferase, deoxyribonuclease BamHI, deoxyribonuclease EcoRI, 
restriction fragment length polymorphism, chromosome 11, man 6540. 
glycosyltransferase, development, regulation, association, instability, CHO 
cells 8838. J 
growth-arrest-specific gene, deoxyribonuclease Taal, restriction fragment 
length polymorphism, chromosome 4, man 6533. 
HD locus, linkage analysis, recombination, Huntington's chorea, man 7516. 
heat shock, sequence evolution, Drosophila 1271. 
Hep G2/erythrocyte glucose transporter genes, restriction fragment length 
polymorphism, chromosome 1, man 1466. 
hexokinase |, deoxyribonuclease Hincll, restriction fragment length 
polymorphism, chromosome 10, man 6530. 
HLA-DQA locus, polymerase chain reaction, alleles variants screening, 
detection 4193. : ¢ 
HML locus, MAT locus, mating types, conversion, flanking region, homothallism 
switching, Saccharomyces cerevisiae 5844. , 
HMR locus, MAT locus, mating types, conversion, flanking region, homothallism 
switching, Saccharomyces cerevisiae 5844. 
homeobox, restriction fragment length polymorphism, chromosome 12, man 1558. 
Hox 1.4 locus, homeobox, nucleotide sequence, localization, chromosome 7, man 
7546. 
ILV2 locus, recombinants, construction, directed replacement, SMR1 gene, MEL1 
gene, Saccharomyces cerevisiae 8795. 
imp locus identification, characterization, plasmid SLP1 replication, 
Streptomyces lividans 1373. “th 
insulin receptors, deoxyribonuclease MspI, deoxyribonuclease Sstl, restriction 
fragment length polymorphism, chromosome 19, man 9588. 
interleukin 2, localization, chromosome 3, mice 9491. 
kil locus, promoters, repressors isolation, gene regulation, transcription, 
initiation, plasmid plJ101, Streptomyces 5734. 
kor locus, promoters, repressors isolation, gene regulation, transcription, 
initiation, plasmid plJ101, Streptomyces 5734. 
Icr locus, IcrE gene nucleotide sequence, outer membranes proteins, Yersinia 
enterocolitica 10378. 
Ldh-B locus, L-lactate dehydrogenase, MRNA levels, thermal adaptation, 
evolution, 99999999, Fundulus heteroclitus 6132. 
lict locus, nucleotide sequence, lipopolysaccharides, phase variations, 
Haemophilus influenzae 10374. 
lic2 locus, nucleotide sequence, lipopolysaccharides, phase variations, 
Haemophilus influenzae 10374. 
lic3 locus, nucleotide sequence, lipopolysaccharides, phase variations, 
Haemophilus influenzae 10374. . 
limb deformity locus, agouti locus, radiation effects on, mutation, chromosome 
2, mice 9308. 
localization, profilin binding proteins, man 642. 
W locus, coding, oncogenes c-kit gene, analysis, mice 805. 
P locus, nucleotide sequence, Ac transposon tagging, Zea mays 8511. 
W locus, patch locus, synteny, polymorphism, genes growth stimulatory 
activity, genes, chromosome 5, mice 9513. 
S locus, S protein mRNA biosynthesis, liver, man 1523. 
S locus-specific glycoproteins, cDNA nucleotide sequence, 
self-incompatibility, Brassica oleracea 3572. 
lymphocytes T receptors, transcription enhancement factors, man 8719. 
magnesium transport corA locus, cloning, gene mapping, Salmonella typhimurium 
6245. 
magnesium transport mgtA locus, cloning, gene mapping, Salmonella typhimurium 
6245. 
pera transport mgtB locus, cloning, gene mapping, Salmonella typhimurium 
245, 


maltose permease MALG locus, nucleotide sequence, Saccharomyces carlsbergensis 


438. 

MAT locus, gene regulation, STA1 gene, glucan 1,4-a-glucosidase, 
Saccharomyces 4734. 

MAT locus, mating types, conversion, flanking region, homothallism switching, 
Saccharomyces cerevisiae 5844. 

MOR locus, multidrug resistance, restriction endonuclease mapping, gel 
electrophoresis, cell lines, man 7541. 

megalocornea, X chromosome, sex linkage, DXS87 2486. 

62-microglobulin, gene targeting, inactivation, transfection, chimeras, 
mice 5789. 

mt locus, transposons, Gulliver transposon, characterization, homology, 
plants, Chlamydomonas reinhardtii 5833. 

mutation, resistance, isoxaben herbicides, Arabidopsis thaliana 7631. 

Myhc-a locus, alleles, restriction fragment length polymorphism, 
identification, chromosome 14, mice 7454. 

MYOD1 locus, gene mapping, chromosome 11, man, mice 7343. 

myosin genes, deoxyribonuclease BamHI restriction fragment length 
polymorphism, chromosome 17, man 3530. 

NAC2 locus, mutation, effects on, stability, chloroplasts transcripts, 
proteins 8722. 

Notch locus nucleotide sequence, transposon P transformation, Drosophila 
melanogaster 9403. 

optic morphology Om(1D) locus, analysis, Drosophila ananassae 4604. 

ORF-f locus, effects on mobilization, plasmid pUB110, plasmid pBC16, 
Bacillus 10722. 

organization, protamine genes, cDNA nucleotide sequence, chickens 8502. 

permease pts gene, enzymes, phosphoenolpyruvate-carbohydrate 
phosphotransferase, Escherichia coli 4312. 

phosphotransferase, pts locus, DNA cloning, HPr gene, El gene, Bacillus 
subtilis 4857. 

pilS locus, nucleotide sequence, pilin 2587. 

polyposis coli, deletion restriction fragment length polymorphism, D5S71 
markers, chromosome 5, man 7205. 

proU locus, characterization, regulation, cloning, glycine betaine transport, 
Escherichia coli, Salmonella typhimurium 7812. 

Ren locus, linkage analysis, mice 1214. 

are containing cloning vectors, construction, Saccharomyces cerevisiae 

requirements, plasmid pTiC58 transfer, conjugation, complementation, 
Agrobacterium tumefaciens 5792. 

retinoblastoma, deoxyribonuclease Xbal, restriction fragment length 
polymorphism, use polymerase chain reaction, chromosome 13, man 9607. 
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Loci, (continued) 


retinoblastoma susceptibility gene nucleotide sequence, mapping, man 1425. 
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DNA, glucocorticoids receptors, binding domains, linear dichroism 9981. 

DNA hypermethylation, drugs effects on, resistance, HTB-54 cells 10550. 

DNA libraries, unique-sequence clones selection, fluorescence staining, 
hybridization, chromosome 21 9473. 

DNA L2, deoxyribonuclease EcoRI restriction fragment length polymorphism, X 
chromosome 3534. 

DNA methylation detection, chemotherapy antitumor agents treatment, tumors 
cells 10528. 

DNA methylation effects on c-Ha-ras gene promoters activity 1672. 

DNA nucleotide sequence pH390, isolation, restriction fragment length 
polymorphism, chromosome 4 145. 

DNA nucleotide sequence, polymerase chain reaction, mitochondria, brain 1515. 

DNA nucleotide sequence pPM17.4 [D19S29], restriction fragment length 
polymorphism, chromosome 19 1560. 

DNA nucleotide sequence p20B18 [D19S30], restriction fragment length 
polymorphism, chromosome 19 1568. 

DNA nucleotide sequence p30B18 [D19S31], restriction fragment length 
polymorphism, chromosome 19 2371. 2 

DNA nucleotide sequence p5B18 [D19S28], restriction fragment length 
polymorphism, chromosome 19 1554. 

DNA nucleotide sequence p58B18 [D19S32], restriction fragment length 
polymorphism, chromosome 19 2374. 

DNA nucleotide sequence VC61 [D2S65], restriction fragment length 
polymorphism, chromosome 2 143. 

DNA nucleotide sequence VC63 [D4S129], restriction fragment length 
polymorphism, chromosome 4 163. 

DNA nucleotide sequence VC64 [D1S86], restriction fragment length 
polymorphism, chromosome 1 185. 

DNA nucleotide sequence VC75 [D7S404], restriction fragment length 
polymorphism, chromosome 7 186. 

DNA, phosphorus-32 labelling analysis, oral cavity, cells 9312. 

DNA repair+adducts, 4-nitroquinoline-1-oxide, DNA-directed DNA polymerase 
role, xeroderma pigmentosum, fibroblasts 9702. 

DNA repair+damage, Alzheimer's disease, lymphocytes 2333. 

DNA repair, Alzheimer’s disease, measurements, cell lines 10620. 

DNA repair, damage, 8-methoxypsoralen+ fibroblasts, dhfr gene, fibroblasts 9703. 

ibe nee DNA damage, U.V. radiation, mitomycin C treatment, fibroblasts 

DNA repair energetics U.V. radiation, effects on temperature, leukemia, 
leukocytes 2688. 

DNA repair genes, effects on, defective, CHO cells 1172. 

ONA repair inhibition, azidothymidine, lymphocytes 8691. 

DNA repair inhibition, nitrosourea gytotoxicity, cell lines, tumors 8685. 

DNA repair measurements, use O°-alkyiguanine-DNA alkyltransferase assays, 
urinary bladder 9704. 

DNA repair modulation, streptozotocin effects on O 6-alkylguanine-DNA 
alkyltransferase activity 3704. 

DNA repair, N-methyl-N’-nitro-N-nitrosoguanidine treatment, DNA-directed DNA 
eel na a+DNA-directed DNA polymerase B inhibitors, fibroblasts 

DNA repair, 08 -alkyiguanine lesions, sister chromatid exchange, 
relationships, cell lines 9707. 

DNA repair, proliferating cell nuclear antigen distribution, U,V. radiation, 
fibroblasts 9705. 

DNA repair, pyrimidines dimers, psoralen+cisplatin adducts, HeLa cells 10623. 
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DNA repair stimulation, hyperacetylated nucleosomes, fibroblasts 10606. 

DNA repeated sequences, breaks detection, Y chromosome 3306. 

DNA repeated sequences, variable copy number tandem repeat, localization, 
Xcen-p11.22 3300. > ’ 

DNA replication forks, replication size+rates, S phase, carcinoma, cells 2710. 

DNA strands breaks, frequency, smoking effects on, oxidation, leukocytes 
(neutrophilic) 5144. r : 

DNA strands breaks inhibition, U.V. radiation, aphidicolin+ cytosine 
arabinoside comparison, cells 9360. 

DNA strands breaks, rejoining kinetics, y radiation, assays, cells 10294. 

DNA topoisomerase (ATP-hydrolysing) autoantibodies, characterization, systemic 
lupus erythematosus 2913. ’ F 

DNA topoisomerase (ATP-hydrolysing) cleavage, stimulation, c-myc gene, gene 
expression, antitumor agents effects on 4930. : ; 

DNA topoisomerase (ATP-hydrolysing) defects, ataxia telangiectasia, cells 9882. 

DNA topoisomerase (ATP-hydrolysing) synthesis, mitogens induction, breast 
carcinoma 9890. hn j 7 ; 

DNA topoisomerase expression, camptothecin sensitivity, ataxia telangiectasia, 
cells 2911. 

DNA topoisomerase genes, characterization 8534. 

DNA topoisomerase, purification, structure, Raji cells 10869. 

DNA transformation activity, transfection assays, arteriosclerosis 10729. 

DNA uptake, ataxia telangiectasia fibroblasts cell lines 2757. 

DNA VC85 [D1S85], insertion+deletion restriction fragment length 
polymorphism, chromosome 1 189. 

DNA-binding protein+a-actin promoters interaction, identification, heart 
4769. 

DNA-directed DNA polymerase a activity changes, phosphorylation, DNA 
biosynthesis, cell cycle, fibroblasts 10844. 

DNA-directed DNA polymerase a, CD4 antigen molecules, expression, flow 
cytometry, MOLT 4 cells 10854. i 

DNA-directed DNA polymerase 8 expression down-regulation, T cell leukemia 
virus | Tax protein role 7601. 

DNA-directed DNA polymerase a, recognition, binding, templates primers, 
abasic sites, characterization 907. 

DNA-directed DNA polymerase a+DNA-directed DNA polymerase 5 
structure +immunology, comparison 2900. 

DNA-directed DNA polymerase inhibitors, 3,4,5-tri-O-galloyiquinic acid, 
characterization 10837. 

DNA-directed RNA polymerase || cDNA nucleotide sequence, placenta 3638. 

cDNA expression libraries, episomal replication, cloning vectors, Epstein-Barr 
virus 2801. 

cDNA nucleotide sequence, alcohol dehydrogenase, liver 6594. 

cDNA nucleotide sequence, argininosuccinate lyase, liver 484. 

cDNA nucleotide sequence, carcinoma markers 464. 

cDNA nucleotide sequence, early growth response EGR2 gene 480. 

cDNA nucleotide sequence, fructose-bisphosphate aldolase genes 1217. 

cDNA nucleotide sequence, genes, cells retinoic acid binding proteins 529. 

cDNA nucleotide sequence, genes phenylethanolamine N-methyitransferase 627. 

cDNA nucleotide sequence, heart myosin light chains genes 1244. 

cDNA nucleotide sequence, hormones sensitivity lipase 1203. 

cDNA nucleotide sequence, matrix Gla protein, genes 1192. 

cDNA nucleotide sequence, mitochondria H™ -transporting ATP synthase B 
subunit 8287. 

cDNA nucleotide sequence, pancreas amylase, AMY gene 1608. 

cDNA nucleotide sequence, placenta proteins genes 1195. 

cDNA nucleotide sequence, pregnancy specific 81 glycoprotein genes 497. 

cDNA nucleotide sequence, preproa(l) chains, procollagen 6598. 

cDNA nucleotide sequence, prepro a2(I) chains procollagen genes, placenta 
493. 

cDNA nucleotide sequence, prepro «1-collagen type Ill genes 496. 

cDNA nucleotide sequence, procathepsin L 469. 

cDNA nucleotide sequence, profilin binding proteins 642, 

cDNA nucleotide sequence, rho proteins genes 1654. 

cDNA nucleotide sequence, subunit Vb cytochrome-c oxidase 4284. 

cDNA nucleotide sequence, type III collagen genes 1210. 

cDNA nucleotide sequence, uroporphyrinogen Ill synthase genes 586. 

cDNA nucleotide sequence, vascular anticoagulants 4234. 

cDNA nucleotide sequence, «1-acid glycoprotein genes 1208. 

cDNA sequence, gene expression, collagenase pump-1 gene 562. 

DNA-+ cisplatin cross-linking, U.V. radiation, characterization, carcinoma cells 
9320. 

DNA-+glucecorticoids receptors binding, disulfide bonds 2329. 

DNA-+zinc levels, tumors, brain 9298. 

double-stranded RNA, effects on, epidermal growth factor, interferon, cells 
9264. 

Down's syndrome, loci, polymorphism, mapping, trisomy, chromosome 21 7551. 

doxorubicin+daunorubicin+ derivatives effects on DNA damage, DNA repair, 
assays, cell lines 10258. 

DQA\1 gene histocompatibility locus HLA, restriction fragment length 
polymorphism, chromosome 6 141. 

D7S8 locus, nucleotide sequence, chromosome 7 6535. 

Duchenne's muscular dystrophy cDNA, restriction length polymorphism, X 
chromosome 1470. 

Duchenne’s muscular dystrophy genes, deletion breakpoints mapping, 
hybridization 3361. 


Duchenne's muscular dystrophy loci, cDNA nucleotide sequence, homology 3294. 


Duchenne's muscular dystrophy loci, deletion screening, DNA, gene 
amplification 3560. 

duck hepatitis virus replication, comparison, transfection, cell lines 1683. 

dystrophin polymorphism, use probe P20[DXS269], X chromosome 1476. 

weds on collagen gene expression, acetaldehyde, transcription, fibroblasts 

114. 

Ehlers-Danlos syndrome, type VII, collagen type | genes, mutations, genomes 
nucleotide sequence, polymerase chain reaction 1480. 

EJ-ras gene, transfection, tumorigenicity, cell lines 7708. 

elastase 1, clones, nucleotide sequence, cDNA probes, proteinase E isoenzymes 
amino acid sequence, pancreas 564. 

elongation factor EF-1« genes, retinol regulation, gene expression, 
migeoude sequence, hybridization analysis, tracheobronchial epithelium, cells 

elongation factor EF-1A+enhancers binding, transcription, identification, 
adenovirus (human), cells 3755. 

elongation factor EF-2, Clostridium diphtheriae toxins ADP-ribosylation, cell 
cycle, carcinoma, cells 2105. 


—_ qe jr 


234 


Man, (continued) Pe 
elongation factor EF-2 genes, nucleotide sequence, amplification CDNA, ovary 
granulosa cells 8344. uf . 
elongation, protein biosynthesis inhibition, ribosomes, homoharringtonine 
effects on 10145. : 
enolase cDNA nucleotide sequence, cloning, expression 3385. ; 
epidermal growth factor, Hindcll restriction fragment length polymorphism, 
chromosome 4 1419. : 
epidermal growth factor, NIH 3T3 cells, gene expression, papilloma virus 
(bovine) cloning vectors 5888. 
epithelium, cells, transformation, papilloma virus (human) 16 E6 gene E7 gene, 
carcinoma cervix 782. 
erythroleukemia, hemin, effects on, production, transcripts, globin RNA 7122. 
erythropoietin cDNA expression regulation, characterization, use Namalwa cells 
1902. 
Escherichia coli host strain effects on L1 transposon consensus nucleotide 
sequence 6538. 
estradiol receptors; domains, role interaction progesterone receptors 
glucocorticoids receptors, activation genes 6997 
estrogens receptors, DNA binding activity, HeLa cells 990. are 
estrogens receptors genes, variants, nucleotide sequence, identification 10988. 
estrogens receptors, structure function relationship, analysis, use, 
site-directed mutagenesis 3846. 
estrogens response elements, binding proteins, nonhistone proteins, 
purification, characterization, HeLa cells 10967. 
eye effects on DNA repair, U.V. radiation, lymphocytes 10602. 
F9 gene, DXS locus, chromosomes jumping, mapping, pulsed-field gel 
electrophoresis, X chromosome 7502. 
factor IX deficiency, coagulation factor IX genes missense mutant, family 
studies 7393. 
factor IX deficiency, coagulation factor IX genes, mutations, nucleotide 
sequence, polymerase chain reaction 3373. 
factor IX deficiency, coagulation factor IX genes point mutation 7400. 
factor IX deficiency, nucleotide sequence transition, identification, 
deletion, patients, coagulation factor IX genes 8820. 
ferritin biosynthesis, post-transcription regulation, K562 cells 2179. 
fetal hemoglobin, genes switching, DNA methylation 4711. 
4F2HC gene, 4F2 heavy chains, mapping, enhancers identification, +nuclear 
proteins binding 5163. 
fibronectin genes, promoters, forskolin induction 1715. 
fibronectin genes, restriction fragment length polymorphism, deoxyribonuclease 
Taql, chromosome 2 7183. 
fibronectin genes, transcripts, alternative splicing, WI-38 cells 4143. 
finger proteins Kruppel type, cDNA nucleotide sequence, identification, 
lacenta 8609. 
§-fluoro-2'-deoxyuridine determination, high-performance liquid 
chromatography, plasma 2027. 
fluoropyrimidines nucleosides +5-fluorouracil high-performance liquid 
chromatography analysis, plasma 2042. 
folate-binding protein cDNA nucleotide sequence, location, cell lines 4327. 
formaldehyde effects on hprt gene nucleotide sequence, mRNA expression 6359 
oles gene, expression, serum response factor binding serum response element 
c-fos gene transcription, serum response factor, phosphorylation, DNA-binding 
activity, cells 8766. 
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fructose-2,6-bisphosphatase genes, cDNA nucleotide sequence, liver 7537. ‘ 
6-galactosidase, cDNA nucleotide sequence, cloning 128. ‘ 
Gaucher's disease, glucosylceramidase genes promoters, gene expression i 
lymphocytes B 695. 'g 
gene SXOIESRIEN mRNA+ antigenic determinants localization, cells, methodology 
110. 
genes, G+C content, codons use, relationships 3573. ' 
99999999 genes, cDNA nucleotide sequence 3589 % 
genes, gene families, isolation, polymerase chain reaction 9518. 
genes isolation, artificial chromosomes clones, Saccharomyces cerevisiae 816. ‘g 
genes, ralA gene+ralB gene, cDNA nucleotide sequence, pheochromocytoma 1 4 
Benesteodtum glucose proline cotransporters, intestine, homology, Escherichia 
coli t ty 
genes, surfactants proteins, regulation, gene expression, effects on, f 
glucocorticoids, transcription, mRNA stability 9741. 
genomes, binding sites SV40 antigen T 955. [ 
genomes sequence, homology, cDNA nucleotide sequence, urate oxidase, pigs 12409 | 
B-globin gene, gene expression, differentiation, BFU-E cells, r 
erythroleukemia cells mice 10790. | 
B-globin gene, mRNA precursors splicing, introns 9256. [ 
e-globin gene silencer, identification, transcription regulation, 
nucleotide sequence, cells 546. f 
alebin. genes, anomaly, arrangement, populations, Blacks, Italy, Turkey, Spain 
glabingenea clusters, arrangement, DNA polymorphism, populations, Korea, Rep. , 
clebin.aones: evolution, base composition, codon use, genomes organization | 
E ; 
B-globin genes, MRNA splicing, mutation, thalassemia 8173. | \ 
globin genes, nuclei DNA, estimation, branching dates, clocks, Primates, if 
evolution 9712. i 
globin genes, promoters, deletion, association, gene expression 2416. iy i 
B-globin genes, splicing sites 216. f 
B-globin loci, genes, deoxyribonuclease | hypersensitive sites, erythroid Bi 
specific 5156. 
B-globin MRNA precursors + oligoribonucleotides hybridization, cleavage, \ 
ribonuclease H activity 10160. 
B-globin precursors mRNA, structure, solution 9217. i 


y-globin promoters gene expression, requirements, NF-E1 protein, 
transfection, plasmids 3808. 

61-globin promoters, nucleotide sequence, nuclear factors binding 3375. 

glucocorticoids receptors, activation domains, characterization 969. 

glucocorticoids receptors, adenovirus (human) 2 E1A gene, fusion, 
transactivator 3955. 

glucokinase genes, promoters, activity, pancreas cells 8299. 

glucosamine-6-sulfatase, cDNA nucleotide sequence, homology 1576. 

glucose-6-phosphate dehydrogenase deficiency, glucose-6-phosphate 
cebyarogenase gene point mutation variants, amino acid sequence substitution 

glucose-6-phosphate dehydrogenase Mahidol, genes, nucleotide sequence, 
mutation identification 3365. 
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%)-glucosidase, cDNA, expression, transfection 8777. 
‘étmyy, 299--Qlucosidase genes, mutation detection, ribonuclease A, cleavage, gel 
: “electrophoresis 3172. 
ii lyailucosylceramidase genes, chromosomes mapping, nucleotide sequence, 
‘pug “ah Comparison, mice 9555. 
=f lutamate dehydrogenase genes, cDNA clones, nucleotide sequence, liver 616. 
Plan gg * lutaminase, Gls gene, cDNA, mapping, localization, chromosomes 7525. 
' )B)-glutamyltransferase mRNA, expression, nucleotide sequence, liver, kidney 
8105. 
lutathione transferase loci, deoxyribonuclease BamHI, deoxyribonuclease 
, EcoRI, restriction fragment length polymorphism, chromosome 11 6540. 
lyceraldehyde-3-phosphate dehydrogenase gene families, mapping, cDNA, 
nucleotide sequence, X chromosome 8269. 
ij:lycophorin A genes, glycophorin B genes, restriction endonuclease mapping, 
expression, Miltenberger class V erythrocytes 8624. 
lycophorin C genes, rearrangement, erythrocytes membranes 7465. 
199 Be orrotein cDNA nucleotide sequence, multidrug resistance, adrenal gland 
i 28. 
‘Glycoprotein hormones a-subunit genes, transfection, regulation, 
* dexamethasone-+thyroid hormones effects on 3807. 
‘glycoprotein IX cDNA nucleotide sequence, platelets 3326. 
_ - oigilycoproteins genes, structure, Glanzmann thrombasthenia patients, Israel 3830. 
M8 4G 3M2 protein, activators proteins genes, cDNA nucleotide sequence 2405. 
iq ee orp releasing hormone genes structure, hypogonadotropic hypogonadism 
a Weel,» 
dijranulocyte colony-stimulating factor genes, deoxyribonuclease Stul, 
» restriction fragment length polymorphism, chromosome 17 6526. 
\fo gene, interleukin 1 induction, melanoma growth stimulatory activity factor 
' secretion, endothelium cells 751. 


Pa cA 


‘uit: @iyrowth hormone gene expression, promoters nucleotide sequence requirements, 
| @) gene transfer 3727. ‘ 
“onTdh \rowth hormone genes, expression, fibroblasts, transgenic mice 4840. 


‘)\rowth-arrest-specific gene, loci, deoxyribonuclease Taq}, restriction 
‘98 fragment length polymorphism, chromosome 4 6533. 
jjuanine nucleotide-binding protein, « subunit, signal transduction, genes, 
cloning, nucleotide sequence 1611. 
ican +0 Bee CONA nucleotide sequence, ribonucleoproteins, ribonuclease P, HeLa 
ells 38. 
§1” -transporting ATP synthase genes, gene expression, heart mitochondria, 
- wig CDNA nucleotide sequence, homology, cattle 9445. 
Ha-ras gene, conformation, tertiary structure, hybridization 3653. 
Ha-ras gene, promoters, EJ cells 5774. 
»-Ha-ras-1 gene, alleles, restriction endonuclease mapping, distribution, 
®) leukemia 3175. 
aW:-Ha-ras-1, gene, nickel+hydrogen peroxide effects on DNA damage 6177. 
jdanukah factors genes, killer cells, coding, lymphocytes T proteinase 2419. 
Japtoglobin a cDNA, deoxyribonuclease Avall restriction fragment length 
We Be rnctehion, chromosome 16 3578. 
/}iCS-1 gene, cDNA nucleotide sequence, chorionic somatomammotropin 1 4233. 
neat shock, diploids, fibroblasts, elongation factor EF-1a, aging 5051. 
eat shock proteins genes, regulation, nucleotide sequence 7509. 
eat shock proteins, hsp86 gene, nucleotide sequence 4654. 
40 @ Neat shock proteins, hsp89a gene, nucleotide sequence, regulation 4615. 
eat shock synthetic enhancers binding proteins, detection, cell lines 9971. 
'deLa cells extracts, snRNA U5 ribonucleoproteins, isolation, characterization, 
i similarity Saccharomyces cerevisiae 6124. 
‘4eLa cells, proteins, binding poliovirus RNA 1976. 
ematopoiesis defects, monocytes macrophages cell lines, detection 
J@| Epstein-Barr virus DNA 541. 
semoglobin, 8 chain genes, enhancers, transfection, transgenic mice 697. 
d#remoglobin, «a chain genes, promoters, enhancers, mice 3735. 
emoglobin, 8 chain genes transfection, defects translation transcripts, 
transgenic mice, thalassemia 7869. 
.,#@hemoglobin, B chain genes, transfection mice 1800. 
8-hemoglobin genes, transcription initiation, inhibition, 
5,6-dichloro-1-8-D-ribofuranosylbenzimidazole 2773. 
@emopexin genes, structure, evolution 2360. 
®4ep G2/erythrocyte glucose transporter genes loci, restriction fragment length 
|, polymorphism, chromosome 1 1466. 
eparin cofactor Il, CDNA nucleotide sequence, chromosomes localization, 
festriction fragment length polymorphism, liver 532. 
yeparin effects on MRNA levels, fibronectin+thrombospondin synthesis, cells 
10709. 
Weparin-binding growth factor 1, fibroblast growth factor (acidic), genes, 
| genomes nucleotide sequence 4250. 
})yepatitis B pre-S1 antigen, nucleotide sequence, activity, transactivation, 
carcinoma 9724. 
patitis B virus genomes transfection, mRNA splicing, detection, mapping, 
Cell lines 3150. 
nepatitis B virus, promoters, binding proteins, hepatitis B surface antigen, 
_ liver specificity 3756. 
Priel Jepatitis B virus, promoters, liver specific enhancers, identification 3751. 
fepatitis C virus cDNA nucleotide sequence, isolation, non-A, non-B hepatitis 
1 virus, transfusion, Japan 7055. 
}yepatoma, homology, case receeet proteins, cDNA clones, brain rats 1248. 
@yexabrachions+DNA+heparin binding, comparison, cell lines 9354. 
/yexokinase, cDNA nucleotide sequence, homology 1544. 
/yexokinase | loci, deoxyribonuclease Hincll, restriction fragment length 
polymorphism, chromosome 10 6530. 
nigh mobility group protein 1, amino acid sequence, phosphorylation, 
' regulation, cells, placenta 10931. 
‘ad nistocompatibility antigen HLA, DQ determinants, B chain, aspartic acid 
| 57, role diabetes mellitus type |, polymerase chain reaction 1390. 
ristocompatibility locus HLA, DQ locus, repeated sequence, nucleotide sequence 
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polymorphism 3497. 

#nistocompatibility locus HLA, DR locus role rheumatoid arthritis, autoimmune 
diseases 220. 

‘ ristocompatibility locus HLA, DRw52 locus, genomes nucleotide sequence, 

' effects on lymphocytes T response 1410. 

mistone H4+histone H3+transcription factors binding changes, proliferation, 
differentiation, cells 2955. 

j nistone H1 genes, variation, sequence 2403. 

f nistone H2A cNDA nucleotide sequence, homology 10503. 
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histone H3 genes, cell cycle regulation, promoters regions, nuclease 
sensitivity, proteins binding sites 8967. 
histone H4, acetylation sites, antibodies, cells 9939. 
histone H4 genes, transcription, requirements, proliferation specificity, 
nuclear factors 7774. 
histones+DNA complex, stability, aluminum lactate, Alzheimer’s disease, brain 
9943. 
HLA-DQB gene, gene amplification, strategy, templates, genomes DNA 3835. . 
homeobox, Antennapedia complex genes, evolution 9783. 
bebe cDNA nucleotide sequence, arrestin genes, Drosophila melanogaster 
Hox 1.4 locus, homeobox, nucleotide sequence, localization; chromosome 7 7546. 
HOX gene, gene families, homeobox nucleotide sequence, identification 7196. 
hprt gene cDNA, mutagenesis analysis, use shuttle cloning vectors 8228. 
HSC93 cells, DNA-directed DNA polymerase, DNA primase, proofreading 2889. 
hsp70 gene, promoters, binding Sp1 protein 6996. 
HSP70 gene, promoters, E1A protein activation 4732. 
H1TF2 binding proteins, histone H1, CCAAT box, purification, characterization, 
man, HeLa cells 2988. 
human immunodeficiency virus, genomes, nucleotide sequence, genes, acquired 
immune deficiency syndrome 3455. 
Huntington's chorea, HD locus, linkage analysis, recombination 7516. 
Huntington's chorea, HO gene, D4S114 gene, gene mapping 1573. 
HuP1 gene, HuP2 gene, HuP48 gene, similarity Drosophila melanogaster paired 
gene gooseberry gene 1191. 
a-hydroxy-N-nitrosopiperidine phosphate ester, mutagens, formation, 
buffers, N-nitrosopiperidine, UV radiation 7782. 
RYE coe ere, apolipoprotein B, apoB gene, cDNA nucleotide sequence 


hypobetalipoproteinemia, apolipoprotein B genes, deletion, Alu-Alu 
recombination 8495. 

hypoxanthine phosphoribosyltransferase deficiency, identification, CDNA 
nucleotide sequence, transcripts 8600. 

hypoxanthine phosphoribosyltransferase genes transfection, gene expression 
inactivation, U.V. radiation, ethyl methanesulfonate treatment, cell lines 8779. 

xB protein, inhibition NF-«B protein, requirements NF-«B protein 
subunits 5972. 

imidazotetrazines effects on DNA s-methyicytosine methylation, cells 9393. 

immunoglobulins, « chain joining region genes, downstream sequence 
similarity kappa deleting element, hybridization analysis 1423. 

immunoglobulins, DH gene, DHFL16, gene families, mapping 398. 

immunoglobulins genes, variable region, cDNA nucleotide sequence, antitumor 
monocional antibodies 1398. 

immunoglobulins, heavy chains, constant region genes, physical mapping, 
chromosome 14 1420. 

immunoglobulins, heavy chains genes, enhancers binding OTF-2 protein 4976. 

initiation factor elF-4E+7-methylguanosine containing cap binding, pH, 
temperature, ionic strength, erythrocytes 10137. 

insulin effects on glyceraldehyde-3-phosphate dehydrogenase genes expression, 
mRNA transcription, cis-acting regulatory sequence, 3T3-F442A adipocyte cells, 
H35 hepatoma cells 1123. 

insulin genes, gene expression, rats 9779. 

insulin genes, transcripts, splicing defects, Moloney leukemia virus 
transduction 3841. 

insulin receptors genes, characterization, promoters regions 8810. 

insulin receptors genes, deoxyribonuclease EcoRI restriction fragment length 
polymorphism, chromosome 19 8286. 

insulin receptors genes, ligands, structure 5636. 

insulin receptors genes, transcripts, alternative splicing, polymerase chain 
reaction 3157. 

insulin receptors, MRNA, nucleotide sequence, insulin resistance 1083. 

insulin receptors, protein-tyrosine kinase, baculovirus cloning vectors, gene 
expression, Spodoptera frugiperda cells 5890. 

insulin-like growth factor binding proteins, genes organization 1589. 

insulin-like growth factor |, isolation, mutants, resistance, toxicity, 
effects on, Saccharomyces cerevisiae 8859. 

insulin-like growth factor Il mRNA, expression, coding regions, placenta 2193. 

insulin-like growth factor-binding protein, placental protein 12; CDNA 
nucleotide sequence 6599. 

pierre growth factor-binding protein 2 genes, cDNA nucleotide sequence 

insulin-responsive glucose transporter, GLUT4 gene, restriction fragment 
length polymorphism, chromosome 17 146. 

integrin B3 subunit cDNA nucleotide sequence, placenta 4332. 

inter-a-trypsin inhibitor genes, Dral restriction fragment length 
polymorphism, chromosome 3 3322. 

inter-a-trypsin inhibitor genes, restriction fragment length polymorphism, 
chromosome 10 3339. 

intercellular adhesion molecule 2 genes, cDNA nucleotide sequence 1227. 

interferon, collagen synthesis, procollagen mRNA levels, scleroderma 
fibroblasts 10710. 

ao genes induction regulation, promoters nucleotide sequence analysis 
166. 

interferon inducible genes, IFI-S6K, IFI-54K, nucleotide sequence 
relationships 211. 

B-interferon, promoters analysis, viruses induction, positive control, 
negative control, man 5746. 

interleukin 1 genes, restriction fragment length polymorphism, Sp1 protein 
binding sites 485. 

interleukin 1 regulation, amyloid @-protein precursors gene expression, 
endothelium, veins 5703. 

interleukin 2 genes expression, deletion mutants, regulatory transcription 
factors, man 8759. 

interleukin 5 gene expression, cDNA, use eukaryotes systems 3737. 

interleukin 6 genes, deoxyribonuclease Bglll, restriction fragment length 
polymorphism, chromosome 7 6529. 

interleukin 6 genes, deoxyribonuclease Mspl restriction fragment length 
polymorphism, chromosome 7 3277. 

interleukin 7 genes, mapping, chromosome 8 2791. 

interphotoreceptor retinoid-binding protein cDNA nucleotide sequence, 
comparison. homology 3330. 

isolation, highly, conserved repetitive DNA, telomeres chromosomes 1209. 

isolation, mRNA expression sequence, screening, X chromosome 515. 

isolation, Platelet-derived growth factor, A chain, genes 1225. 

jun gene, mutants, effects on gene products interaction fos gene gene products 
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kallikrein genes, prostate specificity antigens, characterization 8540. 

kallikrein mRNA, expression, levels, prostate antigens 3118. 

Kearns-Sayre syndrome chronic external ophthalmoplegia, mitochondria DNA 
deletion, polymerase chain reaction, oxidation 3608. 

keratin K5 genes, cDNA nucleotide sequence 6630. 

c-Ki-ras gene fragments coamplification, restriction fragment length 
polymorphism, deoxyribonuclease Bs + XI, chromosome 12 7218. 

La protein, effects on DNA-directed RNA polymerase III transcription, HeLa 
cells 9850. A 

lactate dehydrogenase B genes, genomes nucleotide sequence 3640. 

lactose synthase, cDNA nucleotide sequence 1614. 

laminin genes, cDNA nucleotide sequence, gene expression 2418. 

laminin receptors, homology, identification, mice 1178. 

(-lapachone effects DNA damage+DNA repair, inhibition, DNA topoisomerase 
activators, cell lines, carcinoma 9377. 

Ick gene, cDNA nucleotide sequence, lymphoid cells 10347. 

Ick gene, nucleotide sequence, protein-tyrosine kinase 7563. 

Leber's optic atrophy, mitochondria DNA mutation 1531. 

Leukemia cell lines, cloning, gene expression, protein kinase C substrates 
platelets 1197. 

leukocyte adhesion molecule 1 genes, cDNA nucleotide sequence, gene mapping 
381. 

leukocytes, cDNA clones, nucleotide sequence, 5-lipoxygenase 488 

X-linked lymphoproliferative syndrome, genes, mapping, mutation, relationship, 
restriction fragment length polymorphism 2399. 

X-linked lymphoproliferative syndrome, linkage analysis, family studies, 
confirmation, XLP locus 2784. 

lipid-binding protein purification, CDNA nucleotide, adipocytes 4322. 

lipoprotein (low density) receptors mRNA regulation, insulin effects on, 
hepatoma, cells 9255. 

lipoprotein (low density) receptors, mutation, cDNA nucleotide sequence, 
hypercholesterolemia 8627. 

lipoprotein (low density) +lipoprotein (high density) +cholesterol effects on 
apolipoprotein A-| mRNA, carcinoma cell lines 8178. 

5-lipoxygenase, cDNA, cloning vectors, plasmid pKC, Escherichia coli 4829. 

liver, a-ketoacid, CDNA amino acid sequence, predictions, dihydrolipoamide 
dehydrogenase components 1233. 

liver, cDNA nucleotide sequence, a-ketoacid dehydrogenase genes 1184. 

LLRep3 gene, comparison mice 7184. 

localization, cells retinoic acid binding proteins, genes 535. 

loci, DNA D9S29, restriction fragment length polymorphism, deoxyribonuclease 
Taql, chromosome 9 7190. 

LSF protein, isolation, characterization, binding promoters SV40 late genes, 
transcription factors 6995. ri 

lung, nucleotide sequence, cDNA clones, 5-lipoxygenase 608. 

lymphoblastoid cell lines, retrovirus D-type particles, isolation 
characterization squirrel monkey retrovirus (human lymphoblastoid), cDNA 
nucleotide sequence 47. 

lymphocytes B leukemia, immunoglobulins heavy chains genes, cDNA nucleotide 
sequence 3498. 

lymphocytes T, cell death induction, histones role, cell lines 9926. 
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Igy bad plasmids, Salmonella typhimurium, virulence, cloning, gene expression 
oF 

‘iy; 199 NA polymorphism, amplification methodology, man 6606. 
to a 19, NA probes, a-tubulin, B-tubulin, genes isolation, Plasmodium 
Gg} falciparum 10483. 
mai la NA, promoters, HIS3 gene, GAL gene, Saccharomyces cerevisiae 8741. 
1 NA, promoters, structure, hepatitis B virus 10394. 
g| ee pyruvate kinase | genes, restriction endonuclease mapping, Escherichia 
) coli 6401. 
) NA, P1 promoter, transcription, Micromonospora echinospora 7042. 
99) NA rearrangement, cloning vectors, Fusarium oxysporum 10744. 
#, NA, recombination hotspots, gene expression, transposon Tn21, bacteria 7748. 
INA replication, termination sites, homology, plasmid R6K, Escherichia coli 


mn 


as lel 4593, 
9) \NA, restriction endonuclease mapping, serotyping, rhinovirus (human) 4467. 
" pk INA, rodC operon, teichoic acid biosynthesis, Bacillus subtilis 7347. 


INA, site-directed mutagenesis, lacZ gene, Escherichia coli 7780. 
aM INA templates preparation methodology, phage M13 partial restriction digestion 
OREM a 8) 10222. ; 
O1)NA topoisomerase topB pene cloning, Escherichia coli 2594. 
4} )NA, tRNA genes, Mycopiasmia pneumoniae 10511. 
NA, ‘ophan synthase genes, Pseudomonas putida 294. 
av" TINA, T1 locus, T2 locus, factors requirements, Escherichia coli 1536. 
INA, varicella-zoster virus, reviews 5, 
NA, xynA gene, amino acid sequence, xylan endo-1,3-6-xylosidase, 
weve Pseudomonas fluorescens cellulosa 7350. 
WD)NA-directed DNA polymerase III « subunit dnaE gene, Salmonella 
gesOM aH typhimurium 5321. 
\B)NA-directed DNA polymerase III dnaF gene, Bacillus subtilis 6417. 


“ita, -\GINA-directed RNA polymerase genes, Sulfolobus acidocaldarius, Halobacterium 
! &)) salinarium 6414. 
“i, NB YNA-directed RNA polymerase |, DNA-directed RNA polymerase Ill, genes, 


jwonels@)) Trypanosoma brucei 6915. 
pee Te 


t Y 83085. ° 

sé) ODNA clones, hog cholera virus 1087. 

'S)DNA clones, precursors polypeptides photosystem II, Spinacea oleracea 585. 

q es cloning, gene expression, bovine myoglobin, Saccharomyces cerevisiae 
aol 1907. 
(i “QDNA, cloning, vasotocin, isotocin precursors, Catostomus commersoni 1276. 
niet’ ADNA, glycoprotein G mRNA, Chandipura virus 52. 

“DNA, heat shock proteins, Schistosoma mansoni 6237. 
‘DNA, mRNA, P protein, mumps virus 54. 
DNA, mRNA, tat gene, rev gene, nef gene, simian immunodeficiency virus 42. 
DNA, RNA, capsid protein genes, potato leaf roll virus 2140. 
)inaK gene, cloning, temperature effects on, Caulobacter crescentus 10759. 
‘Miiomains, enzyme-linked immunosorbent assay, Escherichia coli, transcription, 
yiiti@uml). termination factor rho, photoaffinity labelling, ATP 7381. 
ane a lastase 1 clones, cDNA probes, proteinase E isoenzymes amino acid sequence, 
Wea, pancreas, man 564. 
@)lectrophoresis, DNA-directed DNA polymerase, gene transfer, drug resistance, 
pS) mutants, vaccinia virus 10396. 
lucanase 3 cel-3 gene, cloning, Fibrobacter succinogenes 5313. 

_af @-endotoxin genes, plasmids, Bacillus thuringiensis 10351. 
on 2 ntD gene, nd products, Escherichia coli, enterobactin, biosynthesis 6425. 


on gintd gene, RNA hybridization analysis, enterobactin, Escherichia coli 7362. 
sa" Q ntE gene, Escherichia coli 1335. 
pi )»ynterotoxin C1, enterotoxin C2 entC2 gene, Staphylococcus aureus 6398. 
) nterotoxin C3 entC3 gene, homology entC1 gene, recombination, entB gene+entC3 
yt gene, entC1 gene formation, Staphylococcus aureus 5265. 
jist. ‘enterotoxin D entD gene, Staphylococcus aureus 5576. 
i, Mpnterotoxin LT-IIb genes, Escherichia coli 5314. 


Nv gene, nucleotides changes, effects on gene products, antigenic 

i ‘@ determinants variability, human immunodeficiency virus 44. 

®nvM gene, alleles, cloning, diazaborine drug resistance, Salmonella 
himurium, Escherichia coli 6265. 

Escherichia coli, comparison Salmonella typhimurium 9411. 

xDB gene, exbD gene, homology tolO gene, tolR gene, Escherichia coli 5409. 

'BA1 gene, Saccharomyces cerevisiae 418. 

‘CY2 gene, purine-cytosine permease amino acid sequence, Saccharomyces 


ai ' cerevisiae 10380. é ’ ’ 
peda gene, cloning, hybridization analysis, fructose-bisphosphate aldolase, 
abt" A) Corynebacterium glutamicum 7822. 
\ 'eline leukemia virus proviruses, cloning, long terminal repeat structure, 
iatg association c-myc gene, lymphocytes T leukemia, cats 446. 
ld ») erredoxin | faxN gene, cloning, Rhodobacter capsulatus 5389. 
Perrienterobactin transport protein fepB gene, Escherichia coli 5308. 
em ‘ic ae fic-1 gene, Escherichia coli 5336. 
“im: gore: promoters, fim2 gene, fimX gene, Bordetella pertussis 9528. 
rs Magella basal bodies proteins, fig gene, fliF gene, Salmonella typhimurium 
& 5. 
‘8 Jagella subunits genes, Treponema pallidum 6876. 


/lagellin genes, Halobacterium salinarium 1375. 
® 9 juorescent DNA, determination methodology, asymmetric polymerase chain 


( 


reaction 6163. 

fh fosB gene, fosfomycin resistance, Staphylococcus epidermidis 10363. 

‘ + 3-fructofuranosidase genes, cloning, Schwanniomyces occidentalis 4308. 

ost ¥ fructose-1 ro bare ea L-lactate dehydrogenase, gene expression, 
' cloning, DNA probes construction, Streptococcus mutans 9800. 


i ftr gene, cloning, formylmethanofuran:tetrahydromethanopterin 
j ) formyltransterase, Methanobacterium thermoautotrophicum 4850. 
aot itsw “pa cloning, Escherichia coli 5386. 
a ucAO operon, Escherichia coli 5729. 
ye gag fone, env gene, human immunodeficiency virus 1, Japan 5472. 
e 4  B-galactoside-binding protein, cDNA structure, lung, rats 544. 


DNA, amino acid sequence, genomes, capsid protein, New Zealand, potato virus 
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gel electrophoresis 2255. 

gene expression, human immunodeficiency virus 1, poxvirus, transcription, 
vaccinia virus, immunogenicity 9803. 

gene mapping, gsk gene, nucleotides biosynthesis, guanosine kinase role, 
Escherichia coli 277. 

gene transfer, gene expression, Salmonella typhimurium, Escherichia coli, 
genes, aroF gene 9740. 

genes, amino acid sequence, herpesvirus (turkey), Marek’s disease virus, 
herpes simplex virus, characterization, glycoproteins 9526. 

genes, attenuation, amino acid sequence, vaccines, influenza A virus 5473. 

genes cloning, proteolipids, H* -transporting ATPase, evolution, 
Saccharomyces 4367. 

genes, gene 19, gene 3, cytolysis, phage P22 4478. 

genes isolation, rRNA 5S, rRNA 7S, rRNA 16S, Pyrodictium occultum 4305. 

genes, nucleocapsid protein, parainfluenza virus 6525. 

genes, sr gene, restriction endonuclease mapping, amino acid sequence, 
Streptococcus mutans 10382. 

genes, toxA gene, Pasteurella multocida, homology, metal-binding motif, gene 
expression, Escherichia coli 10385. 

genes, toxins, crystal proteins, Bacillus thuringiensis israelensis 278. 

genes, transcription factor TFIID, transcription factors, Saccharomyces 
cerevisiae 4245. 

genomes, cleavage recognition signals, herpes simplex virus 403. 

genomes, cloning, amino acid sequence, clinical aspects, hepatitis B virus 


genomes pti Hata nd genital tract, larynx, warts, papilloma virus 
(human) 6c 2631. 

genomes, genetic variance, genetic analysis, human immunodeficiency virus, 
reviews 10001. 

genomes, miscanthus streak virus, cloning, Miscanthus saccariflorus, infection 
10491. 

genomes, poxvirus, recombinants, genes integration, gene expression, cloning 
vectors 3857. 

genomes, segment 9, rice dwarf virus 1069. 

genomes segments, capsid protein, nonstructural proteins coding, reovirus 1062. 

raphical variations, hemagglutinins genes, evolution, clinical isolates, 

influenza virus 1057. 

geranyltranstransferase genes, Saccharomyces cerevisiae 6853. 

a-giardin genes, Giardia lamblia 6209. 

ginB gene, Bradyrhizobium japonicum 5706. 

gitP gene, cloning, glutamic acid, aspartic acid transport proteins, 
Escherichia coli 10765. 

gitX gene, Rhizobium meliloti 7813. 

glucose-1-phosphatase agp gene, Escherichia coli 6623. 

glucose-6-phosphate dehydrogenase gene, glucose-6-phosphate dehydrogenase 
deficiency, point mutation variants, amino acid sequence substitution, man 578. 

glucose-6-phosphate isomerase genes, cloning, Trypanosoma brucei 3558. 

glutamate-ammonia ligase ginA gene, Bacillus cereus 392. 

y-glutamyltransferase ggt gene, Escherichia coli 5331. 

glycoprotein B, Herpesvirus saimiri, DNA-directed DNA polymerase, Epstein-Barr 
virus, genomes 10490. 

glycoprotein H genes, cloning, cytomegalovirus (human) 1254. 

growth hormone cDNA, cloning, Ctenopharyngodon idella 4845. 

growth hormone genes clones, TOY repeated sequence prolactin placental 
lactogen, evolution, Salmo gairdneri . 

GS 1 gene cloning, gramicidin S synthase 1, Bacillus brevis 7843. 

haloalkane dehalogenase chiA gene, cloning, Xanthobacter autotrophicus 6242. 

Halobacterium salinarium, ribosomal proteins, genes 388. 

H1-d gene, flagellin, Salmonella typhi 7321. 

heat-stable enterotoxins genes, Escherichia coli 10501. 

hemA-prfA operon, Salmonelia typhimurium 7836. 

hemolysins trh gene, cloning, comparison thermostable direct hemolysins tdh 
gene, Vibrio parahaemolyticus 5402. 

herpes simplex virus DNA replication origin, structure, replicons assays 1269. 

Herpesvirus ateles, Herpesvirus saimiri comparison other herpesvirus 1272. 

heterogeneity, DNA-binding protein binding sites, long terminal repeat, 
proviruses, feline leukemia virus 9560. 

hexB gene, mismatch repair, Streptococcus pneumoniae 5422. 

histidine decarboxylase hdc pie cloning, Clostridium perfringens 6842. 

homology, cloning, P101/11E gene, cell cycle, 99999999, gene regulation, 
Leishmania major 1789. 

homology, herpesvirus (bovine) 2, thymidine kinase, genes 5494. 

homology, rhinovirus, genomes, amino acid sequence, coxsackievirus A21 4473. 

hoxS gene, cloning, NAD-reducing hydrogenase, Alcaligenes eutrophus 10764. 

Hs 33 gene, Pseudomonas syringae phaseolicola 5390. 

HSP70 gene, cDNA, amino acid sequence, Trypanosoma cruzi 6383. 

hsp83 gene, cloning, heat shock proteins, Trypanosoma brucei 6289. 

human pitt hers? Oe 2, genomes divergence, Ghana 6518. 

hybridization analysis, DNA, vaccines, strains, Mycobacterium leprae, 
Mycobacterium tuberculosis 4353. 

hybridization analysis, genes screening, insecticides proteins, Bacillus 
thuringiensis 386. 

hybridization analysis, rRNA 16S, Streptococcus parasanguis, clinical 
isolates, taxonomy 10383. 

hybridization analysis, vaccinia virus, deoxyribonuclease Kpnl, fragments, 
transcription, computer applications 10456. 

hydy gene, Desulfovibrio vulgaris 459. 

hydH gene, hydG gene, cloning, hydrogenase regulation, Escherichia coli 5368. 

3-hydroxybutyryl-CoA dehydrogenase hbd gene, cloning, Clostridium 
acetobutylicum 7366. 

2-hydroxyglutaryl-CoA dehydratase genes, Acidaminococcus fermentans 4342. 

hydroxymethylglutaryl-CoA lyase mvaB gene, cloning, Pseudomonas mevalonii 6224. 

immunoprecipitation, chromatography, human immunodeficiency virus 1, virions, 
Rev protein, gene expression 7572. 

inaA gene, inaA protein activity, Erwinia ananas 7265. 

insertion sequence |IS861, inverted repeat, open reading frames mapping, 
cloning, Streptococcus agalactiae, homology insertion sequence 1S150, insertion 
sequence !S3, Escherichia coli 5375. 

insertion sequences characterization, genetic elements, Mycoplasma 
hyopneumoniae 7336. 

insulin receptors, MRNA, insulin resistance, man 1083. 

int gene, xis gene, phage L54a, Staphylococcus aureus isolates 5478. 

integrase genes, open reading frames, phage HP1, Haemophilus influenzae 
isolates 5471. 

introns mapping, tRNA, variable loop, Thermofilum pendens 2072. 
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inverted repeat, ribulose-bisphosphate carboxylase small subunit genes, 
plastids, Cryptomonas 4276. Pa 
isoleucine-tRNA ligase genes, Saccharomyces cerevisiae 265. 
10 kDa antigen genes, Mycobacterium tuberculosis 466. 
korC gene, fii operon regulation role, plasmid RK2, Escherichia coli 10379. _ 
lacG gene cloning, 6-phospho-f-galactosidase, plasmid pMG820, Escherichia 
coli, Lactococcus lactis 7804. 
S-layer protein genes, cloning, Acetogenium kivui 5349. *: 
lerE gene, Icr locus, outer membranes proteins, Yersinia enterocolitica 10378. 
L46e gene, ribosomal proteins structure, amino acid sequence, Sulfolobus 
solfataricus 6387. P : 
lic1 locus, lic2 locus, lic3 locus, lipopolysaccharides, phase variations, 
Haemophilus influenzae 10374. 
linguistics, mathematical models 2669. , Meg! 
loci, amiA locus, Streptococcus pneumoniae, proteins, transport, association 
9539. 
ge terminal repeat, endogenous retrovirus, 
luxD gene, acyltransferase, Vibrio harveyi 62 
lymphocytes T, human immunodeficiency virus 1, RNA-directed DNA polymerase, 
zidovudine, resistance 4921. 
LysR protein genes, activator pres, bacteria 596. 
lysU gene, lysS gene, lysine-tRNA ligase, Escherichia coli 10373. 
MAL 61 gene, maltose permease, Saccharomyces cerevisiae 4457. 
malate dehydrogenase mdh gene, cloning, Escherichia coli 4595. 
mall gene, cloning, Escherichia coli 5365. 
MAS gene, cloning, malate synthase, Hansenula polymorpha 10769. 
matrix protein genes, measies virus 397. 
melanin-concentrating hormone MCH gene, Oncorhynchus keta 3426. 
membrane proteins antigens genes, cloning, Treponema pallidum 5207. 
merR gene, merT gene, merP gene, merA gene, mer operon, mercury resistance, 
plasmid pDU1358 5414. 
metalloproteinase mpr gene, cloning, Bacillus subtilis 6305. 
methanol ong weiawed genes, DNA cloning, Paracoccus denitrificans 3863. 
methyimalonyl-CoA mutase genes, cloning, Propionibacterium shermanii 5608. 
MIP1 gene, Saccharomyces cerevisiae 6875. 
mkaA gene, mkaB gene, mkaC gene, mkaD gene, virulence, plasmid pEX102, 
Salmonella typhimurium 7418. 
mouse hepatitis virus 4, genes, glycoprotein E2, polymorphism 4484. 
MPB57 protein, amino acid sequence, cloning, gene expression, BCG, 
cobacterium bovis 1909. 
mreC gene, mreD gene, Escherichia coli 6211. 
MRP-L31 gene, Saccharomyces cerevisiae 4883. 
mta gene, glucan 1,4-a-maltotetraohydrolase, amino acid sequence 
predictions, Pseudomonas saccharophila 6395. 
murG gene, cell membranes, Escherichia coli 10510. 
mutation detection, reviews 2012. 
mutation, hepatitis A virus, strains 10180. 
mutL gene, mismatch repair, Salmonella typhimurium 5418, 5418. 
sit |, heavy chains genes, chemotaxis, motility, Dictyostelium discoideum 
Wal 
NADH dehydrogenase subunits ND4 gene, mitochondria, Chlamydomonas reinhardtii 


genomes; rats 2629. 


5286. 
we abe plasmid pLC5-21, phosphoramidate-hexose phosphotransferase, 
scherichia coli 7305. 

narK gene, nitrate transport, Escherichia coli 6402. 

neurotropism, SV40, genomes, isolation, progressive multifocal 
leukoencephalopathy 10401. 

nifA gene, transcription regulation, Escherichia coli, Rhizobium leguminosarum 
7324. 

nifH gene, cloning, Desulfovibrio gigas 7829. 

nitrile hydratase genes, Rhodococcus 4341. 

nip gone, cloning, Escherichia coli 5298. 

gene, cloning, plasmid pRL1JI, Rhizobium leguminosarum 6217. 

nonstructural proteins genes B allele, fowl plague virus, comparison A allele, 
influenza A virus 2425. 

NRAL-3 gene, cloning, glucose oxidase, Aspergillus niger 4876. 

nth gene, deoxyribonuclease (pyrimidine dimer), amino acid sequence, 
Escherichia coli 4306. 

peed ge cloning, ornithine carbamoyltransferase, Pachysolen tannophilus 

ompH gene, cloning, amino acid sequence, outer membranes, membrane proteins, 

almonella typhimurium 6881. 

open reading frames, envelopes proteins, 
virus, Orgyia pseudotsugata isolates 39 

open lagehod frames identification, CDNA, mRNA, transmissible gastroenteritis 
virus f 

open reading frames mapping, catM gene, repressors coding, Acinetobacter 
calcoaceticus 5401. 

open one frames mapping, cDNA, RNA, proviruses, feline immunodeficiency 
virus 43. 

open reading frames mapping, genomes, proviruses, feline leukemia virus 2151. 

open reading frames, structural proteins genes, rotavirus (bovine) 1098. 

operators, gnt operon, Bacillus subtilis 7. 

ORFS gene, sigma factor, sporulation, Bacillus subtilis 565. 

orotidine-5'-phosphate decarboxylase URAS gene, transcripts 5'-terminus, 
Candida albicans 4346. 

outer membranes lipoprotein | genes, cloning, Pseudomonas aeruginosa 5206. 

outer membranes proteins macromolecules complex ome gene, cloning, Neisseria 
gonorrhoeae 5395. 

overlapping, gene mapping, cloning, pdxA gene, RNA methyltransferase ksgA 
gene, Escherichia coli 6266. 

Ore B-lactamase genes, oxacillin hydrolysis, gram-negative bacteria 


ponnecrs. nuclear polyhedrosis 


p120 gene, cloning, surfaces proteins, Rickettsia rickettsii 8875. 

p30 protein, gene 2b, mouse hepatitis virus, gene regulation, transcription, 
cloning 10177. 

p24 protein genes, cloning, human immunodeficiency virus 1 4853. 

pag gene, pac gene cloning, immunodiffusion, cell surface proteins, 

treptococcus mutans, Streptococcus sobrinus 4868. 

palindromes, conjugation mobilization regions requirements, plasmid pMV158, 
Streptococcus pneumoniae 6243. 

palindromes recognition, DNA cleavage, deoxyribonuclease BspBR, purification, 
characterization, Bacillus, thermophilic bacteria 5904. 

papD gene, Escherichia coli 5419. 

parathion hydrolase apd gene, Flavobacterium 6222. 
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paratose synthase rfbS gene, CDP-tyvelose epimerase rfbE gene, evolution, 
Salmonella typhi, Salmonella paratyphi 5405. 

pbpB gene, cloning, cell division role, Escherichia coli 10509. _ 

pbpx gene, Streptococcus pneumoniae, penicillin-binding protein 7333. 

pdxB gene, promoters mapping, Escherichia coli 5106. 

pepper mild mottle virus, RNA 4109. 4 

peroxidase perA gene, cloning, Bacillus stearothermophilus 6225. > 

phoB gene, phoR gene, cloning, Klebsiella pneumoniae, Shigella dysenteriae, 
Escherichia coli 6251. 240 . 

phoB gene, phoR gene mutants, mutation mapping, Escherichia coli 5345. 

phoP gene, virulence association, RNA biosynthesis regulation, Salmonella 
typhimurium 7090. 

phosphatidylinositol specific phospholipase C genes, cloning, Bacillus cereus 
5307. 


photosystem | genes, Chlamydomonas reinhardtii 4455. 4 

phycocyanin « subunit genes, cloning, assembly mutants, Synechocystis 8326. 

phycoerythrin genes, cloning, Synechocystis 8325. 

physicochemical properties, comparison, T cell leukemia virus |, T cell 
leukemia virus II, human immunodeficiency virus, amino acid sequence 5432. | 

pili adhesin F1845 genes, Escherichia coli 5344. 

pilin genes, taxonomy, serotyping, Bacteroides nodosus 290. 

pilS locus, pilin, Neisseria meningitidis 2587. 

pla gene, ompT gene Escherichia coli, E gene Salmonella typhimurium, 
plasminogen activators, Yersinia pestis 4356. 

plasmid ColE5-099, plasmid ColE9-J, colicins, evolution, Escherichia coli 7332. 

plasmid k1, plasmid k2, killer factor coding, Kluyveromyces lactis, reviews 
7003. 

plasmid pOX1000, Sreraeceress aureus 463. 

plasmids, adenovirus (human) 5, genes, E1A gene, cell culture, transfection, 
c-fos gene 10690. 

plasmids, plasmid pRiA4, rol B gene, genes, Agrobacterium rhizogenes 10391. 

point mutation, psbA gene, cloning, herbicides resistance, Synechocystis 5586. 

polyhedrin genes, double-stranded RNA, cytoplasmic polyhedrosis virus, Euxoa | 
scandens isolates 1055. 

potato leaf roll virus RNA, RNA-directed RNA polymerase genes localization, 
gene expression 5079. 

— A genes, phage a3, phage ®K, bacteria 4470. 
protein emm49 gene, cloning, Streptococcus pyogenes 6232. 

proteins, amino acid sequence, polymerase chain reaction, polymorphism, 
Ureaplasma urealyticum, urease, genes 9538. 

protocatechuate 3,4-dioxygenase a subunit, B subunit pcaA gene, 
cloning, Pseudomonas cepacia 5334. 

protocatechuate 3,4-dioxygenase pcaC gene, pcaH gene, evolution, Aci 
calcoaceticus 7168. 

proU operon transcriptional control region, mRNA 5'-terminus, Salmonella 
typhimurium 5347. 

a2 gene, CP-47 protein, Grieronbyh- binding Ener, Anabaena 6286. 
seudomonas cytochrome oxidase genes, cloning, Pseudomonas cougrnes 2 

puc gene, open reading frames, role light-harvesting complex 
formation, Rhodobacter 5268. 

pufBALMX operon, transcription analysis, Rhodobacter sphaeroides 7359, 

purH gene, purD gene, phosphoribosylamine-glycine ligase, 

hosphoribosylaminoimidazolecarboxamide formyltransferase, IMP cyclohydrola 
scherichia coli 7493. 

purL gene, po or lycinamide synthase, termini, amino acid 
sequence predictions, Escherichia coli 6409. 

pyrimidine deoxyribonucleoside kinase, dPK gene, clinical isolates, acyclovir, 
drug resistance, variants, varicella-zoster virus 1257. 

pyruvate dehydrogenase (lipoamide) a-subunit, CDNA, Saccharomyces 
cerevisiae 4410. 

rabies virus, G gene, transcription 4104. 

radial spoke protein 3 genes, Chlamydomonas reinhardtii 4885. 

RADIO gene, ERCC-1 gene, DNA repair genes, Saccharomyces cerevisiae 

inition, deoxyribonuclease Afal, purification, gel electrophoresis, 

Acidiphilium facilis 7899. 

recognition, DNA, lactose repressor, phage \ repressors, ri inition 1743. 

rep gene, mob gene, Lantie pLAB1000, Lactobacillus hilgardii 10370. 

repeated sequence, cDNA, ubiquitin mRNA, Dictyostelium discoideum 3111. 

repeated sequence, cloning, Hsp80 protein genes, Leishmania mexicana 
amazonensis 4440. 

repeated sequence, DNA, gene families, Oreochromis mossambicus 3429. 

repeated sequence, DNA, insertion sequences, Bordetella pertussis 1624, 

repeated sequence, packaging, enhancers, adenovirus (human) 5 9530. 

repeated sequence, restriction endonuclease mapping, antigens genes, 

fypanosoma cruzi 3569. 

replication, cowpea chlorotic mottle virus, RNA 4092. 

replication origin mapping, DNA, bacteria 9416. 

replicons, gene mapping, DNA biosynthesis, Saccharomyces cerevisiae 264. 

replicons, incFVII gene, plasmid pSU233, plasmid pSU316, hybridization 
analysis, Escherichia coli 6384. 

representation, H curves, DNA, computer graphics 2420. 

restriction endonuclease mapping, Pseudomonas aeruginosa, genes, IppL gene, , 
gene expression 9537. 

ribonuclease, electrophoresis, infectivity, plum pox virus, RNA 10179. 

ribosomal protein AO genes, Saccharomyces cerevisiae 6257. 

Hoe pss protein S10 genes, homology, ribonuclease P, Alcaligenes eutrophus 

rmpM gene, Neisseria meningitidis 6390. 

RNA 5° non-coding region, in vitro translation, rhinovirus (human) 14 3057. 

RNA, 5'-terminus, 3'-terminus, coat protein genes, recombination, tobacco 
tattle virus 1076. 

RNA, Bunyamwera virus 4097. 

RNA double-stranded, genomes, wound tumor virus 1090. 

RNA, effects on introns splicing, Tetrahymena 6076. 

RNA, L protein genes, RNA-directed RNA polymerase coding, lymphocytic 
choriomeningitis virus 1059. 

RNA, nucleocapsids proteins genes, coronavirus (human) 229E 1067. 

RNA, open reading frames, association matrix protein genes, peplomer protein 

a Aries transmissible gastroenteritis virus 1102. 


omologa 
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, packing proheads, phage 29 65. i 


RNA, papilloma virus (human), transformation, cell culture 4502. 

RNA, plum pox virus 1104. 

RNA, potato spindle tuber viroid, isolation, infected leaves, Lycopersicon 
esculentum 1039. 

RNA segments, open reading frames, ambisense genomes, Phlebotomus fever viru 
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ii #3ANA-directed DNA polymerase, hepatitis B virus, translation, codons, genes, 
nr pol gene 8308. 
ANA-directed RNA polymerase genes, cloning, evolution, influenza A virus 1474. 
A)nRNA, effects on lacZ gene, Escherichia coli 7658. 
sv  AlMRNA, monoclonal antibodies, Fab, constant region, heavy chains, light chains, 
Syn gel Pan troglodytes 10403. 
“" BIMRNA, processing, cytochrome-c oxidase, oly Josceuies brucei 10202. 
titiyq A} NIRNA, role protein biosynthesis, translation, Saccharomyces cerevisiae 8082. 
bin Sl ‘RNA, methodology, parasites, Protista 4090. 
“VERNA, phylogeny, taxonomy, Cryptosporidium 10173. 
i a ‘RNA, Pneumocystis carinii, taxonomy, comparison Ascomycetes 1088. 
aR a restriction endonuclease mapping comparison, taxonomy, Staphylococcus 
(6 } 
tg # RNA 16S binding sites, mRNA, Escherichia coli 2152. 


RNA 16S, comparison, evolution, Mycobacterium 7067. 
#RNA 16S, comparison, phylogeny, bacteria, Proteobacteria, Neisseriaceae 46. 
*# RNA 16S genes, cloning, Mycoplasma-like organisms, Oenothera hookeri 


[A 16S, hot springs isolates, Clostridium, Thermoanaerobacter ethanolicus, 


at i eae relationship Mycoplasma capricolum 5342. 


4 »_Thermoanaerobium brockii, Thermobacteroides acetoethylicus 7066. 
‘RNA 16S, reverse transcription, phylogeny, Clathrochloris sulfurica 4366. 

‘pina, RNA 16S, reverse transcription role, Streptococcus cecorum 7073. 
( ‘RNA 16S, taxonomy, Propionibacterium 7063. 
teat RNA 18S, rRNA 26S, cystofilobasidium, Mrakia 10165. 
18K ES AARNA 23S genes, structure, Pseudomonas cepacia 7062. 

#’RNA 5S, Chlorobium, Prosthecochloris, Thermomicrobium, Cytophaga, 

; Flavobacterium, Flexibacter, Saprospira 10167. 

itt, 88° FRNA 5S, evolutionary genetics, Sulfobacillus thermosulfidooxidans 7059. 


#RNA 5S genes, isolation, Leptospira interrogans 10166. 


nate ARNA 5S, identification, Antarctica soil isolates, Vibrio 50. 
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= WRNA 5S, Pneumocystis carinii, taxonomy, phylogeny, relationship 
Phlyctochytrium irregulare, Basidiobolus magnus, Rhizopoda,, Myxomycota 1089. 


RNA 5S, probes, restriction endonuclease mapping, cloning, hybridization 


wesint@el& analysis, Crithidia fasciculata 10781. 


\ 


ens wv 
“age 
et 


a 


gist 
“ 


(Nene 


RNA 5S, taxonomy, methylotrophic bacteria, Protomonas, reviews 4005. 
RNA 7S genes, Methanococcus voltae 5380. 
‘RNA, characterization, Codium fragile 8067. 
/RNA, homology rRNA 5S, evolution 13. 
/RNA operons, genes, evolution, Photobacterium phosphoreum comparison 
A Eeoona coli, Salmonella typhimurium, Aeromonas hydrophila, Vibrio harveyi 
7) 5 
wirotavirus (porcine), VP1 gene 4110. 
q Paaene: ribosomal protein L10, amino acid sequence, Salmonella typhimurium 
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2) poB gene, DNA-directed RNA polymerase, 8 subunit structure, Salmonella 
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cross-linking, U.V. radiation 8258. 

plasmid pBR322, DNA+actinomycin D interaction, topology 10328. 

plasmid pBR322, effects on E1 a gene gene expression, adenovirus 5758. 

plasmid pBR322, hemimethylation, DNA methyltransferase Dam, site specificity, 
Escherichia coli 3188. 

plasmid pBR322, hybridization analysis, poly (dT) transferrin conjugate 
preparation 3040. 

plasmid pBR322, insertion single-stranded DNA fragments, independent 
restriction sites, methodology, Escherichia coli 7759. 

plasmid pBR322, oligomerization, effects on transformation efficacy, 
Escherichia coli 6772. 

plasmid pBR322, oripBR region, selection, plasmid pSC101, methodology, 
Escherichia coli 8816. 

plasmid pBR322, plasmid ColE1, regulation replication, Escherichia coli, 
reviews 2707. 

plasmid pBR322, plasmid pBluescript, helper P-element yield, cloning vectors, 
Drosophila 5855. 

plasmid pBR322, plasmid pC 194, plasmid pM13mp2, chimeras, deletion hot spots. 
Escherichia coli 1707. 

plasmid pBR322, preprimosomes DNA unwinding, DNA topoisomerase 
(ATP-hydrolysing), Escherichia coli 5934. 

plasmid pBR322, replication stability, Escherichia coli 5692. 

plasmid pBR322, SOS repair induction effects on, Escherichia coli 7615. 

plasmid pBR322, SV40, recombinants, early gene+nuclear matrix association, 
transformation, fibroblasts, rats 10600. 

plasmid pBR322, tet gene promoters, nucleotide sequence, comparison transposo! 
Tn10 2574. 

plasmid pBR322, tetracycline antibiotic resistance genes, DNA topoisomerase 
deletion mutant, Escherichia coli 6304. 

plasmid pBR322, transformation Neurospora crassa, DNA methylation, recovery 
cloning Escherichia coli 1820. 

plasmid pBR322, use assays termination transcription, Escherichia coli 5097. 

plasmid pBR329, plasmid pSB404, amylase, cloning, gene expression, Escherichie 
coli, Bacillus 4865. 

plasmid pcD, Epstein-Barr virus cloning vectors, cDNA cloning 7790. 

plasmid pCD1, V antigen IcrGVH operon, nucleotide sequence, transcription 
initiation sites, open reading frames, promoters mapping, Yersinia pestis 5426. 

plasmid pCEQ3 cloning vectors, phage \ promoters genetic control, 
Escherichia coli 2811. 

plasmid pCG86, miniplasmids, cloning replicons, Escherichia coli 6678. 

plasmid pCIK1, DNA-directed DNA polymerase, DNA-directed RNA polymerase, 
genes, nucleotide sequence, mitochondria, Claviceps purpurea 1440. 

plasmid pColV-K30, REPI replication region nucleotide sequence, Rep! protein ~ 
genes 1360. 

plasmid pCS2, aspartate kinase activity, S-(2-aminoethyl)-D,L-cysteine 
resistance, DNA cloning, Corynebacterium glutamicum 9801. , 

plasmid pCYG4, cloning vectors, GDH1 gene, glutamate dehydrogenase, carbon 
limitations, Saccharomyces cerevisiae 9798. 

plasmid pCZA126, containing repressors genes, apramycin resistance genes, use 
transposons selection, Streptomyces lividans 6783. 

plasmid pC194, origins replication, single-stranded DNA 3672. 

plasmid pC194, plasmid pBR322, plasmid pM13mp2, chimeras, deletion hot spots, 
Escherichia coli 1707. 

Bleomid pC 194, transformation, electroporation, DNA, Bacillus thuringiensis 

plasmid pC221, plasmid pGO1, mobilization, role mobA gene mobB gene oriT gene. 
Staphylococcus aureus 2767, 

plasmid pC221 replication, rep gene proteins interactions, Staphylococcus 
aureus 1985. 

plasmid pC30i1, nucleotide sequence, Lactobacillus plantarum 7239. 

plasmid pD!21, lactose phosphotransferase genes, restriction endonuclease 
mapping, Streptococcus cremoris 332. 

plasmid pDK57 dissociation, insertion sequence |IS1 transposition, recombinase, 
Escherichia coli 5820. 

plasmid pDU1358, mer operon nucleotide sequence, gene expression induction, 
mercury, phenylmercuric acetate 5414. 

plasmid pEA3, nifH gene, nifd gene, promoters identification, Enterobacter 
agglomerans 566. 

plasmid pECM1, Escherichia coli transfer Corynebacterium glutamicum, 
conjugation 8789. 

plasmid pEX102, virulence genes, mkaA gene, mkaB gene, mkaC gene, mkaD gene, 
nucleotide sequence, Salmonella typhimurium 7418. 

plasmid pEX3 cloning vectors construction, fusion proteins purification, 
Escherichia coli 3866. 

plasmid pFA3, restriction endonuclease mapping, replication, Neisseria 
gonorrhoeae 9533. 

plasmid pFF11, shuttle vectors, Synechocystis, Escherichia coli, cat gene 7796. 

plasmid pF1-EBV, Epstein-Barr virus shuttle vector, transcription effects on 
mutagenesis, DNA repair, 293 cells, man 4835. 

plasmid pGA482, transformation, gene transfer, Agrobacterium tumefaciens 
infection, seeds, seed germination, Glycine max 10724. - 

plasmid pGKL, killer factor, toxins 28Kd chair genes expression, Saccharomyces 
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Jasmids, (continued) 

cerevisiae 2793. 
Halasmid pGKL1, plasmid pGKL2, in vivo construction vectors, telomeres 
attachment, LEU2 gene, Kluyveromyces lactis 4812. 
falasmid pGKL2, plasmid pGKL1, in vivo construction vectors, telomeres 
5 attachment, LEU2 gene, Kluyveromyces lactis 4812. 
alasmid pGO1, plasmid pC221, mobilization, role mobA gene mobB gene oriT gene, 
Staphylococcus aureus 2767. 
ff lasmid pHGN1, nucleotide sequence, promoters, Halobacterium 6388. 
falasmid pHH1508a, plasmid RP4Ter, comparison tellurite resistance genes, 
“restriction fragment length polymorphism analysis 1322. 
imolasmid pHH4, nucleotide sequence, deletion, insertion sequences mapping, 
Halobacterium salinarium 5388. : 
ifolasmid pHR106, transformation, electroporation, lysostaphin treatment, 
%) Clostridium perfringens 5804. 
fjolasmid pHSB, nucleotide sequence, Halobacterium 132. 

plasmid pHS1, plasmid R100, pem! gene pemK gene effects on replication, 
i Escherichia coli 2708. 
folasmid pHV100, lux gene, transcription, termination, Vibrio harveyi, 
Escherichia coli 6820. 
polasmid pHV15-1, factors affecting deletion, Bacillus subtilis 6335. 
iMolasmid pHV60, cloning vectors, gene amplification, Lactococcus lactis lactis 
ih 817. 

iolasmid plIARL28 transformation, acetolactate decarboxylase, Saccharomyces 

carlsbergensis 10727. 

Molasmid plJ101, kil locus, kor locus, promoters, repressors isolation, gene 
J regulation, transcription initiation, Streptomyces 5734. 

dlasmid plJ3200, proteinase genes nucleotide sequence, Xanthomonas campestris 
campestris 8443. 
dlasmid plJ408, excision, transfer, Streptomyces glaucescens, Streptomyces 
i\ lividans 2797. 

lasmid plJ424, cloning, Actinomadura B-lactamase genes, gene expression, 
' Streptomyces lividans 2845. 
olasmid plJ702, Streptomyces, transformation, protoplasts, Faenia rectivirgula 

| 4824. 
retoiiy, “Plasmid pIM13, plasmid pT127, transformation Clostridium acetobutylicum, 
13) Escherichia coli, Bacillus subtilis 823. 

vitati olasmid pIN-Ill-ompA2, cloning vectors construction, cloning, prochymosin B 
~ ff genes, OmpA protein genes, signals fusion 2826. 
olasmid p!P401, chloramphenicol acetyltransferase genes, nucleotide sequence, 
% Clostridium perfringens 6435. 
iy/eliolasmid pIP417, transfer, 5-nitroimidazole resistance, Bacteroides fragilis 


nt 


0), 00. 

eon pIP418, transfer, 5-nitroimidazole resistance, Bacteroides fragilis 

0} 5800. 

Holasmid pIP501, conjugation transfer cnj gene, gene mapping, Streptococcus 
5412 


..\fiolasmid pIP501, Lactococcus lactis, transformation, Lactobacillus delbrueckii, 
9) Lactobacillus helveticus 789. 
plasmid pIP816, antibiotic resistance, Enterococcus faecium, cloning, shuttle 
» vectors, conjugation, Escherichia coli, Enterococcus faecalis, Bacillus 
i) thuringiensis 10773. 
plasmid pJDB248, 2. plasmids derivatives, cloning vectors, segregation 
} stability, chemostats, glucose limiting factors, Saccharomyces cerevisiae 5865. 
‘plasmid pJD4, replication regions, penicillin resistance, Neisseria 
qi) gonorrhoeae 6670. i 
th iplasmid pJH200 substrates, immunoglobulins genes recombination, lymphoid 
i cells, mice 4667. 
plasmid pJK2, plasmid pJK4, phage A, expression genomes Plasmodium 
9), falciparum, Escherichia coli 6836. 
: plasmid pJK4, plasmid pJK2, phage \, expression genomes Plasmodium 
“(9 falciparum, Escherichia coli 6836. 
Niplasmid pJL3-TB5, DNA, helix-coil transitions, adiabatic differential scanning 
| microcalorimetry 8661. 
plasmid pJP4 operons, nucleotide sper Alcaligenes eutrophus 1353. 
Tiplasmid pKC, cloning vectors, cDNA, human 5-lipoxygenase, Escherichia coli 
Sf 4829. 
plasmid pKD1, transformation, host range, Kluyveromyces drosophilarum, 
Kluyveromyces lactis, Kluyveromyces 4783. 
yplasmid pKM101 cloning vectors, restriction resistance, ard gene 
transformation, Escherichia coli 5863. 
plasmid pKM101, effects on mutagenesis frequency, 
1-nitro-9-dimethylamino-propylamino-acridine, antitumor agents, Escherichia 
Wt coli 7159. 
W plasmid pKT230, conjugation, transformation, Pasteurella haemolytica 7713. 
Tplasmid pKT231, transformation Enterobacteriaceae, Pseudomonadaceae, 
“i] Rhizobiaceae, electroporation 2766. 
plasmid pLAB1000, plasmid pLAB2000, restriction endonuclease mapping, 
* Lactobacillus hilgardii 5341. 
plasmid pLAB1000, rep gene, mob gene nucleotide sequence, Lactobacillus 
hilgardii 10370. 
‘Hi plasmid pLAB2000, plasmid pLAB1000, restriction endonuclease mapping, 


hit, 


9 te OY 
ie 


vite’ Lactobacillus hilgardii 5341. 

aN plasmid pLC5-21, phosphoramidate-hexose phosphotransferase, nagE gene 

Fa | nucleotide sequence, Escherichia coli 7305. 

"#8 Meplasmid pLS1, DNA-binding protein, RepA protein, electron microscopy, 

le “Streptococcus 7954. 

. aoe plasmid pLT2, occurrence, virulence, Salmonella typhimurium 1351. 

i ¥ plasmid pLW05 Cm’, transformation, temperature effects on, Bacillus 
bs stearothermophilus: 783. 

liad | plasmid pMG820, 6-phospho-B-galactosidase, nucleotide sequence, lacG gene 
. @ cloning, Escherichia coli, Lactococcus lactis 7804. 

‘i 'plasmid pMK6, N-acetylneuraminate lyase np! gene, transformation, gene 
. % expression, mutants, Escherichia coli 4891. 

pe’ Wplasmid pMOL28, chromic acid resistance genes, nucleotide sequence, 
.@®*  Alcaligenes eutrophus 8469. 

e” -% plasmid pMOL28, cobalt, chromate resistance genes, cloning, gene expression, 


' Alcaligenes eutrophus 5883. 
plasmid pMOL28, nickel resistance genes, cloning, gene expression, Alcaligenes 
eutrophus, Pseudomonas 5880. 
plasmid pMOL30, czc gene, nucleotide sequence, gene expression, role cations 
A efflux, heavy metals resistance, Alcaligenes eutrophus 2591. 
} plasmid pMU720, replication, copy number control regulation, role 
) countertranscript RNA 5648. 
} plasmid pMV158, conjugation mobilization regions requirements, palindromes, 
nucleotide sequence, Streptococcus pneumoniae 6243. 
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plasmid pMV158, plasmid pTB913, plasmid UB110, genomes nucleotide sequence, 
Streptococcus agalactiae, Bacillus 4382. 

plasmid pM13mp2, plasmid pBR322, plasmid pC194, chimeras, deletion hot spots, 
Escherichia coli 1707. 

plasmid pM42, role resistance erythromycin, antibiotic resistance, Spiroplasma 
citri 7309. 

plasmid pNAK28, plasmid pRP69, aadA gene, promoters, use selection 
transcription factors genes, Escherichia coli 1164. 

plasmid pNH4, cloning vectors, gtfD gene, dextransucrase purification, 
Streptococcus mutans 6891. 

plasmid pNI1, expression cloning vectors, protein biosynthesis enhancement, 
HAT selection, hepatitis B surface antigen, Vero cells, monkeys 2823. 

plasmid pNI2, expression cloning vectors, protein biosynthesis enhancement, 
HAT selection, hepatitis B surface antigen, Vero cells, monkeys 2823. 

plasmid pNRC100, gvpD gene, gvpE gene, nucleotide sequence, Halobacterium 
salinarium 4415. 

plasmid pOEV1 derivatives, cloning vectors construction, eukaryotes gene 
expression 2828. 

plasmid pOX1000 nucleotide sequence, Staphylococcus aureus 463. 

plasmid pPC-31, cloning, Penicillium chrysogenum trpC gene, transformation, 
gene expression, Aspergillus nidulans 2841. 

plasmid pPG46C, DNA supercoiling, d(G)n:(dC)p stretches, magnesium 
effects on 10537. 

plasmid pPH33, conjugation, transformation, Pasteurella hgemolytica 7713. 

plasmid pPH6, cloning vectors, tetracycline resistance, Tc" gene cloning, 
Bacteroides 7821. 

plasmid aan plasmid pPP2, DNA H-form, deficiency methylation, Escherichia 
coli 7585. 

Plasmid ites plasmid pPP1, DNA H-form, deficiency methylation, Escherichia 
coli 7585. 

plasmid pR, uvp1 gene, role DNA repair, mucAB gene, Escherichia coli 2686. 

plasmid pRE, expression lethal proteins, expression adenylate cyclase genes, 
cloning vectors, Escherichia coli 6824. 

plasmid PRE sym, fixW gene, nucleotide sequence, promoters, Rhizobium 
leguminosarum 6396. 

plasmid pRHB101 DNA, transduction, phage FP43 1809. 

plasmid pRiA4, nucleotide sequence, genes, rol B gene, Agrobacterium 
rhizogenes 10391. 

plasmid pRiA4, tzs gene, nucleotide sequence, Agrobacterium rhizogenes 5195. 

plasmid pRiA4, virG gene, nucleotide sequence, Agrobacterium 597. 

er PRKTV5, plasmid pUW964, transposon Tn7 insertion Pasteurella multocida 

plasmid pRK290, conjugation, transformation, Pasteurella haemolytica 7713. 

plasmid pRK290, DNA, transformation, electroporation, gel electrophoresis, 
Azospirillum brasilense 7723. 

plasmid pRK290, plasmid pRK404, cloning vectors, Escherichia coli, transfer, 
conjugation, use gene transfer, Rhodopseudomonas viridis 5854. 

plasmid pRmeGr4b, nifA gene gene regulation nifH promoter like sequence gene 
expression, nodule formation efficiency region, Rhizobium meliloti, effects on 
nodulation efficacy, Medicago sativa 5733. 

geet pRO1614, cloning vectors construction, Pseudomonas, Escherichia coli 

plasmid pRP69, plasmid pNAK28, aadA gene, promoters, use selection 
transcription factors genes, Escherichia coli 1164. 

plasmid pRRI4, plasmid pDP1, electroporation, DNA transformation, Bacteroides 
uniformis, Bacteroides ruminicola 7720. 

plasmid pRSVcat, transformation, gene transfer, methodology, HeLa cells 5813. 

plasmid pRS2, cloning vectors construction, cloning, Acetobacter methanolicus 
7802. 

plasmid pRS64-1, plasmid pRS64-2, plasmid pRS64-3, termini, Rhizoctonia solani 
6382. 

Pas pRS64-2, plasmid pRS64-3, plasmid pRS64-1, termini, Rhizoctonia solani 

82. 

pigeons pRS64-3, plasmid pRS64-2, plasmid pRS64-1, termini, Rhizoctonia solani 

plasmid pRX, plasmid pATH-1, cloning vectors, Escherichia coli 6831. 

plasmid pSAM2, attB gene, nucleotide sequence, role integration, Streptomyces 
lividans, Streptomyces ambofaciens 5421. : 

plasmid pSa4, conjugation, transformation, Pasteurella haemolytica 7713. 

plasmid pSB40, DNA cloning, proU gene, Escherichia coli 7805. 

plasmid pSC101, os ope host factor role replication, topA gene mutations 
complementation, DNA topoisomerase, himA gene, himD gene, Escherichia coli 918. 

plasmid pSC101, plasmid pBR322 oripBR region, selection, methodology, 
Escherichia coli 8816. 

plasmid pSC101, replication origin, transcription, identification RNA Y, RNA 
X, repA gene transcripts 6090. 

plasmid pSC101, replication, role integration host factor, himA gene, himD 
gene, rep gene mutants, Escherichia coli 911. 

plasmid pSFB-1, copy number control, gene expression, cell cycle, Scytaiidium 
flavo-brunneum 6773. 

plasmid pSG5, temperature-sensitive replication, use cloning vectors, 
Streptomyces ghanaensis 6826. 

F plasmid fe gene nucleotide sequence, comparison R6-5 plasmid, Escherichia 
coli 5179. 

plasmid pSLG33 isolation, plasmid pRS410 construction, cloning vectors, 
Streptomyces lavendulae-grasserius 7794. 

plasmid psM19035, repS gene, nucleotide sequence, Streptococcus pyogenes 6317. 

plasmid pSP601, suicide, association, Rhizobium meliloti, genes rearrangement 
779. 

plasmid pSP64, DNA cleavage, copper, thiols, characterization 9318. 

plasmid pSR1, autonomously replicating sequence, mutants, Zygosaccharomyces 
rouxii, Saccharomyces cerevisiae 2703. 

plasmid pSR1, R gene, DNA transformation, Saccharomyces cerevisiae 7725. 

plasmid pSR1, use cloning vectors, gene transfer, transformation, 
Corynebacterium glutamicum 1866. 

plasmid pSS120, pathogenicity, invasion region genes, gene regulation, invE 
gene, Shigella sonnei 6751. 

plasmid pSTA10, nitrate reductase niaD gene, transformation, Aspergillus niger 
4777. 

plasmid pSU316, hybridization analysis, replicons, nucleotide sequence, 
Escherichia coli 6384. 

plasmid pSVod, dual-circles formation, COS7 cells 9642. 

plasmid pSV2gpt, X radiation, DNA repair, CHO cells 9700. 

plasmid pSV3neo, DNA injection, gene transfer, transfection, NIH 3T3 cells, 
mice 2760. 
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plasmid pSym, DNA probes, hybridization analysis, bacteroids, free-living, 
Rhizobium leguminosarum 7731. 

plasmid pSY343, ssiA gene, ssiB gene, nucleotide sequence 5335. 

plasmid pS19, plasmid pS28, shuttle vectors, Escherichia coli, Deinococcus 
radiodurans 7797. 

plasmid pS28, plasmid pS19, shuttle vectors, Escherichia coli, Deinococcus 
radiodurans 7797. 

plasmid pTA22, plasmid pTA33, DNA-directed RNA polymerase transcription tet 
gene, promoters, Escherichia coli 7121. 

plasmid pTA33, plasmid pTA22, DNA-directed RNA polymerase transcription tet 
gene, promoters, Escherichia coli 7121. 

plasmid pTB913, plasmid UB110, plasmid pMV158, genomes nucleotide sequence, 
Streptococcus agalactiae, Bacillus 4382. 

plasmid pTC45, triplex DNA, crab satellite DNA, antibodies binding, 
immunoblotting 2623. 

plasmid pTF-FC2, repeated sequence requirements replication, nucleotide 
sequence, Thiobacillus ferrooxidans 2545. 

plasmid pTHT15Tc', transformation, temperature effects on, Bacillus 
stearothermophilus 783. 

plasmid pTiBo542, adenylate isopentenyltransferase genes, ipt gene, nucleotide 
sequence, Agrobacterium tumefaciens 2518. 

plasmid pTiC 58, virGgene, gene products, DNA-binding protein, Agrobacterium 
tumefaciens 1984. 

plasmid pTiC58 transfer, loci requirements, complementation, Agrobacterium 
tumefaciens 5792. 

plasmid pTiC58, virA locus, nucleotide sequence, amino acid sequence, 
Agrobacterium tumefaciens 7351. 

plasmid pTiT37, identification, insertion sequence elements, Agrobacterium 
tumefaciens 5291. 

plasmid pT7:TKIl, expression vaccinia virus thymidine kinase genes, polymerase 
chain reaction 6822. 

plasmid pTZ18R, cloning vectors, restriction endonuclease mapping, Escherichia 
coli 828. 

plasmid pTZ19R, cloning vectors, restriction endonuclease mapping, Escherichia 
coli 828. 

plasmid pT127, plasmid pIM13, transformation Clostridium acetobutylicum, 
Escherichia coli, Bacillus subtilis 823. 

plasmid pT181, DNA biosynthesis, initiation, termination 9679. 

plasmid pT181, initiator gene, antisense RNA attenuation gene expression 5719. 

plasmid pT181, replication amplification, plaC1 gene mutation, depression 
negative-effector countertranscripts biosynthesis, Staphylococcus aureus 6638. 

plasmid pT181 replication, rep gene proteins interactions, Staphylococcus 
aureus 1985. 

plasmid pUB110 mobilization, ORF-G locus effects on, Bacillus 10722. 

ees pUC19+phage A hybrids, cloning vectors construction, Escherichia 
coli 5864. 

plasmid pUC18, hydrogen jpetoxice genotoxicity, DNA damage 7160. 

plasmid pUC18, plasmid pCT2, a-amylase genes, cloning, gene expression, 
Escherichia coli, Clostridium thermosulfurigenes 7815. 

plasmid pUC19, replacement polylinkers, cloning vectors construction 2815. 

plasmid pUC19, site-directed mutagenesis, Escherichia coli 7784. 

plasmid pUC8, cloning, sheep growth hormone cDNA variants, gene expression, 
Escherichia coli 7855. 

plasmid pUL330, transformation methodology, Corynebacterium glutamicum 787. 

plasmid pUR250, plasmid pBR322, toxins biosynthesis, Stoning vectors, phage 

plasmid pUW964, plasmid pRKTV5, transposon Tn7 insertion Pasteurella multocida 
6789. 

plasmid pVA797::pSA3 transfer, Conlugalion, Lactobacillus helveticus 7712. 

plasmid pVA868, Streptococcus, transformation, Acholeplasma laidlawii 5801. 

plasmid pVA920, Streptococcus, transformation, Acholeplasma laidlawii 5801. 

plasmid pVB2, expression Echinococcus multilocularis antigens genes, 
Escherichia coli 6828. 

plasmid pWOR120, Streptomyces, transformation, protoplasts, Faenia 
rectivirgula 4824. 

plasmid pWWO, phenol 2-monooxygenase, catechol 2,3-dioxygenase cloning, 
Pseudomonas 844. 

plasmid pYAC, genomes mapping strategy, yeast artificial chromosomes, 
Myxococcus xanthus 2561. 

plasmid pYAC4, transfection, electroporation, yeast artificial chromosomes, 
Saccharomyces cerevisiae 10728. 

plasmid pYUM1118, use generation deletion, cloning vectors, Escherichia coli 
7789, 

plasmid pZA22, cloning vectors, cloning, Ruminococcus albus B-glucosidase 
genes, transformation, gene transfer, gene expression, Zymomonas mobilis 3877. 

plasmid pZM@, transposon Tn1935, transposon 1S1936, kanamycin resistance, 
Salmonella wien 6784. 

plasmid pZ189, mutation, suppressors inactivation, supF gene, Escherichia coli 
4828. 

plasmid pZ189, transfection fibroblasts lymphoblasts, defects DNA repair, 
Bloom's syndrome, man 3697. 

plasmid p15B, DNA methyltransferase EcoP15 genes, nucleotide sequence, 
Escherichia coli 4401. 

plasmid p15B, DNA recombination, Min protein, mix sites, Escherichia coli 6943. 

plasmid p3AC, mutation, suppressors inactivation, supF gene, Escherichia coli 
4828. 

plasmid p3SR2, transformation, integration sites mapping, recombination, 
Aspergillus niger 7737. 

plasmid Ri, rolB gene, enhancers, Agrobacterium rhizogenes 3719. 

plasmid Ri, TL DNA. gene expression, rolC gene, Nicotiana tabacum 8835. 

plasmid RK2 derivatives, DNA+inner membranes complex, Escherichia coli 1679. 

plasmid RK2, korC gene, nucleotide sequence, kil operon regulation role, 
Escherichia coli 10379. 

plasmid RK2, oriT region, role DNA unwinding transfer, Escherichia coli 5793. 

plasmid RK2, single-stranded DNA-binding protein, P116 protein 
characterization, Escherichia coli 10975. 

ler RP4, phage Mu mini-replicons fusion, cloning vectors, Vibrio cholerae 
5861. 

plasmid RP4, transfer genes. transfection transposon Tn1 transposon Tn 5827. 

plasmid RP4Ter, plasmid pHH1508a, comparison tellurite resistance genes, 
restriction fragment length polymorphism analysis 1322. 

Plaswie per sore) antibiotic resistance genes nucleotide sequence, Escherichia 
coli 6328. 

plasmid RSF1010, DNA biosynthesis origin regions, Escherichia coli 659. 

plasmid Rts-1 replication origin, Escherichia coli 1676. 

plasmid Rts1, replication initiation, role RepA protein, repA gene mutation, 
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Escherichia coli 6640. 

plasmid R100, antibiotics resistance, nucleotide sequence, X gene 299. 

plasmid R100, plasmid pHS1, pem! gene pemK gene effects on replication, 
Escherichia coli 2708. 

plasmid R100, trad promoter finP promoter derepression 2739. 

plasmid R100, traM gene, promoters, transcripts 2740. 

plasmid R1162 host range, DNA extraction, Escherichia coli 1671. 

plasmid R387 Inc K, mobilization, transfer, conjugation, plasmid R64 Inc | 
stimulation, Escherichia coli 5806. 

plasmid R388, transposon Tn5 transposition, Serratia marcescens 6786. 

plasmid R388rep(Ts)::Tn5, cloning vectors, transformation, transposon TnS 
transposition, genetic markers gene transfer, Erwinia carotovora, 
Agrobacterium, Rhizobium meliloti 5796. 

plasmid R46, sulfonamides resistance genes, nucleotide sequence 5193. 

plasmid R6K, DNA binding Ter protein, copy number control, Escherichia coli 
2705. 

plasmid R6K, homology, termination sites, DNA replication, nucleotide 
sequence, Escherichia coli 1593. 

plasmid R64 Inc |, stimulation plasmid R387 Inc K mobilization, transfer, 
conjugation, Escherichia coli 5806. 

plasmid R68.45, transposon S21, nucleotide sequence, istA gene, istB gene, 
Escherichia coli 2582. 

plasmid SK9+phage \ cloning vectors, genomes gene libraries construction 
methodology 2808. 

plasmid SK15+phage \ cloning vectors, cDNA gene libraries construction 
methodology 2810. 

plasmid SLP1 replication, imp locus identification, characterization, 
Streptomyces lividans 1373. 

F plasmid, SopA protein, SopB protein, isolation, characterization, 
Escherichia coli 5973. 

plasmid Ti, transposon IS866, nucleotide sequence, Agrobacterium tumefaciens 
5427. 

plasmid Ti, virD gene, nucleotide sequence, DNA topoisomerase, Agrobacterium 
tumefaciens 2524. 

F plasmid, traD gene, nucleotide sequence, Escherichia coli 6213. 

2y. plasmid, transformation, cloning, proteins, enzymes genes, promoters 
hybrids, gene expression, Saccharomyces cerevisiae 1884. 

F plasmid, traS gene, traT gene, promoters, Escherichia coli 6701. 

plasmid TRP1ARS1, ARS gene insertion, deletion, nucleosomes, Saccharomyces # 
cerevisiae 7669. 

plasmid UB110, plasmid pTB913, plasmid pMV158, genomes nucleotide sequence 
Streptococcus agalactiae, Bacillus 4382. 

plasmid YARp19, plasmid YCp19, plasmid LYTC-2, transformation, genetic 
engineering, Saccharomyces cerevisiae 3820. 

plasmid YCp19, plasmid LYTC-2, plasmid YARp19, transformation, genetic 
engineering, Saccharomyces cerevisiae 3820. 

plasmid-partition, phage P7 DNA nucleotide sequence 3489. 

pMQ3, dam gene, nucleotide sequence, DNA (adenine-N°-)-methyltransferase 
activity, Escherichia coli 7447. 

polyoma origin, replication, fate, mice 1689. 

polyoma virus, box DNA, transcription regulatory elements, function 3689. 

proabe A-| gene, gene expression, human proapolipoprotein A-|, Escherichia 
coli 7824. 

probes microinjection, enhancement, DNA biosynthesis, eggs, Xenopus 10643. 

protein kinase C, catalysis domains, regulatory, analysis, construction, CHO 
cells 1759. 

proteinase, chromatography, human immunodeficiency virus 1, Escherichia coli, 
genes, pol gene, gene expression 4889. 

proteins, Moloney leukemia virus, genes, Fv-4 env gene, nucleotide sequence, 
clones 10496. 

pSCR1 plasmid cloning, mandelate racemase genes, mutants characterization, 
Pseudomonas aeruginosa 2769. 
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recombinants, adeno-associated virus DNA excision, isolation enzymes, 
transfection HeLa cells 1919. 
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recombination, DNA damage processing defects, aminoglycoside 
phosphotransferase genes, transfection, fibroblasts, man 8771. 

replication, analysis, transfection, COS7 cells 1710. 
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cerevisiae 8557. 

strains, agglutination, Neisseria gonorrhoeae, gene transfer, Neisseria 
meningitidis, isolates, B-lactamase 10726. 
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Plasminogen activator inhibitor 2, 
genes nucleotide sequence, man 212. 
MRNA, secretion, endoplasmic reticulum, cytosol, monocytes, man 2165. 
Plasmodia, 
DNA biosynthesis, nuclear matrix, Physarum polycephalum 4681. 
Plasmodium berghei, 
sporozoites circumsporozoite antigen, gene expression, CS gene, DNA nucleotide 
sequence, polymerase chain reaction 10472. 
Plasmodium cynomolgi, 
genomes, analysis 105. 
Plasmodium falciparum, 
apical membrane antigen 1 genes, cDNA nucleotide sequence 2506. 
chloroquine resistance, gene amplification pfmdr gene 448. 
circumsporozoite antigen genes, nucleotide sequence, malaria vaccines 2441. 
dihydrofolate reductase+thymidylate synthase genes, nucleotide sequence, 
resistance, pyrimethamine, malaria, man 8322. 
DNA diagnosis probes, development, detection, malaria parasites 3711. 
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C-terminus domains, RNA-directed DNA polymerase, inhibition ribonuclease H 
activity, human immunodeficiency virus 1 4916. 
ura4 gene, introns insertion, Schizosaccharomyces pombe 4819. 
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bai ee containing mRNA translation, reticulocytes lysates, rabbits 
Poly(ADP-ribose), 
detection, monoclonal antibodies 9287. 
metabolism, liver regeneration, rats 9099. 
synthesis inhibitors, methylated-DNA-protein-cysteine methyltransferase 
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gene, Salmonella typhimurium 5731. 


Quercetin, 
effects on DNA breaks, free radicals role, various sources 9401. 
Queuine, 
tRNA modification, changes, role, transformation, CHO cells 10092. 
tRNA modification inhibitors, identification, CHO ceils 8075. 
Quinacrine, 
9-aminoacridine, ICR-170, |CR-291, ICR-372, mutagenesis, uvrB gene, Salmonella 
typhimurium 6667. 
Quinic acid, 
induction overproduction, gene expression, 3-dehydroquinase QUTE gene, 
Aspergilius nidulans 6709. 
Quinoline, 
effects on DNA biosynthesis, stimulation, liver, rats 10636. 
Quinolizinium salts, 
+DNA interaction, luminescence analysis 2353. 
Quinolone, 
+DNA binding, characterization, thymus, cattle 3197 
4-Quinolone, 
effects on DNA topoisomerase (ATP-hydrolysing), supercoiling, clinical 
isolates, Escherichia coli 4675. 


Rabbits, 

aminoacyl-tRNA ligase, phosphorylation, high molecular weight core complex, 
reticulocytes 3055. 

a-anomeric+B-anomeric oligodeoxyribonucleotides effects on 

antisense oligodeoxyribonucleotides effects on globin mRNA translation, 
inhibition 9113. 

benzene metabolites, DNA adducts, liver 1168. 

calreticulin genes, cDNA nucleotide sequence, skeletal muscle 8415. 

CD1 antigen genes, CD1 gene, genomes nucleotide sequence 4246. 

ciliary neurotrophic factor genes, cDNA nucleotide sequence 3492. 

cytochrome P450 genes, cDNA nucleotide sequence, phenobarbital induction, 
microsomes, liver 491. 

cytochrome P450 genes, cDNA nucleotide sequence, phenobarbital induction, 
liver, rabbits 498. 

cytochrome P450 genes, gene expression, cDNA nucleotide sequence, alkane 
1-monooxygenase, prostaglandin A 8361. 

dihydropyridine receptors genes, cDNA nucleotide sequence 1525. 

1,4-dihydropyridine sensitive calcium channels, subunits, CDNA nucleotide 
sequence, skeletal muscle 3340. 

dimethylaniline monooxygenase (N-oxide-forming), cDNA nucleotide sequence, 
liver 7427. 

DNA+3,2'-dimethyl-4-aminobipheny! adducts, antibodies 
preparation+ characterization 9340. 

DNA adducts formation, 1,8-dinitropyrene+derivatives treatment, cells 9380. 

DNA quantitation, fluorometry, Hoechst 33258, cartilage 8211. 

DNA transformation activity, transfection assays, arteriosclerosis 10729. 

cDNA nucleotide sequence, alcohol dehydrogenase induction cytochrome P450 
genes 548. 

cDNA nucleotide sequence, calsequestrin genes, skeletal muscle 476. 

elongation factor EF-1« processing, posttranslation modifications, 
reticulocytes 10132. 

factor C isolation, DNA-directed DNA polymerase stimulation, DNA-binding 
protein, liver 8986. 

ferritin genes, cDNA nucleotide sequence 1645. 

ferritin MRNA, translation control 2194. 

Pa repressors translation requirements, wheat germ, purification, liver 

116. 

globin genes nucleotide sequence, transcription pseudogenes, rabbits 509. 

globin mRNA translation, cell-free system, synthesis, reticulocytes 9112. 

globin MRNA translation regulation, pyrimidine nucleotides, purine nucleotides 
9259. 

B-globin precursors mRNA, structure, solution 9217. 

6-globin synthesis inhibition, oligodeoxyribonucleotides, mRNA sites 9138. 

glycoproteins, sarcalumenin, calcium-binding protein, cDNA nucleotide 
sequence, skeletal muscle 8622. 

vempatonin 6 chain genes, construction synthetic polyadenylation sites 

14. 

immunoglobulins, « chain genes, enhancers 3769. 

immunoglobulins, « chain, variable region genes, cDNA nucleotide sequence, 
lymphocytes B 9550. 

influenza virus mRNA translation, reticulocytes lysates systems, fidelity 9268. 

initiation factor elF-2, guanine nucleotide-binding protein, photoaffinity 
labelling, binding domains, reticulocytes 10141. 
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Rabbits, (continued) 
initiation factor elF-2a, protein kinase, heme regulation, heat shock 
proteins, interaction, reticulocytes lysates 9157. 
initiation factor elF-5, characterization, casein kinase || phosphorylation, 
reticulocytes 8098. 
initiation factor IF-2 forms, proteolysis degradation, reticulocytes lysates 
9140. 
interleukin 1 genes, CDNA nucleotide sequence 269. 
lauric acid w-monooxygenase genes, gene expression, kidney, CDNA 
nucleotide sequence, amino acid sequence, cytochrome P450 8348. 
lipoxygenase genes, genomes nucleotide sequence, promoters 7344. 
15-lipoxygenase mRNA nucleotide sequence, cDNA, comparison, homology 3091. ipje 
man, mice, hamsters, homology, flanking region, B-adrenergic receptors ie 
genes 1190. 
metallothionein genes, genomes nucleotide sequence, promoters 7578. 
oligodeoxyribonucleotides, hydrolysis, reticulocytes lysates 4028. 
polyamines+amino acids starvation effects on initiation factor elF-2B activity 
regulation, reticulocytes lysates, rabbits 10135. 
prolactin receptors genes, cDNA nucleotide sequence, mammary gland 1295. 
protein biosynthesis, translation inhibitors, heat-stable, isolation, 
reticulocytes lysates 10139. 
proteins mRNA, uncouples, use, polyadenylation signals, processing, adipose 
tissue (brown) 8174. 
reticulocytes, lysates, angiogenin, protein biosynthesis, 40S ribosomes, 
ribonucleolytic inactivation 10124. 
reticulocytes lysates, use, MRNA translation, initiation, CUG codon, influenza 
virus CDNA 3059. 
ribonuclease H role hybrids arrested translation antisense oligomers, MRNA 
cleavage, reticulocytes 888. 
ribonucleoproteins, MRNA, translation, comparison, cell-free system, 
reticulocytes 10901. 
ribonucleoproteins, snRNA, binding, release, spliceosome assembly, 
rRNA 5S containing ribonucleoproteins, structure characterization, 
purification, liver 3933. 
tRNA Thr, RNA interaction, purification, reticulocytes 10086. 
ryanodine receptors genes, CDNA nucleotide sequence, skeletal muscle 1298. 
ryanodine receptors junctional channel complex, cDNA nucleotide sequence, 
sarcoplasmic reticulum, skeletal muscle, 4231. 
skeletal muscle, nucleotide sequence, Ca? -transporting ATPase, genes 
588. 
stromelysin promoters, transcription, induction, interleukin 1, repression, 
dexamethasone 1796. 
T-cell receptor genes, Tcrb gene, genes mapping 5208. 
tropomyosin+deoxyribonuclease | interaction, fluorescence, cardiac muscle 2871. 
troponin C genes, cDNA nucleotide sequence, skeletal muscle 7501. 
uncoupling protein mRNA levels, adipose tissue (brown), neonates 10151. 
unspecific monooxygenase genes, cDNA expression Saccharomyces cerevisiae, CUM! 
promoter, ADH1 promoters 8861. 
unspecific monooxygenase genes, genomes nucleotide sequence 9464. 
valine-tRNA ligase, polyanions binding properties, characterization, liver 
10095. 
valine-tRNA ligase+ elongation factor EF-1 complex, purification, 
characterization, liver 10094. 
Rabies virus, 
pence: G gene, transcription, nucleotide sequence 4104. 
NA detection, hybridization analysis, nervous system, mice 35. 
Races, 
immunoglobulins genes, nucleotide sequence, man 2493. 
Radial spoke protein 3, 
genes radial spoke protein 3, nucleotide sequence, flagella, Chlamydomonas 
reinhardtii 4885. 
Radiation, 
Auger, DNA damage, books 10999. 
DNA cloning vectors use, recombination analysis, ataxia telangiectasia, 
mammalian cells 8223. 
DNA damage, detection, methodology 9289. 
DNA repair+damage, nuclei proteins organization, CHO cells 2690. 
DNA strands breaks, nick translation detection methodology, HeLa cells 8239. 
DNA topoisomerase (ATP-hydrolysing) role, DNA repair, HeLa cells 10876. 
DN akeonlorgpiainum (Il) Fast Black complex interaction, characterization 
ofa: on, limb deformity locus, agouti locus, mutation, chromosome 2, mice 
guanine hydrochloride dihydrate, E.S.R. 3013. 
neutron radiation, DNA radiolysis 10241. 
neutron radiation, DNA repair, double-stranded breaks, cells 2301. 
oligodeoxyribonucleotides, changes, sites specificity 3045. 
unscheduled DNA DNA biosynthesis, assays, hepatocytes, rats 10596. 
vidarabine, cytarabine, aphidicolin, DNA repair, DNA-directed DNA polymerase, 
CHO cells 1690. Q 
Radiation, 
DNA breaks, models 3184. | 
DNA repair comparison, Cockayne syndrome, U.V. radiation, sunlamps, xeroderma | 
pigmentosum, fibroblasts 679. 
dose-response effects, DNA breaks, buffer composition 9305. 
+ Radiation, 
aii locus, insertion, G-repeats, hamsters 4223. 
chromosome aberrations, risk assessment, methodology, fluorescence, rapid 
hybridization analysis 4202. 
DNA damage, DNA repair, mating types switching, swi gene, rad gene, mutation 
effects on, Schizosaccharomyces pombe 4701. 
DNA, leukocytes surface, monkeys 6180. 
DNA repair, tissues, mice 2684. 
DNA strands breaks, cell death, correlation, aminothiols radioprotection, CHO 
cells 10336. 
DNA strands breaks, rejoining kinetics, assays, cells, man 10294. 
effects on DNA biosynthesis radiosensitivity, cell lines, tumors, man 10638. 
effects on DNA damage, U.V. radiation, chromatin, fibroblasts, man 2960. 
effects on DNA methylation, cell lines 7157. 
effects on DNA, spectroscopy 6178. 
effects on DNA+ proteins cross-linking, comparison, cells, mice 9361. 
effects on RNA biosynthesis, chromatin structure, transcription, cells 10192. 
mutagenesis, ruvA gene, ruvB gene, umuC gene effects on, Escherichia coli 7156. |, 
mutation, aprt gene, DNA nucleotide sequence, hamsters 8486. 
pyrimidines nucleosides, cyclopyrimidines formation 3025. 
radiolysis, comparison high-intensity U.V. radiation photolysis, DNA damage, 
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reviews 9011. 
Baicare 
ah NA Ramage, tetracycline antibiotics 2344. 
‘Midioactive labelling, 


iP hrysin, naringenin, effects on nod gene, Bradyrhizobium japonicum 9717. 
“DNA biosynthesis, Okazaki fragments, Escherichia coli 7593. 
q} INA, probes, hybridization analysis, Streptomyces 7320. 
“Sgnethodology, oligodeoxyribonucleotides probes, gene libraries screening 9080. 
s)\n-line DNA detection systems, automated methods, role nucleotide sequence 
@ determination methodology 9277. 
idiolysis, 
utron radiation, DNA 10241. 
» radiation, comparison high-intensity U.V. radiation photolysis, DNA 
| damage, reviews 9011. 
dioprotection, 
Miminothiols, DNA damage, cells survival 2351. 
INA, models 2352. 
9) NA repair, reviews 2695. 
hniols, DNA, reviews 2347, 2350. 
Wdioprotective agents, 
© B)ffects on DNA damage, ionizing radiation exposure, lymphocytes, man 2349. 
e\iffects on DNA damage, reviews 2348. 
‘eedioresistance, 
i pduction, Escherichia coli transformation, DNA fragments, cloning, cosmids 
construction, Deinococcus radiodurans 7862. 
duction, Escherichia coli transformation, DNA, gene libraries, cloning, 
f), Deinococcus radiodurans 7861. 

‘diosensitivity, 

DNA biosynthesis inhibition relationship, cell lines 6179. 

‘Hinose permease, 

i: Ros lene, nucleotide sequence, Escherichia coli 6241. 
cells, 
NA topoisomerase, purification, structure, man 10869. 
i-myc gene proteins, DNA replication origin, Burkitt's lymphoma, man 7591. 
jan spectroscopy, 
DNA, nicking, supercoiling, ColE1, Escherichia coli 2649. 
YNA, Z-form, kinetics 9333. 
na, 
ibonuclease, superfamily, secretions, evolution, reviews 7897. 
J.V. radiation, DNA breakage, cell lines 2304. 
na catesbeiana, 
airoopiomelanocortin cDNA nucleotide sequence, homology 3320. 
aiina pipiens berlandieri, 
brain, kainate-binding protein genes, cDNA nucleotide sequence, amino acid 
sequence predictions 4350. 
ina temporaria, 
H#=urope, eye lens cE-cCrystallin, homology, amino acid sequence, cDNA 
| clones, prostaglandin F synthase 537. 
\P1 protein, 
Winding enhancers RNR2 gene, Saccharomyces cerevisiae 6704. 
Minding promoters PGK gene, Saccharomyces cerevisiae 6690. 
Winding sites, binding telomere binding activity protein, telomeres, 
_ Saccharomyces cerevisiae 9994. 
Mole DNA loops formation, HML gene, mating types, Saccharomyces cerevisiae 
5 3 1952. 
if ‘similarity ABF1 protein, ABF1 gene nucleotide sequence, Saccharomyces 
9), cerevisiae 3475. 
phanus sativus, 
4tp6 gene, disruption, generation, reading frame, mitochondria genomes, 
cytoplasm, males sterility 8822. 

DNA nucleotide sequence, ribulose-bisphosphate carboxylase genes 1207. 
/RNA genes, methylation, nucleotide sequence, repeated sequence 7079. 
\s protein, 

‘elated proteins, isolation, association cytochrome b, DNA nucleotide 
hh sequence, leukocytes (neutrophilic) 2466. 
ot Ss, 

acetyl-CoA acetyltransferase precursors, CDNA nucleotide sequence, 
| mitochondria 8606. 
iN-2-acetylaminofluorene effects on DNA methyltransferase activity, 

%} measurements, tissues 10884. 

§\-2-acetylaminofluorene treatment, DNA repair inhibitors effects on adducts 

4)' levels+DNA biosynthesis, hepatocytes 10615. 

acetylcholine receptors, cDNA nucleotide sequence, skeletal muscle 2367. 

acetyicholine receptors mRNA regulation, denervation, muscles 3161, 

) acid phosphatase genes, cDNA nucleotide sequence, liver lysosomes 7453. 
nt acyl-peptide hydrolase cDNA nucleotide sequence 3284. 

adenosinetriphosphatase cDNA nucleotide sequence, homology, liver 4323. 
~@adenosylhomocysteinase cDNA, mutagenesis, NAD, binding sites, expression, 
Escherichia coli 8839. 

5-adenosylmethionine + S-adenosylhomocysteine+DNA methylation levels, 
8 methapyrilene+analogs diet, liver 2626. 

adenovirus E1B gene, role transformation, H-ras gene 6848. 

denovirus (human) 5, E1A, 12S protein, induction DNA synthesis, induction 
4 growth factors, immortalization epithelial cells, rats 1685. 

aging det effects on DNA repair, cells 9708. 

umMin genes, promoters, gene expression 1720. 
salbumin mRNA precursors, splicing, exons skipping, characterization 9245. 
ra albumin promoters+APF/HNF1 binding, elements, characterization, 
mutation+ methylation effects on 4951. 
ue i Halbumin promoters, nucleotide sequence, elements 5165. 
Ae ‘alcohol dehydrogenase, genes, transcription enhancement, gene expression, gene 
regulation 5739. 
_ Falcohol sulfotransferase cDNA nucleotide sequence, homology, liver 9508. 
(# Maldehyde dehydrogenase cDNA nucleotide sequence, MRNA regulation 3633. 
aldehyde dehydrogenase (NAD *), mRNA 5'-terminus role, translation 
inhibition, liver 10105. 
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“4 jg alkaline phosphatase, cDNA nucleotide sequence, intestine 7410. 
a /'0 6-alkylguanine-DNA alkyltransferase inhibition, DNA repair, antineoplastic 
a" drugs effects on 2694. 
10 6-alkyiguanine-DNA alkyltransferase, purification, amino acid sequence, 
z liver 7939. 
Palpha myosin heavy chains, cDNA nucleotide sequence, heart 3500. 


amine oxidase (flavin-containing), cDNA nucleotide sequence, liver 1569. 
a ) AMP deaminase, genes, nucleotide sequence, comparison 10459. 
} a1-antitrypsin genes, cDNA nucleotide sequence 8338. 
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apolipoprotein B mRNA, editing reaction, nucleotide sequence requirements, 
cells, liver 9216. 
apolipoprotein B mRNA, editing systems, nucleotide sequence requirements, 
hepatocytes 8181. 
apolipoprotein B mRNA expression, splicing, tissues 101. 
apolipoprotein C-| cDNA nucleotide sequence, liver 3562. 
aspartate aminotransferase genes, cDNA nucleotide sequence 8298. 
aspartate aminotransferase genes, promoters, nucleotide sequence, 
transcription initiation sites 8712. 
atrial natriuretic hormone gene expression, ventricle, blood pressure 6119. 
5-azacytidine effects on, DNA biosynthesis, protein biosynthesis, chromosomes 
structure, pituitary cells 10633. 
azidothymidine + oligodeoxyribonucleosides extraction, prostate 2044. 
bleomycin DNA interactions, comparison, liver 8242. 
bone cells, identification, proteins, antibodies screening, cDNA nucleotide 
sequence 563. 
brain, cDNA clones, nucleotide sequence, fructose-bisphosphate aldolase MRNA 
39. 
Bee, cDNA clones, nucleotide sequence, glucose-transporter proteins 1248. 
Brajtebore: vasopressin MRNA polyadenylation, development 2186. 
-transporting ATPase mRNA, expression, characterization, nucleotide 
pe heart 9210. 
calbindin D cDNA nucleotide sequence, expression, evolution, brain 380. 
calbindin, hormones, regulation, brain, kidney 752. 
calcium effects on DNA damage, liver 2316. 
calmodulin genes, cDNA nucleotide sequence 1667. 
carbonate de Webco clones, cDNA nucleotide sequence, muscles 3265. 
carcinogens effects on DNA damage+ ornithine decarboxylase, carcinogenesis 
promotion, liver 5145. 
carcinogens effects on tRNA+methionine interaction, liver 10090. 
a-casein+ a-lactalbumin gene expression regulation, basement membranes 
components, mammary gland 3798. 
casein+a-lactalbumin mRNA levels, diet regulation, lactation, mammary 
gland 3167, 3167. 
catalase genes, cDNA nucleotide sequence, transcription start points, liver 
3378. 
catechol methyltransferase genes, cDNA nucleotide sequence, liver 3630. 
catechols effects on DNA biosynthesis, ornithine decarboxylase induction, 
stomach 10639. 
cathepsin H genes, structure 7419. 
cattle, y-aminobutyric acid receptors 8 chain genes, cDNA nucleotide 
sequence 1310. 
cattle, dopamine receptors genes, cDNA nucleotide sequence 6371. 
cattle, homology, nucleotide sequence, B-casein genes 1621. 
cattle, Saccharomyces cerevisiae, comparison, proteins sequence homology, 
cytochrome P450 families 25. 
cell proliferation, nuclei matrix antigens, spermatogenesis, testes 10890. 
99999999 characterization, autoantigens immunoblots, cDNA clones, tissues 
specific expression 1946. 
chickens, man, mice, comparison, cDNA amino acid sequence, -tubulin 639. 
cholesterol 7a-monooxygenase cDNA nucleotide sequence, expression, liver 
4333. 
chromatin+histone H1 binding, structure, cooperativity, liver 9938. 
chromatin degradation, gel electrophoresis, nuclei, liver 10944. 
chromogranin A like precursors, 6-granin, pancreastatin, cDNA nucleotide 
sequence, pancreas 6609. 
cisplatin+ DNA adducts levels, enzyme-linked immunosorbent assay 10262. 
cisplatin, drug resistance mechanisms, ROT 68/C1 cells, ovary carcinoma cell 
lines 3708. 
een effects on nucleoproteins+DNA crosslinking, cells, skeletal muscle 
10895. 
colchicine + vincristine effects on DNA biosynthesis, liver, regeneration 10635. 
colipase, cDNA nucleotide sequence, lipids diets, pancreas 9449. 
ee promoters nucleotide sequence, 1,25-dihydroxycalciferol regulation 
582. 


collagen type II, genes, transfection, expression, regulation 9770. 

conservation, nucleotide sequence, glucose-regulated protein genes, hamsters 
624. 

corticosteroids receptors+heat shock proteins hsp90 interaction, binding sites 
10961. 

C4P2D gene, families, analysis, deficiency, debrisoquine 4-hydroxylase 7474. 

creatine kinase genes, regulatory nucleotide sequence, enhancers 
identification, muscles 8501. 

y-crystallin genes, nucleotide sequence, homology comparison, eye lens 
3380. 

y-crystallin genes, promoters, nucleotide sequence, eye lens 9438. 

3',5'-cyclic-nucleotide phosphodiesterase cDNA nucleotide sequence, 
regulation, hormones+cyclic AMP effects on, cells 3327. 

3',5'-cyclic-nucleotide phosphodiesterase cDNA nucleotide sequence, gene 
families, testes 8631. 

pL ad gene families, cDNA nucleotide sequence, mapping, regulation, 
iver 

cystatin C, cDNA nucleotide sequence, brain 7456. 

cytochrome c genes, gene expression, activity, Saccharomyces cerevisiae 8857. 

cytochrome P450, cDNA nucleotide sequence 4556. 

cytochrome P450 cDNA nucleotide sequence, liver 3631. 

cytochrome P450, cDNA nucleotide sequence, testes 1567. 

cytochrome P450 genes, nucleotide sequence, splicing mRNA generation, liver 
2375. 

cytochrome P450b cDNA transfection, cytotoxicity, 2-acetylaminofluorene 
sensitivity, fibroblasts, mice 10716. 

cytochrome-c oxidase cDNA nucleotide sequence, heart 3290. 

cytochrome-c oxidase cDNA nucleotide sequence, liver, fetuses 3291. 

cytochrome-c oxidase mRNA levels, stimulation, skeletal muscle 2190. 

cytochrome-c oxidase subunits Via" (Vb), CDNA nucleotide sequence, liver, 
brain 3522. 

dehydroepiandrosterone effects on DNA+aflatoxin B1 binding, inhibition 10265. 

bag ng es (apurinic or apyrimidinic) receptors complex, assays, liver 

5. 

deoxyribonuclease, proofreading exonuclease activity, isolation, purification, 
liver 4906. 

deoxyribonuclease properties + purification, nuclei, liver 9837. 

7H-dibenzo(c,g)carbazole+DNA RNA binding 10264. 

DNA + 2-amino-3-methylmidazo(4,5-f)quinoline binding, sulfotransferase + sulfate 
levels effects on, rats 10305 
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DNA+7,12-dimethylbenz(a)anthracene adducts formation, sodium selenite effects 
on, mammary gland 9366. ae roby ; 

DNA+6-hydroxymethylbenzo(a)pyrene adducts, activation, reactivation, liver 
9353. 

DNA+4-(methyInitrosamino)-1-(3-pyridy!)-1-butanone adducts formation, 
inhibition, tumorigenicity, phenethyl isothiocyanate treatments, lung 9369. 

DNA 8-hydroxydeoxyguanosine formation, proliferator treatments, liver 9345. 

DNA, didemetuylenabis-(2-chloroaniling) erivatives, interactions, liver 2326. 

DNA 7-methyiguanine adducts, methylation, analysis, high-performance liquid 
chromatography, liver 8250. 

DNA adducts, benzo(a)pyrene bioavailability, lung 3190. 

DONA adducts detection, N-nitrosopyrrolidine treatments, liver 9280. 

DNA adducts, I-compounds, choline diet, liver 2330. 

DNA adducts role, N-hydroxy-2-acetylamino fluorene jnduction, liver 9379. 

DNA alkylation, 1-n-propyl-1-nitrosourea treatment, O°-alkylguanine-DNA 
alkyltransferase activity, thymus 9396. 

DNA biosynthesis effects on, sodium chloride stimulation, calcium chloride 
inhibition, stomach 10626. 

DNA biosynthesis inhibition, thermal injury, liver 9685. 

DNA biosynthesis, inositol phosphates formation, neurokinin A+substance P 
stimulation, smooth muscle cells 2699. 

DNA carcinogens interactions, methionine, liver 2297. 

DNA content, TCDD, PCDD, effects on, liver, kidney 8694. 

DNA damage+DNA repair production, N-nitrosobis(2-oxopropyl)amine activation, 
pancrease 9373. 

DNA damage, alkaline elution assays, stomach, methodology 10232. 

DNA damage, diet induction, nucleotides metabolism, lymphocytes 9332. 

DNA damage, 2-phenyl-1,4-benzoquinone levels, correlation, sodium 
0-phenylphenate diets, urinary bladder 9402. 

DNA degradation, gossypol, deoxyribonuclease EcoRI, deoxyribonuclease Alul, 
liver 10252. 

DNA fluoranthene adducts formation, hemoglobin binding, tissues 10304. 

DNA, gene transfer, chloramphenicol acetyltransferase genes, transfection, 
rats, hepatocytes 3813. 

DNA methylation, carcinogenesis, liver 9620. 

ONA, non-B form, L1 elements insertion 10542. 

DNA nucleotide sequence changes, tissues specificity, development, brain 10497. 

DNA repair reduction, carcinogenesis, liver 8689. 

DNA repeated sequence, DNA scri proteins, affinity, characterization, liver 
10986. 

DNA strands breaks induction, crocidolite asbestos treatment, cells 10288. 

DNA strands breaks, unscheduled DNA biosynthesis, caprolactam+benzoin effects 
on, hepatocytes 6175. 

DNA topoisomerase activity stimulation, vasopressin, thrombin, Bordetella 
pertussis, toxins, effects on, cells 10862. 

DNA-binding protein, binding domains, thyroglobulin promoters 10950. 

DNA-binding protein+tyrosine aminotransferase genes interaction, 
characterization, liver 4952. 

DNA-directed DNA polymerase a, properties, purification, liver, comparison 
9864. 

DNA-directed DNA polymerase mRNA size+levels, liver 9863. 

fstab RNA polymerase |+DNA-directed RNA polymerase II activity, aging, 

rain 6929. 

DNA-directed RNA polymerase |! transcription factors, DNA dependent 
adenosinetriphosphatase activity, TATA region promoters, liver 10985. 

cDNA clones, amino acid sequence, insulin-like growth factor Il receptors 968. 

cDNA nucleotide sequence, cytochrome-b5 reductase 486. 

cDNA nucleotide sequence, fibroblast growth factor genes 1186. 

cDNA nucleotide sequence, genes, neurotensin, neuromedin N 607. 

cDNA nucleotide sequence, heart myosin light chains genes 1239. 

cDNA nucleotide sequence, ribosomal protein L27, liver 460. 

cDNA nucleotide sequence, serine dehydratase MRNA, liver 534. 

cDNA probes, mitochondria genes, nucleotide sequence, hepatocytes 2392. 

DNA + aflatoxin B1 binding, diet+ administration routes effects on 2335. 

DNA -+aflatoxin B1 binding, inhibition, mechanisms, phenobarbital treatments, 
liver 9395. 

DNA+benzo(a)pyrene adducts, preparation, hepatocytes 2331. 

DNA-+ lipid peroxidation products interaction, liver 2346. 

DNA+mercaptobenzothiazole binding, characterization, tissues 10272. 

DNA+RNA oxidation damage, 2-nitropropane effects on, liver 10309. 

dopamine D2 receptors, characterization, cDNA, expression, Mammalia cell lines 
7887. 

dopamine D2A receptors, nucleotide sequence, splicing 10372. 

dopamine receptors genes, cDNA nucleotide sequence, brain 9436. 

dunce gene, 3',5'-cyclic-nucleotide ios oh eecabe sensitivity, RO 
20-1724, rolipram, homology, Drosophila melanogaster 10515. 

dynorphin+enkephalins+proopiomelanocortin precursors, gene expression, MRNA 
splicing, testes 4163. 

effects son pyruvate kinase gene expression, glucose, fructose, transcription, 
rats 0. 

piongeion factor EF-2 heterogeneity, phosphorylation, ADP-ribosylation, liver 

embryo fibroblasts, purines pyrimidines sequence, transfection 
polydeoxyribonucleotides, induction transformation, inhibition, c-H-ras gene 
794, 


enkephalins precursors genes, gene expression, testes 2836. 

enoyl-CoA hydratase cDNA nucleotide sequence, peroxisomal f-oxidation 
systems homology 4326. 

c-erbA gene, cDNA clones, 3,5,3'-triiodothyronine receptor gene expression 88. 

ferritin synthesis, translation regulation, effects on, diets iron, liver 9266. 

a-fetoprotein gene expression, enhancers, dexamethasone effects on, 
regulation, liver 8705. 

fibrinogen cDNA nucleotide sequence, evolution, homology 3393. 

fibroblast growth factor (acidic) mRNA detection, reverse transcription 
polymerase chain reaction, methodology 10699. 

fibroblast growth factor, cloning cDNA nucleotide sequence, mRNA tissues 
distribution, ovary 199. 

c-fos gene mRNA, lymphoma cells 8814. 

fructose-bisphosphate aldolase genes expression, transcription factors role, 
development, liver 5046. 

oe genes, cDNA nucleotide sequence, amino acid sequence, liver 

jouser hydratase, cDNA nucleotide sequence, mitochondria, cytosol, liver 

gap junctions genes, proteins, connexin-32, structure 3267. 
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gene 33, cDNA nucleotide sequence 197. % 

gene 33, cDNA, nucleotide sequence, mRNA, promoters activity 3551. 

genes, atrial natriuretic hormone, expression, ventricle 4901. 

genes, G+C content, codons use, relationships 3573. __ 

genes, glucocorticoids responsiveness, induction, transcription, hepatocytes 
9727. 

genes, malic acid enzymes, structure 8492. 

genes, protein B23, nuclei, nucleotide sequence 8821. 

genes, senescence markers proteins, structure, regulation, promoters 9517. 

genes, substance K receptors, characterization, MRNA 8337. 

B-globin genes, cDNA nucleotide sequence 4625. 

6-globin genes, nucleotide sequence 3292, 3586. 

B-globin genes, nucleotide sequence, variation, comparison 3383. 

a@2y-globulin, albumin, mRNA, transport factors, hybridization 
analysis, liver 9262. 

glucocorticoids effects on 6-phosphofructo-2-kinase+ fructose 2,6-bisphosphate 
genes, nucleotide sequence, regulation, hepatocytes 9754. 

glucocorticoids receptors+glucocorticoid response elements binding, 
cooperativity, characterization, liver 7981. 

glucocorticoids receptors mRNA regulation, cyclic AMP effects on, mechanisms, 
hepatocytes 9225. 

glucocorticoids receptors, RNA binding, characterization, liver 2979. 

glucocorticoids receptors, TCDD receptors, DNA-protein interactions 9972. 

glucocorticoids receptors, zinc binding finger structure definition 
site-directed mutagenesis, transcription factors 2997. 

glucose-6-phosphate dehydrogenase genes, cDNA nucleotide sequence 1662. 

8-glucuronidase genes, transfection man fibroblasts, mucopolysaccharidosis 
type VII 9816. 

glutaminase, Gls gene, cDNA, mapping, localization, chromosomes 7525. 

y-glutamyltransferase cDNA nucleotide sequence, mRNA expression, kidney 
8165. 

glutathione transferase mRNA changes, localization, aging, cells, testes 10706. 

glutathione transferase P genes, structure, function analysis, phorbol 
12-myristate 13-acetate diester sequence, GPE! enhancers 7457. 

glutathione transferase Yb1 subunit, genes, nucleotide sequence, liver 9479. 

glycoprotein B-galactosyltransferase, isoprenaline induced transcription, 
inhibition, cycloheximide, actinomycin D, parotid gland 702. 

B2-glycoprotein | cDNA nucleotide sequence 3574. 

growth hormone genes, repressors nucleotide sequence, DNA-binding protein 9738% 

growth hormone genes, thyroid, response elements 8823. 

growth hormone receptors gene expression regulation, liver 8763. 

guanylate cyclase, cDNA nucleotide sequence, lung 1556. 

guanylate cyclase receptors, cDNA nucleotide sequence, brain 4618. 

H" -transporting ATP synthase genes, gene expression, heart mitochondria, 
cDNA nucleotide sequence, homology, cattle 9445. 

Ha-ras gene, mutation, transformation, 7,12-dimethylbenz(a)-anthracene, 
epithelium cells 8794. 

c-Ha-ras gene promoters, transcription activity, suppressor effects on, 
identification 6537. 

heat shock genes, c-fos gene, c-myc gene, gene expression, induction, 
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AlcDNA nucleotide sequence, Glycine max 9435. 
‘Si2plicase, 
q ae NS2, RNA stem-loop structure, mathematical models, homology 7065. 
2plication, 
Mp antigen T, protein phosphatase 2A, activation, SV40 9696. 
q / chromosomes maintenance, autonomously replicating sequence, telomeres, 
Saccharomyces cerevisiae 943. 
1) cowpea chlorotic mottle virus, RNA, nucleotide sequence 4092. 
/DNA, acyclic adenosine analogs effects on, inhibition, DNA- -binding protein 
E i role, adenovirus 5666. 
of AB) DNA biosynthesis, timing, DNA sites methylation, Escherichia coli 5649. 
DNA, nucleotide sequence, termination sites, homology, plasmid R6K, 
Escherichia coli 1593. 
FDNA, phage i, heat shock proteins, effects on nucleoproteins, Escherichia 
_ coli 4685. 
.; B/DNA, phage \, nucleoproteins assembly, Escherichia coli 4684. 
A DNA, site location, Escherichia coli 7176. 
DNA viruses, characterization, reviews 8006. 
hybridization analysis, tus gene, Escherichia coli, inversion, genes 9536. 
@ inhibition, human immunodeficiency virus 1, RNA-directed DNA polymerase, 
' hybrids, oligonucleotides, cleavage 8897. 
} inhibition, termination, tus gene, DNA biosynthesis, Escherichia coli 9673. 
§ initiation, DNA, viruses, reviews, productive infection comparison latency 
' 1686. 
‘lymphocytes T, activation, mutants, polymerase chain reaction, human 
immunodeficiency virus 1 9697. 
) origin, containing cloning vectors, construction, Saccharomyces cerevisiae 


yum ii ; origin deletion analysis, phage 14, Escherichia coli 4683. 
-% origin, displacement loop, DNA, oocytes, Strongylocentrotus purpuratus 6023. 
jn ' origin, Epstein-Barr virus shuttle cloning vectors, improvements 10750. 
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Origin, initiator protein binding, cooperativity, mutation, phage f1 10601. 
# origin, mapping, nucleotide sequence, DNA, bacteria 9416. 
origin, recombinant plasmids, replication timing, copy number control, DNA 
“M_ biosynthesis, bacteria 9672. 
origin, transcription, identification RNA Y, RNA X, repA gene transcripts, 
| plasmid pSC101 6090. 
origins of, DNA fragments, nucleotide sequence, man 1708. 
origins, oriP, Epstein-Barr virus, DNA biosynthesis initiation+ termination 
» sites 1687. 
_ phage P1 prophages lytic replicon, role plasmids replicons maintenance, 
| Escherichia coli 6643. 
plasmid pMU720, copy number control regulation, role countertranscript RNA 
5648 
one Rts1, role RepA protein, repA gene mutation, Escherichia coli 6640. 
NA biosynthesis, up-regulation, Rev protein, polymerase chain reaction, human 
immunodeficiency virus 1 9751. 
RNA, role, NS protein, N protein, immunoprecipitation, vesicular stomatitis 
virus 10197. 
sites mapping, DNA, mammalian cells 2628 


‘Givariable number tandem repeat, telomeres, X chromosome, Y chromosome, man 9934. 


Biochemistry Abstracts 2 vol. 20 


Replication, (continued) 
size+rates, DNA replication forks, S phase, carcinoma, cells, man 2710. 
$V40, DNA-binding protein induction bending replication origin, 
characterization complex 1956. 
termination, DNA biosynthesis, chromosomes, Bacillus subtilis 9674. 
termination proteins, Escherichia coli, helicase, inhibition 7049. 
termination, structure, conformation, chromosomes, Escherichia coli 9675. 
timing, DNA, cell cycle, development, Acanthamoeba castellanii 653. 
‘eee DNA biosynthesis, heat stress effects on, Salmonella typhimurium 
Replication factor-A, 
proteins, DNA unwinding activity, SV40 origin of replication, ONA 
topoisomerase, Saccharomyces cerevisiae 4929. 
Replication factor-C, 
DNA biosynthesis, role, comparison, cells, man, phage T4 10598. 
Replication forks, 
chromosomes, nucleotide sequence, Bacillus subtilis 6300. 
DNA pace dbs enzymatic activity, phage T4 gene 4 proteins, Escherichia 
coli 663. 
DNA biosynthesis termination, role tus gene, Escherichia coli, reviews 5001. 
DNA helicase activity, DNA biosynthesis, phage T4 5936. 
DNA, replicons size, correlation, roots, Gramineae 9683. 
pUReC ICS gel electrophoresis, DNA biosynthesis, Escherichia coli 5653, 
replication size+rates, S phase, carcinoma, cells, man 2710. 
Replicative intermediates, 
DNA, cell culture, proteins, role, Aleutian disease virus 9695. 
nucleoproteins, herpes simplex virus, deoxyribonuclease, capsids 8881. 
RNA, isolation, RNA biosynthesis, citrus exocortis viroid infection, Gynura 
aurantiaca 5121. 
Replicons, 
cloning, plasmid pCG86, miniplasmids, Escherichia coli 6678. 
clusters ligation, chromosomes DNA, temperature effects on, HeLa cells 6478. 
formation, mRNA, replication, RNA biosynthesis, minus-strand RNA, 
transmissible gastroenteritis virus 2170. 
pled ie ah nucleotide sequence, DNA biosynthesis, Saccharomyces cerevisiae 
2 


lytic replicon replication, phage P1 prophages, role plasmids replicons 
maintenance, Escherichia coli 6643. 

nucleotide sequence, incFVII gene, plasmid pSU233, plasmid pSU316, 
hybridization analysis, Escherichia coli 6384. 

oriC region, phage G4, mutation, Escherichia coli 6645. 

phage M13 DNA homology, arp gene role, Escherichia coli 671. 

RepFIB replicon, nucleotide sequence, plasmid IncF, Escherichia coli 3222. 

L replicon, isolation, characterization, c1 gene, Escherichia coli 412. 

replicon pUB110, nucleotide sequence, DNA replication, oriL, Bacillus subtilis 
296. 

L replicon, P53 promoter, P1 repressor, phage P1, Escherichia coli 726. 

size, replication forks, DNA, correlation, roots, Gramineae 9683. 

Repressors, 

Arc repressor, DNA-binding protein, dissociation, unfolding, phage P22 3965. 

Arc repressor, DNA-binding protein, structure, NMR, phage P22 10965. 

Arc repressor, Mnt repressor, Tra Y proteins identification, homology 10969. 

binding gal gene, ethylation operators effects on, DNA, Escherichia coli 2296. 

catM gene coding, nucleotide sequence, open reading frames mapping, inhibition 
gene expression, catechol 1,2-dioxygenase catA gene, muconate cycloisomerase 
catB gene, Acinetobacter calcoaceticus 5401. 

cl-repressor binding, operators, phage \ 5997. 

Cro protein, DNA operators, interaction, nucleotide sequence specificity 2965. 

cro repressor crystals organization, DNA length, phage \ 5993. 

DNA binding, arc operator, Escherichia coli 3964. 

DNA recognition, phage 434 3974. 

Escherichia coli, phage Mu mom operon 994. 

ye Ae purification, translation requirements, wheat germ, liver, rabbits 

11 

galactose repressor, binding, DNA-directed RNA polymerase binding, gal gene, 
DNA bending, Escherichia coli 1993. 

gene regulation, pnuC gene, nicotinamide mononiucleotides transport systems, 
Salmonella typhimurium 5358, 

genes, containing plasmid pCZA126, use transposons selection, Streptomyces 
lividans 6783. 

B-globin genes, gene expression, man 4724. 

hutC gene coding, recognition sites mapping, hut ge ne, Pseudomonas putida 5383. 

isolation, characterization, binding immF region, phage ©105, Bacillus 
subtilis 5984. 

korB locus coding, gene regulation, Streptomyces 5734. 

lac gene, gene regulation, gene expression, mammalian cells 6752. 

lac repressor+ deoxyribonuclease EcoRI complex, stability, hydrophobicity role 
9933. 

lac repressor+ operators complex, interaction, molecular dynamics, N.M.R., 
Escherichia coli 5152. 

lac repressor, bending DNA, plasmid pBend2, Escherichia coli 1968. 

lac sepresse, crystallization, structure, X-ray crystallography, Escherichia 
coli 8997. 

lac repressor deoxyribonuclease IV, hybrid proteins synthesis, DNA 
conformation probes 10998. 

lac repressor, DNA structure, probes, deoxyribonuclease IV specificity, hybrid 
proteins 10553. 

lac repressor, DNA unwinding measurements, gel electrophoresis 9356. 

lactose repressor, hinge region, mutation, effects on DNA binding, Escherichia 
coli 7984. 

lactose repressor, mutants, recognition lactose operator, Escherichia coli 
1992 

lactose repressor, phage \, recognition helices, DNA nucleotide sequence 
recognition, Escherichia coli 1743. 

LexA repressor, DNA, poly[d(A-T)], interaction, C.D. 8960. 

LexA repressor proteolysis, DNA effects on, RecA protein, 
polydeoxyribonucleotides interaction, Escherichia coli 7960. 

met gene, cooperation binding promoters, met gene, trp gene, Escherichia coli 
4989. 

Met repressor, crystals, X-ray diffraction, Escherichia coli 6965. 

Met repressor, tertiary structure, 1.7 angstrom resolution, X-ray 
crystallography, Escherichia coli 4996. 

Mnt repressor. DNA binding regions, identification, phage P22 255. 

mutation effects on recognition, tet operator, bacteria 1858. 

nucleotide sequence, growth hormone genes, DNA-binding protein, rats 9738. 

operators, transcription, LexA gene, transfection, mammalian cells, 
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Repressors, (continued) 
Escherichia coli 1797. : 
phage \, monoclonal antibodies production+characterization 3675. 
phage \, nucleotide sequence recognition, DNA proteins interaction 6970. 
phage \+DNA-directed RNA polymerase interaction, PRM operator, PR 
promoter, mutation, Escherichia coli 3896. 
phage D108 gene expression, Escherichia coli 676. : 
phage \+monoclonal antibodies binding, mutation analysis 3676. 
phage 434, DNA binding domains, carbon-13 labelling, N.M.R. 3186. 
\ repressor, N-terminus domains cores packing, phage \ 1975. 
similarity homeobox transcription factors, Oct-2 protein, NFIII protein, 
reviews 3979. : ; 
superrepressors, trp repressor, operators binding, purification, properties, 
Escherichia coli 10970. 
Tet repressor, binding tet gene operators, induction DNA bending, transposon 
Tn10 4983. 
Tet repressor proteins, tet operator, tetracycline, complex, thermal 
denaturation, gel electrophoresis 9998. 
translation, S4 protein, recognition mRNA pseudoknot structure, Escherichia 
coli 1046. 
Trp repressor binding, 8-anilino-1-naphthalene sulfonic acid, tryptophan, 
Escherichia coli 7665. 
trp repressor, DNA binding, gel electrophoresis, pH effects, dissociation 
constants, Escherichia coli 8983. 
Trp repressor mutation, DNA-binding protein, effects on adherence, Escherichia 
coli 7963. 
ger crac 
NA, confirmation, gel electrophoresis 2651. 
DNA, gel electrophoresis models 3648. 
DNA separation, gel electrophoresis dynamics 9300. 
Resins, 
AG501-X(D), formamide deionization 2283. 
Resolvase, 
res gene complex, gel electrophoresis, transposon y8 1170. 
site-directed mutagenesis, introduction cysteine, incorporation mercury, 
crystallization, transposon y5, transposons 6809. 
transposon Tn3, mechanisms, transposition, Escherichia coli 5935. 
transposon Tn3, recombination reactions, Escherichia coli 5834. 
Respiration, 
aerobic conditions, anaerobic conditions, gene regulation, Cob! operon 
transcription, cyanocobalamin biosynthesis, Salmonella typhimurium 6683. 
genes cloning, Bradyrhizobium japonicum 852. 
Respiratory burst, 
activity, methodology, leukocytes (neutrophilic), books 1998. 
NADPH oxidase genes, cDNA nucleotide sequence, amino acid sequence 
predictions, leukocytes (neutrophilic), man 3391. : 
ie faded Ein rim syndrome, 
reviews, Mustela, infection, hybridization analysis, Aleutian disease virus 
10402. 
Respiratory, syncytial virus, 
1B protein, 1C protein, N protein, genes, RNA nucleotide sequence 2142. 
fusion protein genes, cDNA nucleotide sequence, antigenic determinants, fusion 
protein, antisera 10164. 
F protein, alkaline phosphatase, transposon TriphoA, fusion, membranes 
topology, nucleotide sequence 3463. 
Restriction endonuclease mapping, 
amino acid sequence, sr gene, nucleotide sequence, genes, Streptococcus mutans 
10382. 
antigen K88 genes, cloning, Escherichia coli 4846. 
bphABC gene complex, bph operon, chromosomes, 99999999, PCB catabolism, soil 
isolates, bacteria 5413. 
Brucella abortus, DNA 136. 
chromosomes, Staphylococcus aureus 9413. 
chromosomes, Thermococcus celer 6246. 
circular chromosomes, genomes, Rhodobacter sphaeroides 5359. 
clinical aspects, epidemiology, digestive enzymes, Neisseria meningitidis, 
strains 7380. 
cloning, DNA, proviruses, bovine immunodeficiency-like virus 253. 
cloning, ipa gene, virF gene regulation, hemolysis, Escherichia coli 4725. 
cloning, simian immunodeficiency virus, Cercopithecus aethiops isolates 9562. 
comparison gene mapping, chromosomes, Escherichia coli 9408. 
cytomegalovirus (equine), DNA 4530. 
D-type particles proviruses DNA, cloning, homology simian immunodeficiency 
virus 4085. 
DNA, adenovirus feanine), nucleotide sequence, cloning 5474. 
DNA cleavage, O*-methylguanine sites 9628. 
DNA, coronatine, chromosomes regions, Pseudomonas syringae 7361. 
DNA, gas gangrene, Clostridium perfringens 7346. 
DNA, genomes, clinical isolates, adenovirus (human) 3 2630. 
DNA, homology, Brucella abortus 218. 
DNA, hybridization analysis, repetitive sequence, Mycobacterium leprae 256. 
DNA, hybridizationanalysis, Rhizobium galegae 5382. 
DNA, isolates, cervix, tumors, papilloma virus (human) 16, phage \ 10400. 
DNA, isolation, mitochondria, Beauveria bassiana 7141. 
DNA, papilloma virus (human) 11, clinical isolates, warts, penis foreskin 
implants, nude mouse 379. 
DNA probes, typing, Mycobacterium bovis, Mycobacterium tuberculosis 4302. 
DNA, self integration, accumulation, human immunodeficiency virus 1, 
persistent infection, monocytes cell lines 9561. 
DNA, typing, Frankia, Myrica pensylvanica nodules isolates 7383. 
DNA-binding protein, herpes simplex virus 1, gene regulation, |CP4 protein 
10956. 
DNA-directed DNA polymerase polB gene, cloning, Escherichia coli 3874. 
DNA+ phosphorothioate, deoxyribonuclease hydrolysis inhibition, phage M13 4206. 
exodeoxyribonuclease VII applications 2870. 
field inversion gel electrophoresis, eT d clones, methodology 9601. 
ganglia, mice, herpes simplex virus 1, RNA, transcripts 9200. 
gel electrophoresis, bacteria genomes 3840. 
gel electrophoresis, genomes fingerprinting, Pseudomonas syringae, Xanthomonas 
campestris 4299. 
genes, oprP gene, amino acid sequence, hybridization analysis, Pseudomonas 
aeruginosa, Pseudomonas fluorescens 10386. 
colicin peace biosynthesis, chromatography purification, Morganella morganii 
genetic variance, herpesvirus (bovine) 4, genomes, cloning, gene mapping 7536. 
genome encyclopedias, Escherichia coli 9409. 
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Restriction endonuclease mapping, (continued) 


Restriction fragment length polymorphism, 


genomes cleavage, Saccharomyces cerevisiae 5512. ; fi 

genomes, cloning, isolates, genital tract, larynx, warts, papilloma virus 
(human) 6c 2631. 

genomes DNA, man 2647. 

genomes, Rhodobacter sphaeroides 5355. : , 

homology, chromosomes polymorphism, orthogonal field alternation gel 
electrophoresis, Leishmania donovani 10460. j “ 

hybridization analysis, oapeeane dele Agrobacterium tumefaciens, virulence, 
Azospirillum brasilense, Rhizobium meliloti, plasmids 9540. : 

hybridization analysis, ferredoxin | gene, cloning, oligodeoxyribonucleotides 
probes, Azotobacter vinelandii 826. 

identification, taxonomy (numerical), DNA probes, trypanosomiasis, Trypanosoma 1 
brucei 10482. 

insertion mutants, comG locus, competence mutation, Bacillus subtilis 5415. 

lactose phosphotransferase genes, plasmid pD1I21, Streptococcus cremoris 332. 

LYS4 gene, LYS15 gene, mutation, cloning, Saccharomyces cerevisiae 4343. 

methodology, DNA 10568. 

Mycoplasma DNA, pathogenicity, plants isolates 4295. 

nucleotide sequence, gene expression, Pseudomonas aeruginosa, genes, Ippl ger 
9537. 

nucleotide sequence, pyruvate kinase | genes, DNA, Escherichia coli 6401. 

nucleotide sequence, repeated sequence, antigens genes, Trypanosoma cruzi 3569-i 

patterns, rRNA, Staphylococcus, characterization, taxonomy 1537. 

phages DNA, plasmid pAF101, Bacillus thuringiensis 7717. 

plasmids DNA, nosocomial infection, clinical isolates, bacteria 7721. 

plasmids, gentamicin, antibiotic resistance, Enterococcus faecalis, 
Staphylococcus aureus, B-lactamase 7349. 

replication, Neisseria gonorrhoeae, plasmids, plasmid pFA3 9533. 

ribonuclease T rnt gene, Escherichia coli 5340. 

RNA removal methodology, agarose gel electrophoresis 6174. 

rRNA, comparison, nucleotide sequence, taxonomy, Staphylococcus 7060. 

rRNA 5S probes, cloning, hybridization analysis, nucleotide sequence, 
Crithidia fasciculata 10781. 

sites, distribution, genomes, Escherichia coli 8404. 

spa gene, insertion mutation, protein A, Staphylococcus aureus 7330. 

strains, isolates, USA, North Carolina, laryngotracheitis virus 10495. 

suppressor mutant, loci, rpsO gene association, cloning, nucleotide sequence; 
Escherichia coli 1321. 

transfection, Rauscher leukemia virus, NIH 3T3 cells, cell culture 10178. 

translation, mutants, life cycle, vaccinia virus, adenosinetriphosphatase, 
gene expression 10398. 

Treponema hyodysenteriae, typing 258. 

urease, DNA, cloning, gene expression, Klebsiella aerogenes 1912. 

use deoxyribonuclease Sfil, deoxyribonuclease Avril, deoxyribonuclease Notl, 
comparison gene mapping, chromosomes, Escherichia coli 9410. 
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actin genes, chromosome 10, deoxyribonuclease Taql, aorta, man 7288. 

adenosine deaminase genes, chromosome 20, man 156. 

adenylate kinase 1 genes, chromosome 9, man 137. 

ADH2 gene. deoxyribonuclease Pvull, chromosome 4, man 6534. 

ADH1-C™ gene, nucleotide sequence, Zea mays 3351. 

analysis, DNA, Clavibacter michiganense sepedonicum 7407. 

«1-antitrypsin genes, deoxyribonuclease Mspl, difference, chromosome 14, 
man 7186. 

Ava |, gas-1 locus, chromosome 12, mice 3346. 

Avall, DNA 07S404 nucleotide sequence, chromosome 7, man 3343. 

Bsu36!, DNA D19S36 nucleotide sequence, chromosome 19, man 3363. 

catalase genes, chromosome 11, man 1462. 

CD20 antigen cDNA, deoxyribonuclease Mspl, chromosome 11, man 9613. 

cellulase genes probes, Bacteroides succinogenes 4303. 

chromosome 1, pHBI40, man 620, 1552. 

chromosome 10, deoxyribonuclease EcoRI, man 7292. 

chromosome 10, deoxyribonuclease Pvull, deoxyribonuclease PstI, man 7291. 

chromosome 13, deoxyribonuclease Mspl, man 7289. 

chromosome 21, deoxyribonuclease EcoRI, man 7284. 

chronic granulomatous disease cDNA, loci, X chromosome, man 1577. 

coagulation factor XIIIA genes, chromosome 6, man 7290. 

deletion, polyposis coli loci, D5S71 markers, chromosome 5, man 7205. 

deoxyribonuclease Accl, DNA pMCT112, chromosome 9, man 3536. 

deoxyribonuclease Ava-ll, triacylglycerol lipase genes loci, chromosome 15, 
man 3532. 

deoxyribonuclease Bam H1, collagen genes chromosome 6, man 9575. 

deoxyribonuclease BamHI, myosin genes loci, chromosome 17, man 3530. 

deoxyribonuclease Bell, DNA, fragile sites, X chromosome, man 9572. 

deoxyribonuclease EcoRI, DNA L2, X chromosome, man 3534. 

pst tied se Hindill, coagulation factor XIIIA genes, chromosome 6, man 

deoxyribonuclease Hinfl, MET gene, chromosome 6, mice 3604. 

deoxyribonuclease Kpn!, complement component C1 inhibitors genes, chromosome 
11, man 3538. 

deoxyribonuclease MspI, chromosome 16, man 6528. 

deoxyribonuclease Mspl, deoxyribonuclease Sstl, insulin receptors loci, 
chromosome 19, man 9588. 

deoxyribonuclease MspI, DNA CJ52.199 4441. 

deoxyribonuclease Msp!, DNA CJ52.27, chromosome 16 4429. 

deoxyribonuclease Msp!, DNA pCJ52.196M1, chromosome 16 4438. 

deoxyribonuclease Mspl, DNA pCJ52.209M2, chromosome 16 4425. 

deoxyribonuclease Mspl, DNA pCJ52.95M1, chromosome 16 4437. 

deoxyribonuclease RN1, X chromosome, man 9580. 

deoxyribonuclease Stul, ABL locus, chromosome 9, man 7428. 

bac abies yd Styl, platelet-derived growth factor genes, chromosome 7, 
man : 

deoxyribonuclease Tagl, DNA probes, detection, chromosome 4, man 9585. 

deoxyribonuclease Taq |, ets-1 gene, chromosome 11, man 3615.: 

deoxyribonuclease Taql, chromosome 11, chromosome 16, man 6527. 

deoxyribonuclease Taq!, DNA CJ52.1, chromosome 16 4435. 

deoxyribonuclease Taq!, DNA CJ52.10, chromosome 16 4427. 

deoxyribonuclease Taql, DNA CJ52.105, chromosome 16 4442. 

deoxyribonuclease Taql, DNA CJ52.112, chromosome 16 4439. 

deoxyribonuclease Taql, DNA CJ52.197, chromosome 16 4432. 

deoxyribonuclease Xmnl, DNA, chromosome 11, man 9576. 

detection, DNA amplification, nucleotide sequence, man 6606. 

DNA CJ52.161, deoxyribonuclease Taql, chromosome 16 4513. 

Seine ee Mspl, chromosome 11, man 6465, 6468, 6469, 6477, 6489, 
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f| striction fragment length polymorphism, (continued) 
by fq? JNA, deoxyribonuclease Pst!, chromosome 11, man 6466. 
‘ | INA, deoxyribonuclease Taq!, chromosome 11, man 6459, 6474. 
‘5, NA, deoxyribonuclease Taql, chromosome 16, man 6471. 
‘GIONA DXS374, probes 1A1, deoxyribonuclease Taql, X chromosome 4510. 
f 4 INA D13S59, probes pR1-4, deoxyribonuclease Banll, chromosome 13 4504. 
“J DNA 013861, pF5A probes, deoxyribonuclease Xmnl, deoxyribonuclease Banil, 
bi gl TO! chromosome 13 4535. 
*"S§Q) INA D16S127 nucleotide sequence, chromosome 16, man 3312. 
vine |} NA, D16S79 probes, chromosome 16, man 3539, 
“I QVINA D18S27, localization, chromosome 18 4511. 
DNA fingerprinting, mastitis epidemiology, Streptococcus uberis 7311. 
INA genotyping, statistical genetics, forensics 8365. 
INA, hybridizationanalysis, Rhizobium galegae 5382. 
DNA hypervariable regions, deoxyribonuclease Pst!, chromosome 4, man 9617. 
JONA, man 8347. 
Sh) Pe markers, nucleotide sequence hypervariability, polymerase chain reaction 
O& 3580. 
(INA mitochondria, purification, tissues, man, methodology 6507. 
(4) YONA, Mycobacterium leprae, clinical isolates, animal isolates 6229. 
- NA, Nostoc isolates 7173. 
‘AH JGVINA nucleotide sequence pH30, isolation, chromosome 4, man 145. 
INA nucleotide sequence p20B18 [D19S30], chromosome 19, man 1568. 
) NA nucleotide sequence p30B18 [D19S31], chromosome 19, man 2371. 
DNA nucleotide sequence p5B18 [D19S28], chromosome 19, man 1554. 
DNA nucleotide sequence p58B18 [D19S32], chromosome 19, man 2374. 
DNA nucleotide sequence VC61 [D2S65], chromosome 2, man 143. 
DNA nucleotide sequence VC63 [D4S129], chromosome 4, man 163. 
DNA nucleotide sequence VC64 [D1S86], chromosome 1, man 185. 
1, DNA nucleotide sequence VC75 [D7S404], chromosome 7, man 186. 
) DNA probes, deoxyribonuclease Bglll, chromosome 19, man 9615. 
DNA probes, deoxyribonuclease Mspl, chromosome 3, man 9610. 
INA probes, deoxyribonuclease Taq!, chromosome 3, man 9609. 
2 INA probes, identification, Fusarium oxysporum dianthi 10474. 
JNA, probes pG24E2.4 [D13S21], chromosome 13 4531. 
4) DNA repeated sequence, nuclei genomes, Chlamydomonas reinhardtii 5278. 
DNA, hybridization analysis applications, Escherichia coli 4192. 
-Dral+Pstl, tyrosine 3-monooxygenase+ insulin genes, chromosome 11, man 3309. 
dystrophin genes, polymerase chain reaction, deoxyribonuclease Maelll, X 
» chromosome, man 7274. 
®ferb-A gene, man 8524. 
9) ibronectin genes, deoxyribonuclease Taq!, chromosome 2, man 7183. 
@| orensic science, man 8363. 
‘ijene expression, circadian rhythms, cloning, ccg-1 gene, ccg-2 gene, MRNA 
regulation, Neurospora 712. 
genomes deoxyribonu, pBHP53, deoxyribonuclease BamHI, chromosome 17 4499. 
1@x-globin genes, deoxyribonuclease Bglll, sickle cell disease, USA 4581. 
@ylutathione transferase loci, deoxyribonuclease BamHI, deoxyribonuclease 
| EcoRI, chromosome 11, man 6540. 
W¥granulocyte colony-stimulating factor genes, deoxyribonuclease Stul, 
)_ chromosome 17, man 6526. 
3\GRO gene, deoxyribonuclease Scal, chromosome 4 4507. 
W)jyrowth-arrest-specific gene, loci, deoxyribonuclease Taql, chromosome 4, man 
56 6533. 
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‘9 4ep G2/erythrocyte glucose transporter genes loci, chromosome 1, man 1466. 
‘Binexokinase | loci, deoxyribonuclease Hincll, chromosome 10, man 6530. 
_ {Hindcll, epidermal growth factor, chromosome 4, man 1419. 
aiJh\\ GBinistocompatibility locus HLA DQA1 gene, chromosome 6, man 141. 
istocompatibility locus HLA, subtypes, alleles frequency, diabetes mellitus, 


i} multiple sclerosis, man 8542. 
identification, chromosome 11, man 8576. 
identification, chromosome 6, man 8531. 

) dentification, chromosome 9, man 8533. 
_Jiiinsertion+ deletion, DNA D1S85 nucleotide sequence, chromosome 1, man 3352. 
 Wiinsertion+deletion, DNA VC85 [D1S85], chromosome 1, man 189. 
insertion, RNA genes, genomes, mitochondria, Coprinus cinereus 4339. 
fMnsulin-responsive glucose transporter, GLUT4 gene, chromosome 17, man 146. 
nter-a-trypsin inhibitor genes, chromosome 10, man 3339. 
q alle inhibitor heavy chains, ITIH2 gene, chromosome 10, man 
7287. 
nterleukin 6 genes, deoxyribonuclease Bglll, chromosome 7, man 6529. 
interleukin 6 genes, deoxyribonuclease Bglll, rheumatoid arthritis, comparison 
i 4564. 
4) nterleukin 7 genes, chromosome 8, identification 99999999, polymerase chain 
if reaction, man 7276. 

}<allikrein genes, deoxyribonuclease Mspl, chromosome 19, man 9616. 
_W)c-Ki-ras gene fragments coamplification, deoxyribonuclease Bs + XI, chromosome 
* ott 12, man 7218. 

SHinkage cystic fibrosis genes, chromosome 7, deoxyribonuclease Scrfl, man 7285. 
Wipoprotein lipase genes, deoxyribonuclease Bglll, chromosome 8 4512. 


” si*Gl loci, detection, use oligodeoxyribonucleotides, genomes 4408. 

if loci, DNA D9S29, deoxyribonuclease Taql, chromosome 9, man 7190. 
jman, X chromosome, gene mapping 4596. 

sti \OMAOA gene, deoxyribonuclease Mspl, X chromosome, man 7202. 


japping, chromosome 1, man 8518, 8528, 8553. 
imapping, chromosome 11, man 8532. 
mapping, chromosome 13, man 8539. 
imapping, chromosome 14, man 8544. 
iimapping, chromosome 17, man 8530. 
mapping, chromosome 18, man 8573. 
lapping, chromosome 20, man 8549. 
mapping, chromosome 22, man 8551. 
mapping, chromosome 6, man 8521, 8560. 
Mapping, chromosome 9, man 8562. 
) methylmalonyl-CoA decarboxylase cDNA, deoxyribonuclease Xmnl, chromosome 13 


mitochondria DNA, Armillaria 5142. 
mitochondria DNA, deoxyribonuclease BstNI, deoxyribonuclease Bell, blood, 
Canada 4538. 
. |} mitochondria DNA, Italy 4542. 
) ‘mitochondria DNA, phylogeny, evolution, models, man 9598. 
mitochondria DNA variation, tissue culture embryos, Triticum aestivum 610. 
mos gene mapping, hybridization, centromeres, chromosome 4, mice 1402. 
MX1 gene, p78 protein, deoxyribonuclease Pstl, chromosome 21, man 6532. 
yMycobacterium paratuberculosis, Mycobacterium avium, rRNA 5S 7068. 
fi Myhc-a locus, alleles, identification, chromosome 14, mice 7454. 
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Restrjction fragment length polymorphism, (continued) 
Na’/K“-transporting ATPase a subunit, ATP1AL1 gene, 
deoxyribonuclease Mspl, deoxyribonuclease Pvull, chromosome 13, man 9608. 
oncogenes, p53 gene, deoxyribonuclease Bglll, chromosome 17, man 9612. 
oncogenes, Tu gene, cDNA nucleotide sequence, protein-tyrosine kinase 
receptors, Xiphophorus 4334. 
paternity testing, man 8352. 
phosphoglycerate kinase 1 genes, deoxyribonuclease Pstl, deoxyribonuclease 
Bgll, linkage disequilibrium, X chromosome, man 6557. : 
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HSP70 gene 4988. 
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activation, cytomegalovirus (human) early region gene expression, fibroblasts, 
man 7606. 
ADR1 protein, mutants, effects on activation ADH2 gene, Saccharomyces 
cerevisiae 4975. 
a-amylase 2, elastase 2, trypsin, genes, DNA binding activity, 
footprinting, pancreas, rats, mice 8965. 
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AP-2 protein, requirements X protein activation, hepatitis B virus 9988. 
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GAL4 protein, substitution zinc finger region PPR1 protein, no effects on 
specificity, Saccharomyces cerevisiae 5994. 
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GFI protein, TAF protein, SUF protein, induction ribosomal protein L3 
ribosomal protein S33 genes, Saccharomyces cerevisiae 2722. 
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Pe. protein, binding promoters interleukin 6 genes, gene expression, man 
4 10951, 
_F-«B protein binding sites identification, immunoglobulin G light chains 
enhancers, lymphoid cells, man 5749. 
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mt is) Schizosaccharomyces pombe 7989. 
‘ct-2 protein, cooperativity, binding adjacent sites, man 3733. 
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plasmids, phage @adh, Lactobacillus acidophilus 7706. 
Transfection, 
adipsin genes expression, transcription factors+DNA binding, adipocytes 
ifferentiation 10720. 
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deoxyribonuclease EcoRI genes expression, DNA damage, chromosome aberrations, 
CHO cells 10719. 
DNA damage processing defects, aminoglycoside phosphotransferase genes, 
plasmids recombination, fibroblasts, man 8771. 
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metalloproteinase inhibitor cDNA, gene expression, fibroblasts, mice 8150. 
methodology, lipofectin reagents, mammalian cells 6153. 
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771. 
murine encephalomyelitis virus CDNA, neurovirulence, attenuation, genomes 6654. 
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nerve growth factor receptors, expression, gene transfer, fibroblasts, mice 
9817. 
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tyrosine aminotransferase gene expression, glucocorticoids induction, 
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* Transferrin, 

gene expression, laminin induction, cytoskeleton role, cells, rats 3801. 

genes, cDNA nucleotide sequence, scrapie agent infected brain, Alzheimer's 
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genes, promoters, expression, nucleotide sequence, deletion, mice 3636. 

genes, transient expression, interaction nucleoproteins binding sites, man 753. 
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cerevisiae, Pachysolen tannophilus 6856. 
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DNA transfer, methodology, Saccharomyces cerevisiae 6779. 
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780. 
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